

Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


1820 


9845030 


gi|9845030|dbj|BABl 1914.1| (AB034726) 5- 
oxoprolinase precursor [Alcaligenes faecalis] 


5.8 


1821 


6599044 


gi|6599044|emb|CAB635 84.1| (AJ251826) BMP2/4 
protein [Asterias rubens] 


6.7 


1822 


7715984 


gi|7715984|gbjAAF68235. 1|AF206244_1 (AF206244) 
seroreactive antigen BMN1-2 [Babesia microti] 


0.067 


1823 


7293329 


gi|7293329|gb|AAF48709.1| (AE003504) CG5162 gene 
product [Drosophila melanogaster] 


2.8 


1824 


2136095 


gi|2136095|pir||I58381 receptor tyrosine kinase isoform 
FLT4 long - human (fragment) gb|AAB28539.1| 
(S66407) receptor tyrosine kinase isoform FLT4 long, 
FLT41 {C-terminal} [human, Peptide Partial, 71 aa] 
[Homo sapiens] 


0.0007 


1826 


7522093 


gi|7522093|pir||T30809 plasminogen related growth 
factor receptor 3 - Fugu rubripes emb|CAA09086.1| 
(AJ0103 17) plasminogen related growth factor receptor 
3 [Takifugu rubripes] 


4.7 


1832 


13622999 


gi|13622999|gb|AAK34670.1| (AE006621) hypothetical 
protein [Streptococcus pyogenes Ml GAS] 


3.7 


1834 


6319504 


gi|6319504|ref|NP_009586.1| Ybr030wp 
[Saccharomyces cerevisiae] sp|P38222|YBO0_YEAST 
HYPOTHETICAL 62.6 KD PROTEIN IN CDS1- 
RPL4A INTERGENIC REGION pir||S45886 
hypothetical protein YBR030w - yeast (Saccharomyces 
cerevisiae) emb|CAA53686.1| (X76078) YBR0314 
[Saccharomyces cerevisiae] emb|CAA84972.1| 
(Z35899) ORF YBR030w [Saccharomyces cerevisiae] 
prf||2206497K ORF YBR0314 [Saccharomyces 
cerevisiae] 


0.65 


1835 


7290986 


gi|7290986|gb|AAF46425.1| (AE003445) CG3898 gene 
product [Drosophila melanogaster] 


3.1 


1840 


14725330 


gi| 14725330|refjXP_002254.2| mitochondrial 
translational initiation factor 2 precursor [Homo 
sapiens] 


4.2 
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SEQ ID 
NO 



ACCESS 
N 



Table 3B Ne arest Neighbor (BlastX vs. Non-Redundant Proteins) 



DESCRIPTION 



1842 



gi|7509362|pir||T31492 hypothetical protein 
Yl 16A8C.20 - Caenorhabditis elegans 
emb|CAB55 126. 1| (AL1 17204) predicted using 
Genefinder-contains similarity to Pfam domain: 
PF00642 (Zinc finger C-x8-C-x5-C-x3-H type (and 
similar).), Score=71.0, E-value=3.1e-19, N=2~cDNA 
EST yk247a8.5 comes from this gene [Caenorhabditis 
7509362 lelegansl 



1846 



gi|6093793|sp|Q64 1 8 l|PROP_CAVPO PROPERDIN 
PRECURSOR gb|AAB359 18.1 1 (S81116) properdin 
6093793 [guinea pigs, spleen, Peptide, 470 aa] rCavial 



1848 



gi|7300538|gb|AAF55691.1| (AE003727) CG7411 gene 
7300538 product [Drosophila melanogaster] 



1849 



gi| 1 730077|sp|P 1 8 1 60|KYK1_DICDI NON- 
RECEPTOR TYROSINE KINASE SPORE LYSIS A 
(TYROSINE-PROTEIN KINASE 1) pir||T18276 non- 
receptor tyrosine kinase - slime mold (Dictyostelium 
discoideum) gb|AAB41 125. 1| (U32174) non-receptor 
1730077 tyrosine kinase [Dictyostelium discoideuml 



gi|5326919|emb|CAB46239.1| (AJ133488) SCO- 
1 85 1 | 5326919 |spondin [Bos taurus] 



Q 



1853 



gi|1381 1938|emb|CAC03433.2| (AL1 18505) 
dJ1056H1.2. 1 (novel protein similar to mitogen 
1 1381 1938 inducible protein MIG-2 (isoform 1)) [Homo sapiens] 



1859 



gi|8954377|ref|NP_059365. 1| haem lyase 
[Cyanidioschyzon merolae] pir||A58932 cytochrome C- 
type biogenesis protein CCMF - Cyanidioschyzon 
merolae mitochondrion dbj|BAA36527.1| (D89861) 
cytochrome C-type biogenesis protein CCMF 
8954377 [Cyanidioschyzon merolae] 



1860 



gi|13376638|ref|NP_079359.1| hypothetical protein 
FLJ21128 [Homo sapiens] dbj|BAB15001.1| 
13376638 (AK024781) unnamed protein product [Homo sapiens] 



1862 



|gi| 14602664|gb|AAH09855 . 1 |AAH09855 (BC009855) 
14602664 1 Similar to nucleolin [Homo sapiens] 



P VALUE 



8.4 



4.1 



2.7 



8.4 



2.7 



2E-21 



2.3 



2E-47 



4E-45 
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Table 3B N earest Neighbor (BlastX vs. Non -Redundant Proteins) 
SEQ ID ACCESS 1 ~ 
NO | N 



DESCRIPTION 



1864 



P VALUE 



gi|75 12078|pir||T30879 dynein heavy chain isotype 5A 
sea urchin (Tripneustes gratilla) (fragment) 
gb|AAA63591.1| (U03977) dynein heavy chain isotype 
7512078 5 A [Tripneustes gratilla] 



1.7 



1865 



|gi|7688347|emb|CAB89836.1| (AJ242516) AmpE 
7688347 protein [Salmonella typhimuriuml 



2.8 



1867 



gi|4758568|ref|NP_004497. 1| heat shock transcription 
factor 2 [Homo sapiens] refjXP_004466.2| heat shock 
transcription factor 2 [Homo sapiens] ref|XP_051573.1| 
heat shock transcription factor 2 [Homo sapiens] 
sp|Q03933|HSF2_HUMAN HEAT SHOCK FACTOR 
PROTEIN 2 (HSF 2) (HEAT SHOCK 
TRANSCRIPTION FACTOR 2) (HSTF 2) pir||A41 13s| 
heat shock transcription factor HSF2 - human 
4758568 gb|AAA36017.1| (M65217) HSF2 [Homo sapiens] 



gi|13358509|ref|NP_078688.1| orfl07 [lymphocystis 
1869 I 13358509 Idisease virus 1] 



0.33 



8.1 



gi|6580323|emb|CAB63392.1| (AL132864) cDNA EST 
EMBL:T00048 comes from this gene-cDNA EST 
EMBL:T00047 comes from this gene-cDNA EST 
yk390e6.3 comes from this gene-cDNA EST yk512a3.3| 
comes from this gene-cDNA EST yk512a3.5 comes 
from this gene-cDNA EST yk532a2.3 comes from this 
1870 | 6580323 |ge> 



0.012 



1871 



gi|l 1359776|pir||T45059 hypothetical protein 
Y39B6B.gg [imported] - Caenorhabditis elegans 
emb|CAB60938.1| (AL132896) predicted using 
Genefinder; preliminary prediction [Caenorhabditis 
1 1359776 jelegans] 



3.6 



1876 



|gi|5453171|gb|AAD43464.1| (AF1 13915) pre-mRNA 
5453171 splicing factor [Heterodera glycines] 



2.1 



1877 



|gi|5453171|gb|AAD43464.1| (AF1 13915) pre-mRNA 
5453 171 splicing factor [Heterodera glycines] 



gi|14752353|ref|XP_050519.1| annexin A2 [Homo 
14752353 |sapiens] 



2.1 



1880 



0.27 



1881 



gi|7494821|pir||T31996 hypothetical protein B0281.5 - 
Caenorhabditis elegans gb|AAB66084.1| (AF016666) 
similar to human tumor necrosis factor-alpha-induced 
7494821 |protein B12 (NID:gl79304) [Caenorhabditis elegans] 



3.8 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VAT T TT7 


1883 


480482 


gi|480482|pir||S36953 cytochrome-c oxidase (EC 
1.9.3.1) chain III - Herpetomonas samuelpessoai 
mitochondrion ffhlAAOOQIfifi 11 fl 108^7^ Mrtv^k*™~,« 
oxidase subunit III [Herpetomonas pessoai] 


0.78 


1885 


5174493 


gi|5174493|ref|NP_006050.1| laminin, gamma 3 
precursor [Homo sapiens] 

gb|AAD36991.1|AF041835_l (AF041835) laminin 
gamma 3 chain Drecursor H-Tomo Qanipn^l 


1 1 


1886 


8922792 


gi|8922792|ref|NP_060753.1| hypothetical protein 
FLJ10956 [Homo sapiens] ref|XP_007214.2| 
hypothetical protein FLJ10956 [Homo sapiens] 
dbj|BAA91925.1| (AK001818) unnamed protein product 
[Homo sapiens] 


jc-jy 


1889 


7479561 


gi|7479561|pir||T35135 hypothetical protein SC4H8.04c 

S(j41~r8 04n - Strpntomvrfc crstAtnrArxr 

emb|CAA 15 871.1| (AL020958) hypothetical protein 
SC4H8 04c rStreotomvces coelicolor A W>1 




1890 


7461128 


gi|7461 128|pir||T03057 hypothetical protein 032R - 
Chilo iridescent virus gb|AAB9443 1 . 1| (AF003534) 
lVDOthetical nrotein 03 2R rChiln iriHpcppnt vimcl 


KJ.DD 


1891 


8778367 


gi|8778367|gb|AAF79375. 1|AC007887_34 (AC007887) 
71504 28 fArabidoDsis thalianal 


o.o 


1894 


13475247 


gi| 1 3475247|ref]NP_l 068 1 1 . 1 1 unknown protein 

Mesorhizobium lotil dhilRARS?^07 11 fAPnrnnna^ 
unknown protein [Mesorhizobium loti] 


2.3 


1895 


2285958 


gi|2285958|emb|CAA70903.1| (Y09763) GABRE 
Homo sapiens] 


2.7 


1896 


14729939 


eill4729939lreflXP 03847^ 1 1 TYKF7T>^ilTin7 nm T m« 

S x \ A ^ ' s caj^vit ujot / J . 1 1 \Jr\J: £j]T JD4J 1UZ protein 

Homo sapiens] 


0.007 


1898 


7504499 


ml750449Qln.rllT^?7S0 1l\/nntVif»ti^i»1 nrntpin P^7T3in 1 

gi| / ^v^tt^^njiiij i oi, i ju nypouieucai proieni rj /dIU.1 - 
Caenorhabditis elegans gb|AAB96719.1| (AF039713) 
Hypothetical protein F57B10.1 [Caenorhabditis elegans] 


4.2 


1900 


10581310 


gi|10581310|gb|AAG20067.1| (AE005086) methionyl 
aminopeptidase; Map [Halobacterium sp. NRC-1] 


8.9 


1902 


1 

111814 ( 


gi|l 1 1814|pir||S21347 hypothetical protein 3 - rat 
anb|CAA37646.1| (X53581) ORF3 [Rattus norvegicus] 


0.3 


1903 


! 

7290766 i 


? i|7290766|gb|AAF46211.1| (AE003439) CG4557 gene 
Droduct [Drosophila melanogaster] 


0.38 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


1904 


5139521 


gi|5139521|emb|CAB45562.1| (AJ238798) CTRP 
protein [Plasmodium berghei] dbj|BAA82322.1| 
(AB027129) adhesive protein-like molecule 

Lriasmoaium Dergneij go|AAr / 5 1 j ©. 1 |Ar 1 4977 1 1 
(AF 149771) ookinete protein [Plasmodium berghei] 


8 


1905 


7489900 


gi| /4»yyuu|pir|| l iszov protein-tyrosine kinase (EC 
2.7. 1.112)- slime mold (Dictyostelium discoideum) 
goi/vfVDUHyyy. ij ^uo^fo^uj protein tyrosme kinase 
[Dictyostelium discoideum] 


5.3 


1908 


6002776 


gijouuz / /0|go|/\/vruui :54.1|Ar 149oUo 1 (Ar 149806) 
hypothetical protein [Oryza sativa] 


0.15 


1913 


14773348 


gi|14773348|ref|XP_038450.1| 20849 [Homo sapiens] 


2E-50 


1916 


7301187 


gi|7301187|gb|AAF56319.1| (AE003748) CG5794 gene 
product [Drosophila melanogaster] 


8 


1918 


3378685 


gi|3378685|emb|CAA76071.1| (Y16104) replicase 
piuiciii ny»<uis moiuc lyiTiOVirus | 


0.13 


1919 


4S01 Ql ^ 

^ ^jyj i7i j 


gi|4501915|refINP_003807.1| a disintegrin and 
metalloproteinase domain 9 preproprotein; meltrin 
gamma [liomo sapiens] gb|AAC50403.1| (U41766) 
metalloprotease/disintegrin/cysteine-rich protein 
jjiccuibui [numo bapiensj 


0.002 


1922 


14587070 


gi|14587070|gb|AAK70463. 1|AF387344_4 (AF387344) 
spore germination protein GerLC [Bacillus cereus] 


8.4 


1924 


7291161 


gi| /zyi loiigDi/Y/Vr^ojyj.ii (AliUU343U) CLrzo92 gene 
product [Drosophila melanogaster] 


6 


1925 


7446016 


gi| /44ouio|pir||h,/0595 hypothetical glycme-nch protem 
Rvl087 - Mycobacterium tuberculosis (strain H37RV) 
emb|CAA17203.1| (AL021897) PE_PGRS 

IV^\//*/Vh5i /"•tannin ~t~t l npt*/»i 1 1 /^»c i cl 

iviyMJud-oicnum luuercuiosisj 


3.6 


1926 




gi|l 1595522|emb|CACl 83 16. 1| (AL45 1022) 
iiypuuicLicai protein [iNcurospora crassaj 


5.9 


1930 


14043326 


gi|14043326|gb|AAH07658. 1|AAH07658 (BC007658) 
Jnknown (protein for MGC:747) [Homo sapiens] 


8F-76 


1931 


13810543 


gi|13810543|dbj|BAB43950.1| (AB051633) ookinete 
surface protein Pos28-2 [Plasmodium ovale] 


3.1 


1933 


J 

7206826 < 


gi|7206826|gb|AAF39985.1| (AC006696) contains 
similarity to other proline-rich proteins [Caenorhabditis 
jlegans] 


6.6 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 



SEQ ID ACCESS 
NO | N 



DESCRIPTION 



P VALUE 



1934 14749721 



gi|14749721|ref|XP_027893. 1| similar to ALU 
SUBFAMILY SB1 SEQUENCE CONTAMINATION 
WARNING ENTRY (H. sapiens) [Homo sapiens! 



2.1 



1935 1232421 



gi| 123242 1 1 |gb|AAG52077. 1 |AC0 1 2679_1 5 
(ACO 12679) putative proline-rich protein precursor 
93710-91881 [Arabidopsis thalianal 



2.1 



1940 4204305 



gi|4204305|gb|AAD10686.1| (AC003027) Hypothetical 
protein [Arabidopsis thalianal 



5.4 



1955 14783118 



gi| 14783 1 1 8|refjXP_043478. 1 1 hypothetical protein 
XP_043478 [Homo sapiens] 



4.7 



1959 13375860 



gi|13375860|reflNP_078907.1| hypothetical protein 
FLJ23342 [Homo sapiens] dbj|BAB15618.1| 
(AK026995) unnamed protein product [Homo sapiensl 



0.2 



1962 7304316 



gi|7304316|gb|AAF59348.1| (AE003844) CG2052 gene 
jroduct [Drosophila melanogaster] 



8.2 



1963 7513579 



gi|7513579|pir||T09064 l-acylglycerol-3 -phosphate O- 
acyltransferase (EC 2.3. 1 .5 1) - mouse gb|AAB82009. 1| 
(AF030001) lysophatidic acid acyl transferase-alpha 
Mus musculus] 



1.1 



1964 7512671 



gi|7512671|pir||T12545 hypothetical protein 
DKFZp434N074. 1 - human (fragments) 
emb|CAB46377.1| (AL096732) hypothetical protein 
too sapiens] 



3.1 



1972 13249541 



gi|13249541|gb|AAK15414.1|(AY015597) 
dissimilatory sulfite reductase subunit B [uncultured 
sulfate-reducing bacterium] 



1976 8134766 



gi|8 134766|sp|Q9ZES2|TRPE_BUCTC 
ANTHRANILATE SYNTHASE COMPONENT I 
emb|CAA09993.1| (AJ012333) anthranilate synthase 
large subunit [Buchnera aphidicola] 



5.6 



1977 7518768 



gi|75 1 8768|pir||A7 1111 hypothetical protein PH0656 - 
Pyrococcus horikoshii dbj|BAA29747.1| (AP000003) 
107aa long hypothetical protein rPyrococcus horikoshiil 



9.3 



1982 14749721 



1474972 1 |ref]XP_027893 . 1 1 similar to ALU 
UBFAMILY SB1 SEQUENCE CONTAMINATION 
WARNING ENTRY (H. sapiens) [Homo sapiens] 



1.9 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins)" 



DESCRIPTION 



1990 



gi|2911545|emb|CAA75449.1| (Y15173) E6 protein 
291 1545 [Human papillomavirus type 751 



1992 



gi|1090764|prf||2019432A cyclin-dependent kinase 5 
1090764 activator [Bos taurus] 



ru 



1993 



1994 



gi|4501915|ref]NP_003807.1| a disintegrin and 
metalloproteinase domain 9 preproprotein; meltrin 
gamma [Homo sapiens] gb|AAC50403.1| (U41766) 

metalloprotease/disintegrin/cysteine-rich protein 
4501915 precursor [Homo sapiens] 



1997 



2000 



gi|6492289|gb|AAF 14258. 1|AF137068_1 (AF137068) 
6492289 cubilin [Canis famiharis] 



2001 



gi|282850 l|sp|P40899|ISP3_SCHPO SEXUAL 
DIFFERENTIATION PROCESS PROTEIN ISP3 
pir||T381 12 sexual differentiation process protein isp3 
fission yeast (Schizosaccharomyces pombe) 
emb|CAB03599.1| (Z81312) sexual differentiation 
process protein isp3; meiotic expression upregulated 
2828501 [Schizosaccharomyces pombel 



2022 



gi|4206157|gb|AADl 1433.1| (AF109404) transposase 
4206157 |[Streptomyces scabiei] 



2026 



P VALUE 



gi|2498 123|sp|O02833(ALS_PAPHA INSULIN-LIKE 
GROWTH FACTOR BINDING PROTEIN 
COMPLEX ACID LABILE CHAIN PRECURSOR 
(ALS) pir||JC5239 insulin-like growth factor acid-labile 
1 983 | 2498123 chain - baboon 



4.4 



4.2 



2.1 



gi|7446170|pir||T02529 myb-related protein F13M22. 13 j 
- Arabidopsis thaliana gb|AAC23633. 1| (AC004684) 
putative MYB family transcription fector [Arabidopsis 
thaliana] gb|AAD53101.1|AF175996_l (AF175996) 
7446170 putative transcription factor [Arabidopsis thaliana] | 5.9 



0.002 



gi|12853260|dbj|BAB29697.1| (AK015063) putative 
12853260 1 [Mus musculus] 



6.1 



4.6 



7.9 



3.4 



gi|11466224|ref|NP_062847.1| ORF1, contains 4 trans 
membrane regions, putative [Physarum polycephalum] 
dbj|BAB08081 . 1| (AB027295) ORF1, contains 4 trans 
1 1466224 1 membrane regions, putative [Physarum polycephalum] | 1.2 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 




2027 


7507536 


gi|7507536|pir||T24739 hypothetical protein T09E1 1.4 - 
Caenorhabditis elegans emb|CAB03533.1| (Z81147) 
contains similarity to Pfam domain: PF01757 (Domain 
of unknown function), Score=594.0, E-value=3e-175, 
N=l [Caenorhabditis elegans] 


4.3 




2028 


6102749 


gi|6102749|emb|CAB59307.1| (AJ236287) NADH 
dehydrogenase subunit F [Carphalea glaucescens] 


1.9 




ZuJ 1 


7486224 


gi|7486224|pir||T08553 hypothetical protein 
F27B13. 160 - Arabidopsis thaliana emb|CAB43667.1| 
(AL050352) putative protein [Arabidopsis thaliana] 
emb|CAB79750.1| (AL161575) putative protein 
[Arabidopsis thaliana] 


2.7 




2032 


7462619 


gi|7462619|pir||F72210 hypothetical protein TM1801 - 
Thermotoga maritima (strain MSB8) 
gb|AAD36864. 1 |AE00 1 8 1 7_1 1 (AE00 1 8 1 7) 
hypothetical protein [Thermotoga maritima] 


6.2 


3 


2035 


7296128 


gi|7296128|gb|AAF5 1422.1] (AE003587) CG4629 gene 
product [Drosophila melanogaster] 


3.4 


Ei 

C3 


2038 


14760974 


gi|14760974|ref|XP_034809. 1| similar to putative gag- 

11 > /T T * \ ITT * t 

pro-pol polyprotem (H. sapiens) [Homo sapiens] 


1E-13 


s ;: 


2041 


14601134 


gi|14601 134|reflNP_147662. 1| hypothetical protein 
[Aeropyrum pernix] pir||H72698 hypothetical protein 
APE 1008 - Aeropyrum pernix (strain Kl) 
dbj|BAA79992.1| (AP000060) 123aa long hypothetical 
protein [Aeropyrum pernix] 


2.6 




2043 


4507537 


gi|4507537|ref|NP_003260.1| nuclear receptor subfamily 
2, group E, member 1; tailless (Drosophila) homolog; 
tailless homolog (Drosophila) [Homo sapiens] 
reflXP_004530.1| 54551 [Homo sapiens] 
ref]XP_038737.1| nuclear receptor subfamily 2, group 
E, member 1 [Homo sapiens] 
sp|Q9Y466|NR21_HUMAN ORPHAN NUCLEAR 
RECEPTOR NR2E1 (NUCLEAR RECEPTOR TLX) 
(TAILLESS HOMOLOG) (TLL) (HTLL) 
emb|CAA73725.1| (Y13276) Tailless protein [Homo 
sapiens] emb|CAB75626.1| (AL078596) dJ429G5.1 
(nuclear receptor subfamily 2, group E, member 1) 
[Homo sapiens] gb|AAG31945.1|AF220532_l 
(AF220532) orphan nuclear receptor [Homo sapiens] 


9E-10 
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SEQ ID 
NO 
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N 
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P VALUE 


2044 


7300319 


gi|7300319|gb|AAF55480.1| (AE003719) CG7305 gene 
product [Drosophila melanogaster] 


3.3 


2046 


7498832 


gi|7498832|pir||T34212 hypothetical protein F10E7.4 - 
Caenorhabditis elegans gb|AAA82427.1| (U41264) 
coded for by C. elegans cDNA yk99a6.5; coded for by 
C. elegans cDNA yk72g6.5; coded for by C. elegans 
cDNA yk99a6.3; coded for by C. elegans cDNA 
yk72g6.3; coded for by C. elegans cDNA ykl27a2.5; 
coded for by C. elegans cDNA ykl27a2.3; Simila> 


9.7 


2050 


13643847 


gi|13643847|ref]XP_01 1044.2) 8-oxoguanine DNA 
glycosylase [Homo sapiens] ref|XP_016414.1| 8- 
oxoguanine DNA glycosylase [Homo sapiens] 
ref|XP_016415. 1) 8-oxoguanine DNA glycosylase 
[Homo sapiens] reflXP_03 1967.1) 8-oxoguanine DNA 
glycosylase [Homo sapiens] ref|XP_03 1959.1) 8- 
oxoguanine DNA glycosylase, isoform 2d [Homo 
sapiens] ref)XP_031961.1| 8-oxoguanine DNA 
glycosylase, isoform la [Homo sapiens] 
ref|XP_052277.1| similar to 8-oxoguanine DNA 
glycosylase (H. sapiens) [Homo sapiens] 


1.2 


2051 


7474551 


g i|7474551|pir||E69792 conserved hypothetical protein 
yeeA - Bacillus subtilis emb|CAB 12496.1) (Z99107) 
similar to hypothetical proteins [Bacillus subtilis] 


7 


2060 


3913201 


gi|3913201|sp|Q5851 1|CCA_METJA TRNA 
NUCLEOTIDYLTRANSFERASE (TRNA 
ADENYLYLlKAJNorHKAS-bj \ 1 KIN A ttA- 
PYROPHOSPHORYLASE) (CCA-ADDING 
ENZYME) gb|AAB991 14. 1| (U67554) tRNA 
nucleotidyltransferase (cca) [Methanococcus jannaschii] 


5.9 


2072 


13186342 


gi|13186342|gb|AAK15384.1j (AF211134) valyl-tRNA 
synthetase [Carsonella ruddii] 


2.8 
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SEQID 
NO 



Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 



ACCESS 
N 



DESCRIPTION 



P VALUE 



2075 



gi|6225820|sp|O04226|P5CS_ORYSA DELTA 1- 
PYRROLINE-5-CARBOXYLATE SYNTHETASE 
(P5CS) [INCLUDES: GLUTAMATE 5-KINASE 
I (GAMM A-GLUT AMYL KINASE) (GK); GAMMA- 
I GLUTAMYL PHOSPHATE REDUCTASE (GPR) 
(GLUTAMATE-5-SEMIALDEHYDE 
DEHYDROGENASE) (GLUTAMYL-GAMMA- 
SEMIALDEHYDE DEHYDROGENASE)] pir||T03695| 
delta 1 pyrroline-5-carboxylate synthetase - rice 
dbj|BAA19916.1| (D49714) deltal-pyrroline-5- 
6225820 |carboxylate synthetase [Oryza sativa] 



2077 



|gi|4028153|gb|AAC961 17. 1| (AF083221) putative 
4028153 Ineurotransmitter receptor [Takifugu rubripes] 



2080 



2085 



gi|6635084|emb|CAB64573.1| (AL135930) hypothetical | 
6635084 Iprotein L4738 02 [Leishmania major] 



2086 



2090 



|gi| 14742770|reflXP_039393 . 1| KIAA1550 protein 
14742770 1 |Homo sapiens] 



2092 



jgi|298225 l|gb|AAC321 13.11 (AF05 1208) putative RNA-j 
2982251 Ibinding protein [Picea mariana] 



9.4 



gi|4902680|emb|CAB43550.1| (AL031673) dJ694B14.3 
(novel haloacid dehalogenase-like hydrolase family 
protein similar to (archaea) bacterial proteins) [Homo 
4902680 I sapiens] 



2.9 



gi|6322760|ref|NP_012833.1| Ykl090wp 
[Saccharomyces cerevisiae] sp|P36075|YKJ0_YEAST 
HYPOTHETICAL 50.9 KD PROTEIN IN BUD2- 
MIF2 INTERGENIC REGION pir||S37915 
hypothetical protein YKL090w - yeast (Saccharomyces 
cerevisiae) emb|CAA81928.1| (Z28090) ORF 
2084 | 6322760 |YKL090w [Saccharomyces cerevisiae] 



2.8 



3.6 



gi|7487726|pir||T05814 hypothetical protein T5K18.90 
Arabidopsis thaliana emb|CAA18618.1| (AL022580) 
hypothetical protein [Arabidopsis thaliana] 
emb|CAB78933.1| (AL161550) hypothetical protein 
7487726 | [Arabidopsis thaliana] 



5.9 



gi|13385468|reflNP_080247.1| RIKEN cDNA 
290000 1A12 gene [Mus musculus] dbj|BAB28377.1| 
(AK0 12645) putative [Mus musculus] dbj|BAB28865.1| 
2089 1 13385468 |(AK0 13457) putative [Mus musculus] 



4E-11 



3.2 



7.6 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2095 


12718478 


gi|12718478|emb|CAC28807.1|(AL513466) 
hypothetical protein [Neurospora crassa] 


3.1 


2096 


5532964 


gi|5532964|gb|AAD44957.1| (AF156655) MHC class I 
heavy chain [Ambystoma mexicanum] 


9.3 


2097 


1711658 


gi|171 1658|sp|P54797|T10_MOUSE SER/THR-RICH 
PROTEIN T10 IN DGCR REGION pir||S37488 gene 
T10 protein - mouse emb|CAA52612.1| (X74504) T10 
[Mus musculus] 


4.3 


2098 


14193393 


gi|14193393|gb|AAK55953. 1|AF268062_2 (AF268062) 
RNA polymerase beta-prime subunit [Candidatus 
Carsonella ruddii] 


2.1 


2099 


7243081 


gi|7243081|dbj|BAA92588.1| (AB037771) KIAA1350 
protein [Homo sapiens] 


7E-97 


2100 


11357181 


gi|l 135718 l|pir||T49996 AtAGP4 - Arabidopsis 
thaliana gb|AAC77826.1| (AF082301) arabinogalactan- 
protein [Arabidopsis thaliana] 

gb|AAD38870.1|AF060874_l (AF060874) AtAGP4 
[Arabidopsis thaliana] emb|CAB89400.1| (AL353995) 
AtAGP4 [Arabidopsis thaliana] 
gb|AAK49601.1|AF372885_l (AF372885) 
AT5gl0430/F12B17_220 [Arabidopsis thaliana] 
gb|AAK68734.1| (AY042794) AtAGP4 [Arabidopsis 
thaliana] 


1.2 


2103 


7497369 


gi|7497369|pir||T32512 hypothetical protein C44B12.4 - 
Caenorhabditis elegans gb|AAB88327. 1| (AF036692) 
Hypothetical protein C44B12.4 [Caenorhabditis 
elegans] 


6.7 


2109 


14485227 


gi|14485227|gb|AAK62977. 1|AF384372_3 (AF384372) 
surface antigen [Hepatitis B virus] 


5.7 


2111 


9711862 


gi|9711862|dbj|BAB07956.1| (AP002524) putative 
extensin-like protein [Oryza sativa] dbj|BAB33013.1| 
(AP003 118) putative extensin-like protein [Oryza 
sativa] 


10 


2114 


9759203 


gi|9759203|dbj|BAB09740.1| (AB015476) heat shock 
transcription factor HSF30-like protein [Arabidopsis 
thaliana] 


8.4 


2115 


204070 


gi|204070|gb|AAA41 130. 1| (M22030) electron transfer 
flavoprotein alpha-subunit [Rattus norvegicus] 


0.75 


2117 


3638957 


gi|3638957|gb|AAC36301.1| (AC004877) sco-spondin- 
mucin-like; similar to P98167 (PID:gl71 1548); details 
of intron/exon structure uncertain [Homo sapiens] 


8.1 
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O T7/~\ TTV 

SfcQ ID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2121 


14250436 


gi|14250436|gb|AAH08653.1|AAH08653 (BC008653) 
Similar to LRP16 protein [Mus musculus] 


9.3 


2126 


14760522 


gi|14760522|ref|XP_038798.1| 7371 [Homo sapiens] 
gb| AAK01445.il (AF334585) NIR3 [Homo sapiens] 


5E-39 


2134 


3024944 


gi|3024944|sp|Q58366|Y956_METJA 
HYPOTHETICAL PROTEIN MJ0956 pir||D64419 
hypothetical protein MJ0956 - Methanococcus 
jannaschii gb|AAB98969.1| (U67539) M. jannaschii 
predicted coding region MJ0956 [Methanococcus 
jannaschii] 


8.4 


2135 


6606266 


gi|6606266|gb|AAF 1 9 148 . 1 |AF 1 58634_1 (AF 1 58634) 
Vrgal [Aegilops ventricosa] 


7.1 


2137 


1729878 


gi| 1 729878|sp|P544 1 0|TCPH_TETTH T-COMPLEX 
PROTEIN 1, ETA SUBUNIT (TCP- 1 -ETA) (CCT- 
ETA) pir||S71338 t-complex protein 1 theta chain - 
Tetrahymena thermophila (fragment) gb|AAC47007. 1| 
(U46028) CCTeta [Tetrahymena thermophila] 
prfl|2209286B chaperonin CCT-eta [Tetrahymena 
thermophila] 


4.4 


2141 


3688193 


gj|3688193|emb|CAA08995.1| (AJ010091) MAP3K 
alpha 1 protein kinase [Brassica napus] 


6.9 


2142 


7491910 


gj|7491910|pir||T41367 hypothetical protein 
SPCC4G3.09c - fission yeast (Schizosaccharomyces 
pombe) emb|CAB09776.1| (Z97052) hypothetical 
protein [Schizosaccharomyces pombe] 


3.3 


2144 


6513832 


gi|6513832|gb|AAF14807.1|AF197815_l (AF197815) 
maturase [Alisma plantago-aquatica] 


1.5 


2148 


6323084 


gi|6323084|reflNP_013156.1| transcription factor, 
probable member of histone acetyltransferase SAGA 
complex; Spt8p [Saccharomyces cerevisiae] 
sp|P38915|SPT8_YEAST TRANSCRIPTION 
FACTOR SPT8 pir||S47898 transcription factor SPT8 - 
yeast (Saccharomyces cerevisiae) gb|AAA53585. 1| 
(M94955) transcription factor [Saccharomyces 
cerevisiae] emb|CAA64302.1| (X94607) transcription 
factor [Saccharomyces cerevisiae] emb|CAA97585.1| 
(Z73227) ORF YLR055c [Saccharomyces cerevisiae] 


5.8 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


91^1 
ZlJl 


1074219 


gi| 10742 19|pir||S49239 hypothetical protein 2 
(capsulation locus) - Haemophilus influenzae (strain 
RM107) 


4 


2153 


10946710 


gi|10946710|ref]NP_067350.1| Rhesus blood group- 
associated B glycoprotein; Rh type B glycoprotein [Mus 
musculus] gb|AAF19371.1| (AF193808) Rh type B 
glycoprotein [Mus musculus] 


3.5 


2159 


9625644 


gi|9625644|ref]NP_039895.1| BDLF2 late reading frame 
[Human herpesvirus 4] sp|P03225|BDL2_EBV 
PROTEIN BDLF2 pir||QQBE44 BDLF2 protein - 
human herpesvirus 4 (strain B95-8) emb|CAA24836.1| 
(V01555) BDLF2 late reading frame [Human 
herpesvirus 4] 


3.7 


2160 


220578 


gi|220578|dbj|BAA00447.1| (D00570) open reading 
frame (251 AA) [Mus musculus] 


4. / 


2165 




gi|9633076|ref]NP_050182.1| B4 [Human herpesvirus 
6B] pir||T44148 hypothetical protein B4 [imported] - 
human herpesvirus 6 (strain Z29) 
gb|AAD49620.1|AF157706_7 (AF157706) B4 [Human 
herpesvirus 6B] 


U.ID 1 


ZlOo 


135838 


gi|135838|sp|P01267|THYG_BOVIN 
THYROGLOBULIN PRECURSOR pir||UIBO 
thyroglobulin precursor - bovine emb|CAA26584. 1 1 
(X02815) thyroglobulin precursor [Bos taurus] 
prf||l 109240A thyroglobulin [Bos taurus] 


2 


2173 


11360154 


gi| 1 1 360 1 54|pir||T46337 hypothetical protein 
DKFZp43402413.1 - human (fragment) 
emb|CAB70664.1| (AL137265) hypothetical protein 
[Homo sapiens] 


3.7 


1 1 77 


181400 


gi|181400|gb|AAA35748.1| (M34225) cytokeratm 8 
[Homo sapiens] 


7E-53 


2181 


11347010 


gi|l 1347010|pir||Bsl303 probable membrane protem 
Cj 1013c [imported] - Campylobacter jejuni (strain 
NCTC 11168) emb|CAB73269.1| (AL139077) putative 
membrane protein [Campylobacter jejuni] 


0.1 


2182 


8745261 


gi|8745261|gb|AAF78857. 1|AF1345 16_1 (AF1345 16) 
VP4 [Banna virus] 


6 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2183 


285275 


gi|285275|pir||A43963 envelope glycoprotein G(envelope 
glycoprotein Gl, envelope glycoprotein G2) - 
Hantavirus sp.=Puumala virus gb|AAB22506. 1| 
envelope glycoprotein G(envelope glycoprotein Gl, 
envelope glycoprotein G2) [Hantavirus sp.=Puumala 
virus, Hallnas strain, Peptide, 1 148 aa] 


0.6 


2186 


7506378 


gi|7506378|pir||T23989 hypothetical protein R07A4.3 - 
Caenorhabditis elegans emb|CAA91763.1| (Z67756) 
cDNA EST yk63el0.5 comes from this gene-cDNA 
EST yk63el0.3 comes from this gene [Caenorhabditis 
elegans] 


8.9 


2187 


4511976 


gi|45 1 1976|gb|AAD21536.1| (AF088896) unknown 
[Zymomonas mobilis] 


0.65 


2188 


14761847 


gi|14761847|ref|XP_017198.2| hypothetical protein 
FLJ 12085 [Homo sapiens] 


3E-13 


2192 


5835478 


gi|5835478|ref|NP_008404. 1|CYTB_13475 cytochrome 
b [Balanoglossus carnosus] pir||Tl 1 138 ubiquinol— 
cytochrome-c reductase (EC 1 .10.2.2) cytochrome b - 
acorn worm mitochondrion gb|AAD 1 195 1 . 1 1 
(AF05 1097) cytochrome b [Balanoglossus carnosus] 


0.95 


2195 


14906463 


gi|14906463|gb|AAK72690.1| (AY039648) transcription 
factor Rel 1 [Crassostrea gigas] 


9.3 


2196 


6680964 


gi|6680964|ref|NP_03 1758.11 procollagen, type XVII, 
alpha 1 [Mus musculus] pir||A46053 bullous 
pemphigoid antigen, BPAG2, type XVII collagen alpha 
1-chain - mouse gb|AAA37443.1| (L08407) collagen 
type XVII [Mus musculus] 


6.8 


2197 


7206631 


gi|7206631|gb|AAF39790.1| (AC006631) Hypothetical 
protein F27B3.2 [Caenorhabditis elegans] 


4.3 


2201 


2564679 


gi|2564679|gb|AAB81836.1| (AF023484) putative KP78 
protein kinase [Drosophila melanogaster] 


0.83 


2204 


9558143 


gi|9558143|emb|CAC00269.1| (AL160371) possible 
fl6d3.1 protein [Leishmania major] 


5.3 


2205 


13813146 


gi|13813146|gb|AAK40384.1| (AE006643) ATP- 
dependent helicase [Sulfolobus solfataricus] 


4.3 


2206 


7662168 


gi|7662168|reflNP_055497.1| KIAA0535 gene product 
[Homo sapiens] dbj|BAA25461.1| (ABO 11 107) 
KIAA0535 protein [Homo sapiens] 


0.0003 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2214 


9229890 


gi|9229890|dbj|BAB006 18.1| (AB036841) prickle 2 
Ciona intestinalis] 


4.4 


2217 


3435174 


gi|3435174|gb|AAC32342.1| (AF061251) 0 antigen 
llippase Wzx [Escherichia coli] 
gb|AAG57097.1|AE005429_8 (AE005429) 0 antigen 
flippase Wzx [Escherichia coli 0157:H7 EDL933] 


2.5 


2225 


5725923 


gi|5725923|gb|AAD48242. 1|AF089987_1 (AF089987) 
four-loop conotoxin ABVIF [Conus abbreviatus] 
gb|AAD48243.1|AF089988_l (AF089988) four-loop 
conotoxin ABVIF [Conus abbreviatus] 
gb|AAD48244.1|AF089989_l (AF089989) four-loop 
conotoxin ABVIF [Conus abbreviatus] 
gb|AAD48245.1|AF089990_l (AF089990) four-loop 
conotoxin ABVIF [Conus abbreviatus] 


3.8 


2228 


1705523 


gi|1705523|sp|P52650|C24A_PIG CYTOCHROME B- 
245 LIGHT CHAIN (P22 PHAGOCYTE B- 
CYTOCHROME) (NEUTROPHIL CYTOCHROME 
B, 22 KD POLYPEPTIDE) (P22-PHOX) 
(CYTOCHROME B(558) ALPHA CHAIN) 
(SUPEROXIDE-GENERATING NADPH OXIDASE 
LIGHT CHAIN SUBUNIT) gb|AAA64635.1| (U02477) 
NADPH oxidase light chain subunit [Sus scrofa] 


0.48 


2240 


730885 


gi|730885|sp|P07989|TlM_SALPO TYPE I 
RESTRICTION ENZYME STYSPI M PROTEIN 
(M.STYSPI) gb|AAA27143.1| (L02507) restriction- 
modification enzyme type I M subunit [Salmonella 
enterica] 


4.9 


2241 


6753572 


gi|6753572|refINP_034126.1| cytochrome P450, 24 
[Mus musculus] sp|Q64441|CP24_MOUSE 
CYTOCHROME P450-CC24, MITOCHONDRIAL 
PRECURSOR (P450-CC24) (VITAMIN D(3) 24- 
HYDROXYLASE) (1,25-DIHYDROXYVITAMIN 
D(3) 24-HYDROXYLASE) (24-OHASE) pir||S60033 
25-hydroxyvitamin D3 24-hydroxylase precursor - 
mouse dbj|BAA08416.1| (D49438) 25-hydroxyvitamin 
D3 24-hydroxylase precursor [Mus musculus] 
dbj|BAA2 1843.1| (D89669) vitamin D-24-hydroxylase 
[Mus musculus] 


9.7 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 

iNU 


ACCESS 
N 


DESCRIPTION 


P VALUE 


22<13 


14578299 


gi|14578299|gb|AAF99465.1|(AY003872) 
PV1H14095_P [Plasmodium vivax] 


3.7 


2245 


1916617 


gi|1916617|gb|AAB51194.1| (U66003) ADAM 13 
[Xenopus laevis] 


0.45 


2249 


5739073 


gi|5739073|gb|AAD50327.1| (AF063693) type XIII 
collagen [Mus musculus] 


2.5 


2254 


3135611 


gi|3135611|gb|AAC29067.1| (AF062485) cellulose 
synthase [Arabidopsis thaliana] 


3.1 


2256 


281689 


gi|281689|pir||S27657 hypothetical protein 1 - 
Rhizobium meliloti gb|AAA26255.1| (M94085) not 
homologous to known sequences as of 2/92; ORF1; 
putative [Sinorhizobium meliloti] 


6 


2257 


10434352 


gi|10434352|dbj|BAB14232.1| (AK022759) unnamed 
protein product [Homo sapiens] 


2E-23 


225 o 


1504022 


gi|1504022|dbj|BAA13210.1| (D86974) KIAA0220 
[Homo sapiens] 


4E-21 


2266 


1871176 


gi|1871 176|gb|AAB63536. 1| (U90439) unknown protein 
[Arabidopsis thaliana] 


7.5 


2270 


12846015 


gi|12846015|dbj|BAB26996.1| (AK010513) putative 
[Mus musculus] 


8 


2273 


12860337 


gi|12860337|dbj|BAB3 1923.1| (AK019929) putative 
[Mus musculus] 


5 


2276 


994736 


gi|994736|gb|AAA75561.1| (M18327) LacOPZ-alpha 
peptide from pUC9; putative [unidentified cloning 
vector] gb|AAA75563.1| (M18328) LacOPZ-alpha 
peptide from pUC9; putative [Cloning vector pBGS9+] 
gb|AAA75565.1| (M18329) LacOPZ-alpha peptide from 
pUC9; putative [Cloning vector pBGS9-] 


0.00002 


zzoU 


11352313 


gi|l 13523 13|pir||G83376 probable trehalose synthase 
PA2152 [imported] - Pseudomonas aeruginosa (strain 
PAOl) gb|AAG05540.1|AE004642_7 (AE004642) 
probable trehalose synthase [Pseudomonas aeruginosa] 


2 


2285 


7486992 


gi|7486992|pir||T00831 hypothetical protein T13L 16.5 - 
Arabidopsis thaliana gb|AAD201 14.2| (AC006201) 
hypothetical protein [Arabidopsis thaliana] 


1.4 


2286 


10173203 


gi|10173203|dbj|BAB04308.1|(AP001509) 
BH0589~unknown conserved protein in others [Bacillus 
lalodurans] 


7.3 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2289 


7497857 


gi|7497857|pir||T20180 hypothetical protein C53B4.4a - 
Caenorhabditis elegans emb|CAA92457.1| (Z68215) 
contains similarity to Pfam domain: PF00130 (Phorbol 
esters/diacylglycerol binding domain (CI domain)), 
Score=12.8, E-value=0.0015, N=l; PF00595 (PDZ 
domain (Also known as DHR or GLGF).), Score=34.8, 
E-value=6.4e-07, N=l~cDNA EST CEMSC66F come> 


9.6 


2291 


6424831 


gi|642483 1 |gb|AAF08 1 66. 1 1 (AF 1 302 1 0) NADH 
dehydrogenase subunit F [Impatiens biflora] 


6.1 


2292 


7489002 


gi|7489002|pir||T07021 extensin-like protein DiflO 
precursor - tomato (fragment) emb|CAA67813.1| 
(X9945 1) extensin-like protein DiflO [Lycopersicon 
esculentum] 


5.6 


2294 


1684828 


gi|1684828|gb|AAB36537.1| (U77681) tyrosine kinase 
receptor [Xenopus laevis] 


2 


2297 


12859724 


gi|12859724|dbj|BAB31753.1| (AK019486) putative 
[Mus musculus] 


0.0003 


2301 


1 1498284 


gi| 1 1498284|reflNP_0695 10. 1| adenylate kinase (adk) 
[Archaeoglobus fulgidus] sp|029581|KAD ARCFU 
ADENYLATE KINASE (ATP -AMP 
TRANSPHOSPHORYLASE) pir||D69334 adenylate 
kinase (EC 2.7.4.3) - Archaeoglobus fulgidus 
gb|AAB90565.1| (AE001058) adenylate kinase (adk) 
[Archaeoglobus fulgidus] 


3E-13 


2309 


14725330 


gi| 14725330|ref|XP_002254.2| mitochondrial 
translational initiation factor 2 precursor [Homo 
sapiens] 


4 -5 


2313 


79651 


gi|7965 l|pir||A30189 iron stress-induced hypothetical 
protein precursor - Synechococcus sp 


2.8 


2314 


7500007 


gi|7500007|pir||T 16 1 86 hypothetical protein F27D9.4 - 
Caenorhabditis elegans gb|AAA93383.1| (U49829) 
Hypothetical protein F27D9.4 [Caenorhabditis elegans] 


7.1 


2317 


13517833 


gi|13517833|gb|AAK29011.1| (AF344620) long- 
wavelength rhodopsin [Ceratina calcarata] 


3.4 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2318 


7478661 


gi|7478661|pir||F70662 probable pIcC protein - 
Mycobacterium tuberculosis (strain H37RV) 
emb|CAB06146.1| (Z83860)plcC [Mycobacterium 
tuberculosis] gb|AAK46707.1| (AE007081) 
phospholipase C [Mycobacterium tuberculosis 
CDC 1551] 


4.4 


2323 


14768227 


gi|14768227|ref]XP_012121.3| purinergic receptor P2X, 
ligand-gated ion channel, 7 [Homo sapiens] 


4.3 


2328 


283032 


gi|283032|pir||S22456 hydroxyproline-rich glycoprotein - 
perennial teosinte emb|CAA45514.1| (X64173) 
hydroxyproline-rich glycoprotein [Zea diploperennis] 


5.4 


2329 


10241645 


gi|10241645|emb|CAC09484.1| (AL442113) putative 
protein [Oryza sativa] 


9.1 


2330 


14733085 


gi|14733085|reflXP_003575.3| soluble liver antigen/liver 
pancreas antigen [Homo sapiens] 


1E-17 


2335 


12188796 


gi|12188796|emb|CAC21494.1| (AJ278866) MchF 
protein [Escherichia coli] 


4.7 


2340 


2492604 


gi|2492604|sp|P78595|CDR2_CANAL MULTIDRUG 
RESISTANCE PROTEIN CDR2 gb|AAB96797.1| 
(U63812) drug resistance protein 2 [Candida albicans] 


6.4 


2345 


13365569 


gi|13365569|dbj|BAB39114.1| (AP002897) hypothetical 
protein-similar to Oryza sativa chromosome 1, 
P0665D10.16 


1.8 


2346 


1334612 


gi|1334612|emb|CAA41034.1| (X57968) nadl [Triticum 
aestivum] 


4.8 


2351 


1334612 


gi|1334612|emb|CAA41034.1| (X57968)nadl [Triticum 
aestivum] 


4.8 


2352 


1334612 


gi|1334612|emb|CAA41034.1| (X57968)nadl [Triticum 
aestivum] 


4.6 


2353 


1334612 


gi|1334612|emb|CAA41034.1| (X57968) nadl [Triticum 
aestivum] 


4.8 


2356 


1334612 


gi|1334612|emb|CAA41034.1| (X57968) nadl [Triticum 
aestivum] 


4.4 


2357 


14250644 


gi|14250644|gb|AAH08786.1|AAH08786 (BC008786) 
integrin, alpha 5 (fibronectin receptor, alpha 
polypeptide) [Homo sapiens] 


2 


2367 


7293054 


gi|7293054|gb|AAF48440.1| (AE003498) Topi gene 
product [Drosophila melanogaster] 


1.2 


2369 


13959344 


gi|13959344|sp|P82957|DM43_DIDMA VENOM 
METALLOPROTEINASE INHIBITOR DM43 


8.2 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQ ID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2371 


9082017 


gi|90820 1 7|gb|AAF82689. 1|AF227 1 96_1 (AF227 1 96) 
ORFla polyprotein [gill-associated virus] 


7.8 


2374 


7498863 


gi|7498863|pir||T20730 hypothetical protein F10G8.8 - 
Caenorhabditis elegans emb|CAB02286.2| (Z80216) 
Weak similarity with intermediate filament protein 
(TREMBL id G633240), contains similarity to Pfam 
domain: PF00169 (PH domain), Score=79.3, E- 
value=2.7e-21, N=2~cDNA EST EMBL:T01262 comes 
from this gene-cDNA EST yk23d5.3 comes from this 
gene~> emb|CAA19441.2| (AL023823) Weak similarity 
with intermediate filament protein (TREMBL id 
G633240), contains similarity to Pfam domain: 
PF00169 (PH domain), Score=79.3, E-value=2.7e-21, 
N=2~cDNA EST EMBL:T01262 comes from this 
gene-cDNA EST yk23d5.3 comes from this gen> 


2.5 


2375 


321514 


gi|321514|pir||S27931 Env/v-mpl fusion protein - 
myeloproliferative leukemia virus gb|AAA77654.1| 
(M60350) env:v-mpl fusion protein [Myeloproliferative 
leukemia virus] 


2.8 


2376 


1 1348760 


gi|l 1348760|pir||C83635 hypothetical protein PA0086 
[imported] - Pseudomonas aeruginosa (strain PAOl) 
gb|AAG03476.1|AE004447_9 (AE004447) hypothetical 
protein [Pseudomonas aeruginosa] 


4.6 


2377 


742234 


gi|742234|prf)|2009317A adhA upstream ORF 
[Acetobacter (subgen. Acetobacter) aceti] 


8.2 


2379 


11466189 


gi|l 1466189|ref]NP_066512.1| apocytochrome b 
[Naegleria gruberi] gb|AAG17790.1|AF288092_15 
(AF288092) apocytochrome b [Naegleria gruberi] 


7.2 


2380 


8250181 


gi|8250181|emb|CAB93524.1| (AJ271740) D-Titin 
[Drosophila melanogaster] 


4.2 


2383 


5870848 


gi|5870848|gb|AAB03857.2| (U31864) stearyl-CoA 
desaturase [Cyprinus carpio] 


7.7 


Zi 57 


4063751 


gi|4063751|gb|AAC98459.1| (AC005851) putative ABC 
transporter [Arabidopsis thaliana] 


7.6 


2389 


7504822 


gi|7504822|pir||T33371 hypothetical protein H02F09. 1 - 
Caenorhabditis elegans gb|AAC64621.1| (AF077538) 
unknown [Caenorhabditis elegans] 


3.6 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2390 


15011889 


gi| 150 1 1 889|reflNP_07725 1 . 1 1 oxysterol binding protein 
2 [Mus musculus] emb|CAC16404.2| (AJ278263) 
oxystyrol-binding protein homologue 1 [Mus musculus 
domesticus] 


1.9 


2393 


450730 


gi|450730|emb|CAA50838.1| (X71982) ORF jl8L; 
potential membrane spanning region; potential 
glcosylation site [African swine fever virus] 


2.5 


2398 


7445990 


gi|7445990|pir||G72290 branched chain amino acid ABC 
transporter, ATP-binding protein - Thermotoga 
maritima (strain MSB8) gb|AAD36215.1|AE001771_8 
(AE001771) branched chain amino acid ABC 
transporter, ATP-binding protein [Thermotoga 
maritima] 


7.4 


2401 


11990448 


gi|11990448|dbj|BAB19782.1| (AB052747) vascular 
cell adhesion molecule- 1 6D variant lacking D7 [Bos 
taurus] 


4.6 


2402 


12841678 


gi|12841678|dbj|BAB25308.1| (AK007856) putative 
[Mus musculus] 


1E-39 


2403 


5052967 


gi|5052967|gb|AAD38786.1|AF151533_l (AF151533) 
polyketide synthase [Nodulisporium sp. ATCC74245] 


6.3 


2407 


8099350 


gi|8099350|gb|AAF72 105 . 1 |AF 1 54847_1 (AF 1 54847) 
33 kDa Vamp-associated protein [Homo sapiens] 


5.2 


2410 


267344 


gi|267344|sp|P29791|VGLF_BRSVA FUSION 
GLYCOPROTEIN PRECURSOR [CONTAINS: 
FUSION GLYCOPROTEIN F2; FUSION 
GLYCOPROTEIN Fl] pir||VGNZBA cell fusion 
glycoprotein precursor - bovine respiratory syncytial 
virus (strain A51908) gb|AAA42804.1| (M82816) 
fusion protein F [Bovine respiratory syncytial virus] 


1.4 


2417 


12856615 


gi|12856615|dbj|BAB30727.1| (AK017396) putative 
[Mus musculus] 


8E-49 


2425 


11347010 


gi|11347010|pir||B81303 probable membrane protein 
Cjl013c [imported] - Campylobacter jejuni (strain 
NCTC 1 1 168) emb|CAB73269. 1| (AL139077) putative 
membrane protein [Campylobacter jejuni] 


0.89 


2426 


7499991 


gi|7499991|pir||T29526 hypothetical protein F27C1.7 - 
Caenorhabditis elegans gb|AAB37654.1| (U80441) 
Hypothetical protein F27C1.7 [Caenorhabditis elegans] 


3.1 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2427 


2498043 


gi|2498043|sp|Q57568|Yl 04_METJA 
HYPOTHETICAL ATP-BINDING PROTEIN MJ0104 
pir||H64312 probable DNA helicase MJ0104 - 
Methanococcus jannaschii gb|AAB98084.1| (U67467) 
DNA-binding protein, probably DNA helicase 
[Methanococcus jannaschii] 


1.5 


2430 


7494263 


gi|7494263|pir||T18488 hypothetical protein C0825c - 
malaria parasite (Plasmodium falciparum) 
emb|CABl 1 127. 1| (Z9855 1) putative cleavage and 
polyadenylation specificity factor protein [Plasmodium 
falciparum] 


2.3 


2434 


493224 


gi|493224|dbj|BAA03434.1| (D14581) fatty-acid 
desaturase [Anabaena variabilis] 


9.1 


2438 


6755468 


gi|6755468|ref]NP_036019. 1| septin 3 [Mus musculus] 
sp|Q9Z 1 S5|SEP3_MOUSE NEURONAL-SPECIFIC 
SEPTIN 3 gb|AAD02884.1| (AF 10441 1) neuronal- 
specific septin 3 [Mus musculus] 


0.59 


2440 


9967295 


gi|9967295|dbj|BAB12347.1| (AB047936) hypothetical 
protein [Macaca fascicularis] 


0.063 


2447 


12847975 


gi|l 2847975 |dbj|BAB27780.1| (AK0 11690) putative 
[Mus musculus] 


7E-65 


2451 


1730946 


gi| 1730946|sp|P50833|YPPE_BACSU 
HYPOTHETICAL 14.5 KDA PROTEIN IN PONA- 
COTD INTERGENIC REGION pir||B69940 
hypothetical protein yppE - Bacillus subtilis 
gb|AAB38463.1| (L47838) putative [Bacillus subtilis] 
emb|CAB 14 144.1| (Z99115) yppE [Bacillus subtilis] 


9.3 


2452 


401192 


gi|401 192|sp|P30975|TLR2_DROME TACHYKININ- 
LIKE PEPTIDES RECEPTOR 99D (DTKR) 
pir||S 17783 tachykinin receptor homolog DTKR - fruit 
fly (Drosophila melanogaster) emb|CAA44595.1| 
(X6271 1) receptor for tachykinin-like peptides 
[Drosophila melanogaster] 


4.8 


2453 


14768202 


gi|14768202|ref]XP_018 137.2| LI cell adhesion 
molecule precursor [Homo sapiens] 


0.11 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2457 


141028 


gi| 1 4 1 028|sp|P04540|NU5 M_TRYBB NADH- 
UBIQUINONE OXIDOREDUCTASE CHAIN 5 
pir||QQUTC5 NADH dehydrogenase (ubiquinone) (EC 
1.6.5.3) chain 5 - Trypanosoma brucei mitochondrion 
gb|AAB59225. 1| (M14820) NADH dehydrogenase 
subunit 5 [Trypanosoma brucei] emb|CAB57807. 1| 
(X01094) unidentified reading frame 10 [Trypanosoma 
brucei] 


3.6 


2461 


7499039 


gi|7499039|pir||T20867 hypothetical protein F13H10.5 - 
Caenorhabditis elegans emb|CAA92956.1| (Z68748) 
contains similarity to Pfam domain: PF01663 (Type I 
phosphodiesterase / nucleotide pyrophosphatase), 
Score=512.3, E-value=l.le-150, N=l [Caenorhabditis 
elegans] emb|CAA15977.1| (AL021176) contains 
similarity to Pfam domain: PF01663 (Type I 
phosphodiesterase / nucleotide pyrophosphatase), 
Score=512.3, E-value=l.le-150, N=l [Caenorhabditis 
elegans] 


9.7 


2462 


3023956 


gi|3023956|sp|Q00808|HETl_PODAN 
VEGETATIBLE INCOMPATIBILITY PROTEIN 
HET-E-1 pir||T 18521 beta transducin-like protein - 
Podospora anserinagb|AAA85775.1| (L28125) beta 
transducin-like protein [Podospora anserina] 


8.7 


2463 


14972564 


gi| 1 4972564|gb|AAK7520 1 . 1 1 (AE0074 1 0) glutamine 
amidotransferase, class I [Streptococcus pneumoniae] 


0.4 


2470 


13928966 


gi|13928966|ref]NP_l 13882. 1| heat shock factor 2 
[Rattus norvegicus] gb|AAD51329.1|AF172640_l 
(AF 172640) heat shock factor 2 [Rattus norvegicus] 


6E-14 


2473 


4521320 


gi|4521320|dbj|BAAl 1580. 1| (D82816) product is 
unknown [Gallus gallus] 


0.29 


2475 


7507534 


gi|7507534|pir||T24738 hypothetical protein T09E1 1.2 - 
Caenorhabditis elegans emb|CAB03532.1| (Z81147) 
Similarity to zinc finger proteins, contains similarity to 
Pfam domain: PF00104 (Ligand-binding domain of 
nuclear hormone receptor), Score=14.1, E- 
value=0.00047, N=l; PF00105 (Zinc finger, C4 type 
(two domains)), Score=42.6, E-value=5.5e-12, N> 


6.7 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2478 


927030 


gi|927030|gb|AAA73871.1| (L13287) kcrB4 gene 
product [Escherichia coli] 


3.5 


2481 


6724309 


gi|6724309|gb|AAF26929.1| (AF079967) NADH 
dehydrogenase subunit 4 [Phytomonas serpens] 


7.9 


2482 


6319700 


gi|63 1 9700|ref]NP 009783 . 1 1 Ybr224wp 

[Saccharomyces cerevisiae] sp|P38320|YB74_YEAST 
HYPOTHETICAL 19.3 KDA PROTEIN IN FAT2- 
MCX1 INTERGENIC REGION PRECURSOR 
pir||S46100 probable membrane protein YBR224w - 
yeast (Saccharomyces cerevisiae) emb|CAA85187.1| 
(Z36092) ORF YBR224w [Saccharomyces cerevisiae] 


2.4 


2496 


7503173 


gi|7503 173|pir||T3 1 884 hypothetical protein F41E6.14 - 
Caenorhabditis elegans gb|AAB65962.1| (AF016448) 
weak similarity to several acyltransferases 
[Caenorhabditis elegans] 


9.7 


2498 


11352621 


gi|l 1 35262 1 |pir||E83 1 87 tetrahydrodipicolinate 
succinylase P A3 666 [imported] - Pseudomonas 
aeruginosa (strain PAOl) dbj|BAA7591Ll| 
(AB024601) tetrahydrodipicolinate N- 
succinyletransferase [Pseudomonas aeruginosa] 
gb|AAG07054.1|AE004786_6 (AE004786) 
tetrahydrodipicolinate succinylase [Pseudomonas 
aeruginosa] 


3.3 


2500 


7662214 


gi|7662214|ref|NP_055604.1| KIAA0628 gene product 
[Homo sapiens] reflXP_005044.3| KIAA0628 gene 
product [Homo sapiens] dbj|BAA31603.1| (ABO 14528) 
KIAA0628 protein [Homo sapiens] 


3 


2506 


7508531 


gi|7508531|pir||T25325 hypothetical protein T26H2.7 - 
Caenorhabditis elegans emb|CAB04848.1| (Z82055) 
contains similarity to Pfam domain: PF01757 (Domain 
of unknown function), Score=543.5, E-value=4.6e-160, 
N=l [Caenorhabditis elegans] 


9.2 


2507 


14730527 


gi| 14730527|reflXP_05 1896. 1| phospholipase A2, group 
IVA (cytosolic, calcium-dependent) [Homo sapiens] 
ref|XP_05 1897. 1| phospholipase A2, group IVA 
(cytosolic, calcium-dependent) [Homo sapiens] 


5E-26 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2510 


138394 


gi| 138394|sp|P27330|VHEL_LSV PROBABLE 
HELICASE (ORF 2) emb|CAA33398.1| (X15343) 
25kD protein [Lily symptomless virus] 


10 


2519 


13938116 


gi| 1 3 93 8 1 1 6|gb|AAH07 173.1 |AAH07 1 73 (BC007 1 73) 
Unknown (protein for IMAGE:3493127) [Mus 
musculus] 


8E-22 


2520 


7486371 


gi|7486371|pir||T00661 hypothetical protein F3I6.24 - 
Arabidopsis thalianagb|AAC00591.1| (AC002396) 
Unknown protein [Arabidopsis thaliana] 


0.16 


2523 


11358141 


gi|11358141|pir||T48198 hypothetical protein 
T20L15.40 - Arabidopsis thaliana emb|CAB82747. 1| 
(AL 162351) putative protein [Arabidopsis thaliana] 


9.1 


2526 


14485227 


gi|14485227|gb|AAK62977. 1|AF384372_3 (AF384372) 
surface antigen [Hepatitis B virus] 


2.6 


2527 


6594617 


gi|6594617|gb|AAF18559.1|U42380_l (U42380) 
aminopeptidase [Aplysia californica] 


5.3 


2529 ' 


14193306 


gi| 14 193306|gb|AAK55890. 1|AF2672 1 1_2 (AF2672 1 1) 
ATP synthase gamma subunit [Candidatus Carsonella 
ruddii] 


3.5 


2531 


3319680 


gi|3319680|emb|CAA76809.1| (Y17614) N8 protein 
[Medicago truncatula] 


1.5 


2536 


13811987 


gi|1381 1987|ref|NP_l 131 16. 1| DNA repair helicase 
component of transcription factor b [Guillardia theta] 
gb|AAK39689.1|AF083031_46 (AF083031) DNA 
repair helicase component of transcription factor b 
[Guillardia theta] 


4.8 


2537 


3122601 


gi|3122601|sp|P93107|PF20_CHLRE FLAGELLAR 
WD-REPEAT PROTEIN PF20 pir||T08180 PF20 
protein, microtubule-associated - Chlamydomonas 
reinhardtii gb|AAB41727.1| (U78547) PF20 
[Chlamydomonas reinhardtii] 


1.1 


2540 


7460001 


gi|7460001|pir||G71079 hypothetical protein PH0903 - 
Pyrococcus horikoshii dbj|BAA29997.1| (AP000004) 
141aa long hypothetical protein [Pyrococcus horikoshii] 


6.3 


2541 


12330702 


gi|12330702|gb|AAG52889. 1|AF333769_1 (AF333769) 
cell recognition molecule CASPR3 [Homo sapiens] 


2E-28 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2547 


6754652 


gi|6754652|ref|NP_034904.1| methyl-CpG binding 
domain protein 4 [Mus musculus] gb|AAC68878.1| 
(AF072249) methyl-CpG binding protein MBD4 [Mus 
musculus] gb|AAD56595.1|AF120996_l (AF120996) 
methyl-CpG binding protein 4 [Mus musculus 
domesticus] 


7.1 


2548 


12655370 


gi|12655370|emb|CAB57344.3| (AJ243708) prickle pk 
isoform [Drosophila melanogaster] 


7.7 


2551 


12853631 


gi|12853631|dbj|BAB29800.1| (AK015333) putative 
[Mus musculus] 


0.61 


2554 


11466216 


gi|l 1466216|refINP_066539.1| haem lyase [Naegleria 
gruberi] gb|AAG17817.1|AF288092_42 (AF288092) 
haem lyase [Naegleria gruberi] 


1.5 


2557 


7321597 


gi|7321597|gb|AAA32099.2| (L28677) unknown 
[Tetrahymena pyriformis] 


3 


2560 


7304202 


gi|7304202|gb|AAF59238.1| (AE003840) CG1602 gene 
product [Drosophila melanogaster] 


1.6 


2564 


336831 


gi|33683 l|gb|AAB02281. 1| (M57910) NADH 
dehydrogenase subunit 2 [Drosophila melanogaster] 


5.5 


2566 


7515231 


gi|75 1 5 23 1 |pir||T 13518 hypothetical protein 29 - 
Bacillus phage phi-105 dbj|BAA36635.1| (AB016282) 
ORF29 [bacteriophage phi-105] 


7.7 


2568 


12847263 


gi|12847263|dbj|BAB27500.1| (AK011258) putative 
[Mus musculus] 


6.6 


2569 


9964395 


gi|9964395|re£lNP_064863.1| AMV081 [Amsacta 
moorei entomopoxvirus] gb|AAG02787.1|AF250284_81 
(AF250284) AMV081 [Amsacta moorei 
entomopoxvirus] 


2.4 


2573 


12060849 


gi|12060849|gb|AAG48266. 1|AF308299_1 (AF308299) 
serologically defined breast cancer antigen NY-BR-85 
[Homo sapiens] 


0.0006 


2575 


9633381 


gi|9633381|refINP_050485.1| D5L protein [variola 
minor virus] pir||H72173 D5L protein - variola minor 
virus (strain Garcia-1966) gb|AAA69395.1| (U18339) 
D4L [Variola virus] emb|CAA50966.1| (X72086) 
ORF15L; B16L in citation [3] [Variola virus] 
emb|CAB54786.1| (Y16780) D5L protein [variola 
minor virus] 


7.5 


2576 


7407131 


gi|7407131|gb| AAF61923.1| (AF228524) SanE 
Streptomyces ansochromogenes] 


0.53 


2577 


14760789 


gi|14760789|reflXP_044332.1| piwi (Drosophila)-like 1 
Homo sapiens] 


9E-42 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2584 


2764800 


gi|2764800|emb|CAA54153.1| (X76738) 12s globulin 
[Avena sativa] 


1.4 


2585 


12860337 


gi|12860337|dbj|BAB31923.1| (AK019929) putative 
[Mus musculus] 


5.3 


2586 


7768484 


gi|7768484|emb|CAB90775.1| (AL355632) putative 
mitochondrial carrier protein [Schizosaccharomyces 
pombe] 


2.8 


2587 


12620098 


gi|12620098|gb|AAG60558.1| (AF250768) BioA-Iike 
protein [uncultured bacterium pCosFS 1] 


8.4 


2591 


2281181 


gi|2281 18 l|gb| AAB66275.1| (U58587) maturase 
[Lagoecia cuminoides] 


3.8 


2595 


6573736 


gi|6573736|gb|AAF17656. 1|AC009398_5 (AC009398) 
F20B24.10 [Arabidopsis thaliana] 


6.7 


2596 


31155 


gi|31155|emb|CAA24999.1| (X00176) preproenkephalin 
part 1 [Homo sapiens] 


9.5 


2600 


11278033 


gi|l 1278033 |pir||C8 1832 transfenin-binding protein A 
NMA2024 [imported] - Neisseria meningitidis (group A 
strain Z2491) gb|AAC 13726. 1| (AF058689) transferrin 
binding protein A precursor [Neisseria meningitidis] 
emb|CAB85243.1| (AL162757) transferrin-binding 
protein A [Neisseria meningitidis Z2491] 


5 


2613 


7493138 


gi|7493138|pir||T37964 probable ubiquitin ligase - 
fission yeast (Schizosaccharomyces pombe) 
emb|CAB 16714.1| (Z99531) putative ubiquitin ligase 
[Schizosaccharomyces pombe] 


0.21 


2615 


14625275 


gi|14625275|gb|AAA80360.2| (U39644) Hypothetical 
protein T10E10.4 [Caenorhabditis elegans] 


5.3 


2617 


7515479 


gi|7515479|pir||S72298 hypothetical protein 91 - 
Plasmodium falciparum plastid emb|CAA64588.1| 
(X95276) ORF91 [Plasmodium falciparum] 


0.66 


2619 


14091855 


gi|14091855|gb|AAK53858.1|AC016781_12 
(AC0 16781) Hypothetical protein [Oryza sativa] 


0.69 


2621 


8393165 


gi|8393 165|ref|NP_035661 .2| transiently-expressed 
axonal glycoprotein [Mus musculus] 


0.11 


2624 


6754242 


gi|6754242|ref|NP_034603.1| histidine rich calcium 
binding protein [Mus musculus] 
gb|AAD55250.1|AF158597_l (AF158597) histidine- 
rich Ca2+ binding protein [Mus musculus] 


8.1 


2625 


7959261 


gi|7959261|dbj|BAA96024.1| (AB040933) KIAA1500 
protein [Homo sapiens] 


1E-36 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2626 


5508828 


gi|5508828|gb|AAD43995.1| (U59485) AttU 
[Agrobacterium tumefaciens] 


0.27 


2627 


3643603 


gi|3643603|gb|AAC42250.1| (AC005395) unknown 
protein [Arabidopsis thaliana] 


4.7 


2630 


5453906 


gi|5453906|refINP_0063 10. 1| CDP-diacylglycerol- 
inositol 3-phosphatidyltransferase (phosphatidylinositol 
synthase) [Homo sapiens] reflXP_008065.1| CDP- 
diacylglycerol— inositol 3 -phosphatidyltransferase 
(phosphatidylinositol synthase) [Homo sapiens] 
ref|XP_043951.1| CDP-diacylglycerol-inositol 3- 
phosphatidyltransferase (phosphatidylinositol synthase) 
[Homo sapiens] sp|014735|PIS_HUMAN CDP- 
DIACYLGLYCEROL-INOSITOL 3- 
PHOSPHATIDYLTRANSFERASE 
(PHOSPHATIDYLINOSITOL SYNTHASE) (PTDINS 
SYNTHASE) (PI SYNTHASE) gb|AAB94860.1j 
(AF0 14807) phosphatidylinositol synthase [Homo 
sapiens] gb|AAH0 1444. 1|AAH0 1444 (BC001444) CDP- 
diacylglycerol— inositol 3 -phosphatidyltransferase 
(phosphatidylinositol synthase) [Homo sapiens] 


7 


2631 


7515479 


gi|7515479|pir||S72298 hypothetical protein 91 - 
Plasmodium falciparum plastid emb|CAA64588.1| 
(X95276) ORF91 [Plasmodium falciparum] 


0.71 


2636 


11467075 


gi|l 1467075|ref|NP_04255 1 . 1| ribosomal protein L5 
[Acanthamoeba castellanii] sp|P46764|RM05_ACACA 
MITOCHONDRIAL 60S RIBOSOMAL PROTEIN L5 
pir||S53852 ribosomal protein L5 - Acanthamoeba 
castellanii mitochondrion gb|AADl 1844.1| (U12386) 
ribosomal protein L5 [Acanthamoeba castellanii] 


2.3 


2639 


1352549 


gi|1352549|sp|P48906|NU2M_HANWI NADH- 
UBIQUINONE OXIDOREDUCTASE CHAIN 2 


4.1 


2642 


13111580 


gi| 1 3 1 1 1 580|gb|AAK 123 85 . 1 |AF29609 1_1 (AF29609 1) 
polyprotein [Porcine teschovirus] 


2.4 


2646 


1314734 


gi|1314734|gb|AAA99804.1| (U54641) 220 kDa silk 
protein [Chironomus thummi] 


1.9 


2651 


7001374 


gi|700 1 3 74|gb|AAF3487 1 . 1 |AF 1 12 1 84_1 (AF 1 12 1 84) 
serine/threonine kinase NKIATRE alpha [Rattus 
norvegicus] 


2.9 


2653 


2687582 


gi|2687582|gb|AAB88853.1| (AF032875) protein kinase 
[Mus musculus] 


7.2 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


2654 


10636263 


gi|10636263|emb|CAC 10528.1| (AJ293919) putative 
inositol 1,4,5-trisphosphate receptor [Caenorhabditis 
briggsae] 


5 


2663 


5902891 


gi|5902891|dbj|BAA84474.1| (AB032367) type I 
polyketide synthase AVES 1 [Streptomyces avermitilis] 


0.087 


2664 


4567214 


gi|4567214|gb|AAD23629.1|AC0071 13_2 (AC0071 13) 
putative villin [Arabidopsis thaliana] 


6.4 


2665 


2326816 


gi|2326816|emb|CAA99382.1| (Z75081) ORF 
YOR172w [Saccharomyces cerevisiae] 


0.46 


2667 


14285987 


gi|14285987|sp|083933[Y967_TREPA 
HYPOTHETICAL PROTEIN TP0967 pir||B71260 
hypothetical protein TP0967 - syphilis spirochete 
gb|AAC65925.1| (AE001264) T. pallidum predicted 
coding region TP0967 [Treponema pallidum] 


6.9 


2669 


6678247 


gi|6678247|re£lNP_033358.1| transcription factor 7-like 
1 [Mus musculus] emb|CAA11070.1| (AJ223069) TCF- 
3 protein [Mus musculus] 


3.4 


2671 


7491697 


gi|7491697|pir||T40527 hypothetical protein 
SPBC530. 11c- fission yeast (Schizosaccharomyces 
pombe) emb|CAA19177.1| (AL023634) putative 
transcriptional regulator [Schizosaccharomyces pombe] 


4.9 


2673 


5459308 


gi|5459308|emb|CAB50693.1| (AJ238951) CE9 protein 
[Canis familiaris] 


8.8 


2675 


7959261 


gi|7959261|dbj|BAA96024.1| (AB040933) KIAA1500 
protein [Homo sapiens] 


1E-36 


2680 


14520279 


gi|14520279|ref]NP_125754.1| hypothetical protein 
[Pyrococcus abyssi] pir||B75192 hypothetical protein 
PAB2304 - Pyrococcus abyssi (strain Orsay) 
emb|CAB48985.1| (AJ248283) hypothetical protein 
[Pyrococcus abyssi] 


6.7 


2681 


12654531 


gi| 1 265453 1 |gb| AAH0 1098. 1 |AAH0 1098 (BC00 1 098) 
Unknown (protein for IMAGE:3508043) [Homo 
sapiens] 


2.8 


2682 


12657687 


gi|12657687|gb|AAK0 1000.11 (AF178873) NADH 
dehydrogenase subunit 1 [Archiearis parthenias] 


0.68 
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NO 
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N 
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P VALUE 


2686 


6319517 


gi|63 195 17|ref|NP_009599. 1| Ybr043cp 
[Saccharomyces cerevisiae] sp|P38227|YBP3_YEAST 
HYPOTHETICAL 77.3 KDA PROTEIN IN FAT1- 
TCM62 INTERGENIC REGION pir||S45901 probable 
membrane protein YBR043c - yeast (Saccharomyces 
cerevisiae) emb|CAA84985.1| (Z35912) ORF YBR043c 
[Saccharomyces cerevisiae] 


7.2 


2691 


7019565 


gi|7019565|ref]NP_037528.1| ubiquitin specific protease 
25; ubiquitin specific protease USP25 [Homo sapiens] 
ref|XP_047738. 1| ubiquitin specific protease 25 [Homo 
sapiens] gb|AAF24998.1|AF134213_l (AF134213) 
ubiquitin-specific protease [Homo sapiens] 


2E-20 


2693 


2130214 


gi|2130214|pir||S67381 tubulin-folding cofactor D 
homolog - fission yeast (Schizosaccharomyces pombe) 
pir||T393 19 tubulin-folding cofactor D homolog - fission 
yeast (Schizosaccharomyces pombe) emb|CAA20686.1| 
(AL03 1528) tubulin-folding cofactor d. 
[Schizosaccharomyces pombe] 


3.9 


2696 


2120601 


gi|2120601|pir||JC6030 3-oxo-5alpha-steroid 4- 
dehydrogenase (EC 1.3.99.5) - Comamonas testosteroni 
gb|AAB085 17. 1| (L23428) delta 4, 5-alpha steroid 
dehydrogenase [Comamonas testosteroni] 


4.6 


2697 


4263524 


gi|4263524|gb|AAD15350.1| (AC004044) hypothetical 

protein [Arabidopsis thaliana] emb|CAB77761.1| 

(AL 16 1495) hypothetical protein [Arabidopsis thaliana] 


5.8 


2698 


5453072 


gi|5453072|gb|AAD43426.1| (AF073977) olfactory 
receptor [Mus musculus domesticus] 


1.1 


2701 


7298915 


gi|7298915|gb|AAF54120.1| (AE003675) CG10267 
gene product [Drosophila melanogaster] 


0.86 


2703 


158148 


gi|158148|gb|AAA28827.1| (M19537) RNA polymerase 
II largest subunit (, EC 2.7.7.6) [Drosophila 
melanogaster] 


0.95 


2706 


7492334 


gi|7492334|pir||T37965 probable 40s ribosomal protein - 
fission yeast (Schizosaccharomyces pombe) 
emb|CAB 16715. 1| (Z99531) putative component of U3 
snoRNP, required for pre-18S rRNA processing 
[Schizosaccharomyces pombe] 


6.8 
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SEQID 
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2709 


9366627 


gi|9366627|emb|CAB953 89.1| (AL359782) conserved 
hypothetical protein, CHR1.84 [Trypanosoma brucei] 


9.2 


2713 


7436828 


gi|7436828|pir||T00129 hypothetical protein 7 - 
Leptospira interrogans (fragment) dbj|BAA24376.1| 
(AB010203) ORF7; putative [Leptospira interrogans] 


7.2 


2715 


3805770 


gi|3805770|gb|AAC69148.1| (U78721) auxin response 
transcription factor 3 (E111N/ARF3) [Arabidopsis 
thaliana] gb|AAG53998.1|AF336917_l (AF336917) 
ARF3 [Arabidopsis thaliana] 
gb|AAK26023.1|AF360313_l (AF360313) ARF3 
[Arabidopsis thaliana] 


0.65 


2716 


5454158 


gi|5454158|ref]NP_006286.1| valyl-tRNA synthetase 2 
[Homo sapiens] sp|P26640|SYV2_HUMAN VALYL- 
TRNA SYNTHETASE 2 (V ALINE— TRNA LIGASE 
2) (VALRS 2) gb|AAD21819.1| (AF134726) G7A 
[Homo sapiens] 


1.6 


2721 


7019565 


gi|7019565|ref|NP_037528.1| ubiquitin specific protease 
25; ubiquitin specific protease USP25 [Homo sapiens] 
ref)XP_047738.1| ubiquitin specific protease 25 [Homo 
sapiens] gb|AAF24998.1|AF134213_l (AF134213) 
ubiquitin-specific protease [Homo sapiens] 


8E-2I 


2722 


13186335 


gi|13 186335|gb|AAK15378. 1| (AF21 1 133) tryptophanyl- 
tRNA synthetase [Carsonella ruddii] 


8.9 


2726 


7514607 


gi|7514607|pir||A71301 conserved hypothetical protein 
TP0636 - syphihs spirochete gb|AAC65610.1| 
(AE001238) conserved hypothetical protein [Treponema 
pallidum] 


9.4 


2727 


13129046 


gi|13129046|refJNP_076972.1| hypothetical protein 
MGC2718 [Homo sapiens] ref|XP_017742.2| 
hypothetical protein MGC2718 [Homo sapiens] 
reflXP_043040.1| hypothetical protein MGC2718 
[Homo sapiens] gb|AAH0 1076. 1|AAH0 1076 
(BC001076) Unknown (protein for MGC:2718) [Homo 
sapiens] gb|AAH05121.1|AAH05121 (BC005121) 
hypothetical protein MGC2718 [Homo sapiens] 


3.2 
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ACCESS 
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2730 


11466216 


gi|l 1466216|ref]NP_066539. 1| haem lyase [Naegleria 
gruberi] gb|AAG17817.1|AF288092_42 (AF288092) 
haem lyase [Naegleria gruberi] 


1.4 


2734 


14701844 


gi|14701844|gb|AAK72251.1| (AF378136) MB2 
[Plasmodium falciparum] 


3.3 


2739 


7486489 


gi|7486489|pir||T00671 hypothetical protein F6E13.4 - 
Arabidopsis thaliana gb|AAC23400.1| (AC004005) 
putative methyl chloride transferase [Arabidopsis 
thaliana] gb|AAK73255.1| (AY044314) putative methyl 
chloride transferase [Arabidopsis thaliana] 


8.1 


2747 


7509946 


gi|7509946|pir||T26972 hypothetical protein Y47H9C.4 - 
Caenorhabditis elegans emb|CAA21739.1| (AL032657) 
contains similarity to Pfam domain: PF00008 (EGF-like 
domain), Score=76.2, E-value=2.2e-19, N=17~cDNA 
EST yk20a5.3 comes from this gene-cDNA EST 
yk20a5.5 comes from this gene-cDNA EST yk299al2.3 
comes from this gene-cDNA EST yk467g8.3 comes > 
gb|AAG60061.1|AF332568_l (AF332568) CED-1 
[Caenorhabditis elegans] 


1.6 


2749 


8569100 


gi|8569 1 00|gb|AAF76445 . 1 |AC0 1 5445_1 2 (AC0 15445) 
Contains Ribosomal S17 PF|00366 and DLH PF|01738 
domains. [Arabidopsis thaliana] 


9.5 


2750 


7293625 


gi|7293625|gb|AAF48997.1| (AE003512) CG14223 
gene product [Drosophila melanogaster] 


2.9 


2751 


5454050 


gi|5454050|reflNP_006369.1| sema domain, 
immunoglobulin domain (Ig), transmembrane domain 
(TM) and short cytoplasmic domain, (semaphorin) 4D; 
sema domain, immunoglobulin domain (Ig), 
transmembrane domain (TM) and short cytoplasmic 
domain, 4D [Homo sapiens] 
sp|Q92854|SM4D_HUMAN SEMAPHORIN 4D 
PRECURSOR (LEUKOCYTE ACTIVATION 
ANTIGEN CD 100) (BB18) (A8) (GR3) 
gb|AAC508 10.1| (U60800) semaphorin [Homo sapiens] 


9 


2761 


9964076 


gi|9964076|gb|AAG09812.1|AF275943_l (AF275943) 
avermectin polyketide synthase [Streptomyces 
avermitilis] 


2.9 


2762 


4234794 


gi|4234794|gb|AAD12962.1| (AF078135) unknown 
[Leptospira borgpetersenii] 


1.3 
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SEQID 
NO 
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N 
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P VALUE 


2764 


11131078 


gi| 1 1 13 1078|sp|O15072|ATS3_HUMAN ADAM-TS 3 
PRECURSOR (A DISINTEGRIN AND 
METALLOPROTEINASE WITH 
THROMBOSPONDIN MOTIFS 3) (ADAMTS-3) 
(ADAM-TS3) dbj|BAA20821.1| (AB002364) 
KIAA0366 [Homo sapiens] 


4E-17 


2765 


6449069 


gi|6449069|gb|AAF08806.1|AF192748 1 (AF192748) 
synapsin lb [Lampetra fluviatilis] 


0.008 


2769 


7300358 


gi|7300358|gb|AAF55517.1| (AE003721) CG8045 gene 
product [alt 2] [Drosophila melanogaster] 
gb|AAB34837.2| (S78747) RK2 [Drosophila sp.] 


3 


mi 


14731064 


gi| 1 473 1 064|reflXP_03 6 1 65 . 1 1 40679 [Homo sapiens] 


6E-20 


2774 


4927134 


gi|4927134|gb|AAD33018.1|AF131999_l (AF131999) 
mutative erythrocyte binding protein EBL-1 
Plasmodium falciparum] 


8.6 


2775 


1 1994465 


gi|11994465|dbj|BAB02467.1| (AB025624) contains 
similarity to late embryogenesis abundant 
protein-gene id:MLD14.16 [Arabidopsis thaliana] 


7.5 


2776 


12852706 


gi|12852706|dbj|BAB29508.1| (AK014697) putative 
[Mus musculus] 


1 


2777 


9972373 


gi|9972373|gb|AAG10623.1|AC022521 1 (AC022521) 
Unknown protein [Arabidopsis thaliana] 


3.2 


2779 


12838769 


gi|12838769|dbj|BAB24323.1| (AK005931) putative 
[Mus musculus] 


7.6 


2780 


14743085 


gi|14743085|reflXP_050026. 1| similar to 
immunoglobulin superfamily containing leucine-rich 
repeat (H. sapiens) [Homo sapiens] 


3.4 


2781 


4581140 


gi|458 1 140|gb|AAD24624. 1|AC006919_4 (AC006919) 
unknown protein [Arabidopsis thaliana] 


2.8 


2792 


7661684 


gi|7661684|ref|NP_056277.1| DKFZP586L0724 protein 
rHnmn saniensl reflXP 038194 11 DKFZP586L0724 
protein [Homo sapiens] ref|XP_038195.1| 19734 [Homo 
sapiens] pir||T 14789 hypothetical protein 
DKFZp586L0724. 1 - human emb|CAB53709. 1| 
(AL1 10271) hypothetical protein [Homo sapiens] 
gb|AAH01726.1|AAH01726 (BC001726) Similar to 
DKFZP586L0724 protein [Homo sapiens] 


7 


2793 


13624635 


gi|13624635|emb|CAA10856.2| (AJ222584) maturase- 
like protein [Euglena viridis] 


1.3 
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SEQID 
NO 
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N 
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P VALUE 


2800 


9622888 


gi|9622888|gb|AAF89968. 1|AF200532_1 (AF200532) 
cellulose synthase-8 [Zea mays] 


3.8 


2803 


7499161 


gi|7499 161 |pir||T25 690 hypothetical protein F15A8.6 - 
Caenorhabditis elegans gb|AAB52848.1| (U97549) 
strong similarity to the type-B carboxylesterase/lipase 
family [Caenorhabditis elegans] 


3.1 


2806 


14746401 


gi|14746401|ref|XP_031955.1| ring finger protein 27 
[Homo sapiens] 


0.3 


2809 


14731173 


gi| 14731 173|reflXP_017730.2| IQ motif containing 
GTPase activating protein 2 [Homo sapiens] 


2E-11 


2813 


4567214 


gi|45672 14|gb|AAD23629. 1|AC0071 13_2 (AC007 1 13) 
putative villin [Arabidopsis thaliana] 


3.5 


2817 


2500866 


gi|2500866|sp|Q2041 1|SA1 1_CAEEL SRA-1 1 
PROTEIN pir||T22192 hypothetical protein F44F4.13 - 
Caenorhabditis elegans emb|CAA85461.1| (Z37092) 
contains similarity to Pfam domain: PF021 17 (C. elegans 
Sra family integral membrane protein), Score=675.6, E- 
value=8.3e-200, N=l [Caenorhabditis elegans] 


3.1 


2818 


15011503 


gi|15011503|gb|AAK77598.1|AF396436_38 
(AF396436)ymf71 [Tetrahymena thermophila] 


5.9 


2823 


11278033 


gi|l 1278033|pir||C81832 transferrin-binding protein A 
NMA2024 [imported] - Neisseria meningitidis (group A 
strain Z2491) gb|AAC13726.1| (AF058689) transferrin 
binding protein A precursor [Neisseria meningitidis] 
emb|CAB85243.1| (AL162757) transferrin-binding 
protein A [Neisseria meningitidis Z2491] 


5 


2825 


3913143 


gi|3913 143|sp|023913|AXlB_ARATH 
ALTERNATIVE OXIDASE IB PRECURSOR 
dbj|BAA22624.1| (D89875) alternative oxidase 
[Arabidopsis thaliana] dbj|BAB01774.1| (AB022215) 
alternative oxidase lb precursor [Arabidopsis thaliana] 


1.2 


2827 


12842679 


gi|12842679|dbj|BAB25689.1| (AK008476) putative 
[Mus musculus] 


7.8 


2835 


12848636 


gi|12848636|dbj|BAB28031.1| (AK012100) putative 
[Mus musculus] 


0.083 


2839 


7292152 


gi|7292152|gb|AAF47564.1| (AE003472) Dhc62B gene 
product [Drosophila melanogaster] 


4.6 
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2846 


9628099 


gi|9628099|ref|NP_042686.1| alternative tat protein 
[Jembrana disease virus] gb|AAA64395. 1| (U21603) 
alternative tat protein [Jembrana disease virus] 
prf||21 16345E tat gene [Jembrana disease virus] 


3.3 


2855 


4165313 


gi|4165313|dbj|BAA37146.1| (AB022083) SOX30 
protein [Homo sapiens] 


9.2 


2859 


14388365 


gi|14388365|dbj|BAB60739.1| (AB062957) hypothetical 
protein [Macaca fascicularis] 


0.55 


2864 


14739019 


gi|14739019|reflXP_005626.3| deleted in bladder cancer 
chromosome region candidate 1 [Homo sapiens] 


6.3 


2867 


6319950 


gi|6319950|ref|NP_010031.1| Transcription regulator; 
Ycrl06wp [Saccharomyces cerevisiae] 
sp|P2561 1|YCZ6_YEAST PUTATIVE 95.7 KD 
TRANSCRIPTIONAL REGULATORY PROTEIN IN 
PAU3-AAD3 INTERGENIC REGION pir||S19418 
probable membrane protein YCR106w - yeast 
(Saccharomyces cerevisiae) emb|CAA42238.1| 
(X59720) hypothetical protein [Saccharomyces 
cerevisiae] 


9.1 


2870 


14724850 


gi|14724850|reflXP_050192.1| 29140 [Homo sapiens] 


2.2 


2871 


4587097 


gi|45 87097|dbj |BAA766 1 6. 1 1 (ABO 1 9045) 
OMPdecarboxylase [Rhizomucor pusillus] 


9.7 


2873 


7522108 


gi|7522108|pir||T29097 pro-pol-dUTPase polyprotein - 
murine endogenous retrovirus ERV-L (fragment) 
emb|CAA73251.1| (Y 127 13) protease; reverse 
transcriptase; RNaseH; integrase; dUTPase; Pro-Pol- 
dUTPase polyprotein [Mus musculus] 


0.003 


2875 


7482073 


gi|7482073|pir||B69010 conserved hypothetical protein 
MTH1078 - Methanobacterium thermoautotrophicum 
(strain Delta H) gb|AAB85567.1| (AE000879) 
conserved protein [Methanothermobacter 
thermautotrophicus] 


4.6 


2876 


11360401 


gi|l 1 36040 l|pir||T42759 Muncl3-3 protein - rat 


0.000000005 


2879 


5091521 


gi|5091521|dbj|BAA78756.1| (AB023482) Hypothetical 
protein [Oryza sativa] 


2.1 


2881 


13810543 


gi|13810543|dbj|BAB43950.1| (AB051633) ookinete 
surface protein Pos28-2 [Plasmodium ovale] 


3 


2882 


5091521 


gi|5091521|dbj|BAA78756.1| (AB023482) Hypothetical 
protein [Oryza sativa] 


2.1 
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2887 


6723244 


gi|6723244|dbj|BAA89640.1| (AB036666) similar to 
terminase large subunit of phage lambda [Wolbachia sp. 
wKue] 


7.1 


2889 


7494347 


gi|7494347|pir||E71625 variant-specific surface protein 
1 truncated homolog PFB0020c - malaria parasite 
(Plasmodium falciparum) gb|AAC71794.1| (AE001366) 
PfEMPl fragment [Plasmodium falciparum] 


5 


2890 


6942188 


gi|6942 1 88|gb|AAF32349. 1 |AF220008_1 (AF220008) 
coilin p80 [Danio rerio] 


0.11 


2891 


10639397 


gi|10639397|emb|CAC11399.1|(AL445063) 
hypothetical membrane protein [Thermopiasma 
acidophilum] 


8.5 


2898 


10800417 


gi|10800417|refINP_006759.2| BRCA1 associated 
protein [Homo sapiens] 


0.98 


2901 


7488089 


gi|7488089|pir||T02283 probable disease resistance 
protein T13D8.20 - Arabidopsis thaliana 
gb|AAC24071.1| (AC004473) Contains similarity to 
TMV resistance protein N homolog gb|2245048 from A. 
thaliana chromosome 4 contig gb|Z97342. [Arabidopsis 
thaliana] 


8.5 


2904 


10728394 


gi|10728394|gb|AAF45654.2| (AE003421) EG:171E4.2 
gene product [Drosophila melanogaster] 


1.4 


2905 


10956333 


gi|10956333|reflNP_052782.1| pXOl-86 [Bacillus 
anthracis] pir||F59101 hypothetical protein pXOl-86 - 
Bacillus anthracis virulence plasmid pXOl 
gb|AAD32390.1|AAD32390 (AF065404) pXOl-86 
[Bacillus anthracis] 


9.7 


2906 


4028153 


gi|4028153|gb|AAC96117.1| (AF083221) putative 
neurotransmitter receptor [Takifugu rubripes] 


2.8 


2909 


12836120 


gi|12836120|dbj|BAB235 11.1| (AK004729) putative 
[Mus musculus] 


5.3 


2911 


1778844 


gi|1778844|gb|AAB40929.1| (U83086) LimA 
[Dictyostelium discoideum] 


1.3 


2913 


3192956 


gi|3192956|gb|AAC41298.1| (AF033670) T-Box protein 
4 [Gallus gallus] 


3.1 


2914 


7506147 


gi|7506147|pir||T33303 hypothetical protein R01B10.4 - 
Caenorhabditis elegans gb|AAC17768.1| (AF068718) 
R0 IB 10.4 gene product [Caenorhabditis elegans] 


0.4 
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2915 


6041793 


gi|604 1 793 |gb| AAF02 113.1 1 AC009755_6 (AC00975 5) 
putative auxin-independent growth promoter 
[Arabidopsis thaliana] 


2.1 


2916 


5803098 


gi|5803098|ref|NP_006757.1| zinc finger protein 220; 
Monocytic leukemia zinc finger protein [Homo sapiens] 
sp|Q92794|MOZ_HUMAN MONOCYTIC 
LEUKEMIA ZINC FINGER PROTEIN (ZINC 
FINGER PROTEIN 220) gb|AAC50662.1| (U47742) 
monocytic leukaemia zinc finger protein [Homo sapiens] 


0.084 


2919 


10639353 


gi|10639353|emb|CACl 1355. 1| (AL445063) 
hypothetical membrane protein [Thermoplasma 
acidophilum] 


3.1 


2920 


13235586 


gi|13235586|emb|CAC33776.1| (AJ301807) SclB 
protein [Streptococcus pyogenes] 


9.7 


2925 


7507618 


gi|7507618|pir||T33548 hypothetical protein T10D4.8 - 
Caenorhabditis elegans 


4.3 


2928 


7522108 


gi|7522108|pir||T29097 pro-pol-dUTPase polyprotein - 
murine endogenous retrovirus ERV-L (fragment) 
emb|CAA73251.1| (Y12713) protease; reverse 
transcriptase; RNaseH; integrase; dUTPase; Pro-Pol- 
dUTPase polyprotein [Mus musculus] 


1.2 


2932 


13542796 


gi| 1 3 542796|gb|AAH0560 1 . 1 |AAH0560 1 (BC00560 1 ) 
Similar to RIKEN cDNA 1 1 10061A19 gene [Mus 
musculus] 


6.4 


2934 


417869 


gi|4 1 7869|sp|P33007|TERP_PSESP TERPREDOXIN 
(TDX) pir||E42971 terpredoxin - Pseudomonas sp 
gb|AAA25998.1| (M9 1440) terpredoxin [Pseudomonas 
sp] 


3.7 


2938 


7433891 


gi|7433891|pir||T00981 flavonol 3-O-glucosyltransferase 
homolog T9J22.15 - Arabidopsis thaliana 
gb|AAC14497.1| (AC002505) putative 
glucosyltransferase [Arabidopsis thaliana] 


6.8 


2939 


15021546 


gi|15021546|gb|AAK77823.1|AF369029_154 
(AF369029) ORF154 [white spot syndrome virus] 


0.25 


2944 


11466694 


gi|l 1466694|ref|NP_039290.1| ORF370i [Marchantia 
polymorpha] sp|P12174|MATK_MARPO PROBABLE 
INTRON MATURASE pir||A05034 hypothetical 
protein 370i - liverwort (Marchantia polymorpha) 
chloroplast emb|CAA28076.1| (X04465) ORF370i 
[Marchantia polymorpha] 


4.3 
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SEQID 
NO 


ACCESS 
N 
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P VALUE 


2945 


7302236 


gi|7302236|gb|AAF57330.1| (AE003786) CG10416 
gene product [Drosophila melanogaster] 


1.4 


2950 


2495638 


gi|2495638|sp|P765 1 l|YFDO_ECOLI 
HYPOTHETICAL 14.4 KDA PROTEIN IN INTC- 
DSDC INTERGENIC REGION pir||C65009 
hypothetical protein b2358 - Escherichia coli (strain K- 
12) gb|AAC754 17.1| (AE000324) orf, hypothetical 
protein [Escherichia coli K12] 


4.5 


2955 


220578 


gi|220578|dbj|BAA00447.1| (D00570) open reading 
frame (25 1 AA) [Mus musculus] 


4.2 


2958 


12855573 


gi|12855573|dbj|BAB30384.1| (AK016695) putative 
[Mus musculus] 


0.007 


2963 


2981631 


gi|2981631|dbj|BAA25253.1| (AB012223) ORF2 [Canis 
familiaris] 


0.29 


2966 


7657401 


gi|7657401|refINP_056616.1| neuropathy target 
esterase; Swiss cheese [Mus musculus] 
gb|AAD51700.1|AF173829_l (AF173829) neuropathy 
target esterase homolog [Mus musculus] 


1.5 


2967 


14285535 


gi|14285535|sp|P71399|LSGl_HAEIN LSG LOCUS 
PUTATIVE PROTEIN 1 


4.8 


2973 


14423780 


gi| 14423780|sp|O950 13|04F3_HUMAN OLFACTORY 
RECEPTOR 4F3 gb|AAD05195.1| (AC004908) similar 
to rat olfactory receptor OR18; similar to S29710 
(PID:g423702) [Homo sapiens] 


3E-35 


2975 


14771691 


gi|14771691|refIXP_045484.1| 67354 [Homo sapiens] 


1.3 


2978 


6573738 


gi|6573738|gb|AAF17658. 1|AC009398_7 (AC009398) 
F20B24.13 [Arabidopsis thaliana] 


8.5 


2982 


13811437 


gi| 1 3 8 1 1 43 7|gb| AAK40 1 2 1 . 1 1 (AF354707) type II 
deodinase [Xenopus laevis] 


2.4 


2986 


7522108 


gi|7522108|pir||T29097 pro-pol-dUTPase polyprotein - 
murine endogenous retrovirus ERV-L (fragment) 
emb|CAA73251.1| (Y 127 13) protease; reverse 
transcriptase; RNaseH; integrase; dUTPase; Pro-Pol- 
dUTPase polyprotein [Mus musculus] 


0.00001 


2990 


12722927 


gi| 1 2722927|gb|AAK04 181.1 |AE006247_3 (AE006247) 
UNKNOWN PROTEIN [Lactococcus lactis subsp. 
lactis] 


1.3 
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NO 
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P VALUE 


2994 


11346713 


gi|l 13467 13|pir||F8 1302 hypothetical protein Cjl009c 
[imported] - Campylobacter jejuni (strain NCTC 1 1 168) 
emb|CAB73265.1| (AL139077) hypothetical protein 
Cj 1 009c [Campylobacter jejuni] 


4.1 


2995 


7321945 


gi|7321945|gb|AAC60504.2| (S68356) action potential 
broadening potassium channel [Aplysia sp.] 


4.2 


3003 


11360394 


gi|l 1360394|pir||T42731 atrophin-1 related protein - rat 
gb|AAA98970. 1| (U44091) atrophin-1 related protein 
[Rattus norvegicus] 


7.6 


3005 


10765337 


gi|l 076533 7|gb|AAG22997.1| (AF 188579) glycoprotein 
[Bovine respiratory syncytial virus] 


1.9 


3006 


5803252 


gi|5803252|dbj|BAA83562.1| (AP000399) hypothetical 
protein [Oryza sativa] 


0.046 


3007 


7662688 


gi|7662688|gb|AAF66138.1| (L00016) urf4 [Homo 
sapiens] 


1.7 


3013 


14150037 


gi|14150037|ref|NP_115666.1| hypothetical protein 
DKFZp761C121 [Homo sapiens] ref|XP_027894.1| 
hypothetical protein DKFZp761C121 [Homo sapiens] 
emb|CAB66495.1| (AL136560) hypothetical protein 
[Homo sapiens] 


0.00000001 


3014 


7243706 


gi|7243706|gb|AAF43421.1|AF233291_l (AF233291) 
epsin-like protein [Drosophila melanogaster] 


6.5 


3019 


7293274 


gi|7293274|gb|AAF48655.1| (AE003503) CG9644 gene 
product [Drosophila melanogaster] 


0.47 


3025 


11414881 


gi| 114 1488 l|dbj|BAB 18568. 1| (AB028173) HCCA2 
[Homo sapiens] 


8.6 


3026 


11359423 


gi|l 1359423|pir||T48729 hypothetical protein 8D4.30 
[imported] - Neurospora crassa emb|CAB88545. 1| 
(AL353819) conserved hypothetical protein 
[Neurospora crassa] 


0.66 


3028 


2118405 


gi|2118405|pir||I51018 cobra venom factor precursor - 
monocled cobra gb|AAA68989.1| (U09969) cobra 
venom factor precursor [Naja naja] 


3.1 


3029 


2739145 


gi|2739145|gb|AAC98522.1| (AF030306) envelope 
protein; ORF4 [Porcine reproductive and respiratory 
syndrome virus] 


4.3 


3030 


13549158 


gi|13549158|gb|AAK29672.1|AF353095_l (AF353095) 
protein synthesis initiation factor eIF2 beta [Arabidopsis 
thaliana] 


6.3 
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N 
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P VALUE 


3034 


14753542 


gi|14753542|reflXP_0460 11.1| 53288 [Homo sapiens] 


0.000000006 


3042 


3150471 


gi|3150471|gb|AAC16989.1| (AF067211) Hypothetical 
protein B0205.2 [Caenorhabditis elegans] 


0.56 


3044 


14734012 


gi|14734012|reflXP_051005.1| KIAA1297 protein 
[Homo sapiens] 


0.16 


3047 


7493994 


gi|7493994|pir||IC6564 cellobiose oxidase (EC 1.1.3.25) 
precursor - white-rot fungus (Trametes versicolor) 


6.1 


3056 


114351 


gi|114351|sp|P08314|ATI2_HSVlF ALPHA TRANS- 
INDUCING FACTOR 77 KD PROTEIN pir||TNBE77 
77K alpha trans-inducing protein - human herpesvirus 1 
(strain F) gb|AAA45768.1| (M15621) alpha trans- 
inducing factor 77kb [human herpesvirus 1] 


7 


3069 


6562755 


gi|6562755|emb|CAB62894.1| (AL035475) possible 
ribosomal protein [Plasmodium falciparum] 


6.4 


3071 


804764 


gi|804764|gb|AAA65999.1| (M27826) neutral protease 
large subunit [Homo sapiens] 


0.00003 


3079 


14768311 


gi| 1 47683 1 1 |ref|XP_048396. 1 1 methyl CpG binding 
protein 2 [Homo sapiens] 


0.65 


3080 


1 1994604 


gi|l 1994604|dbj|BAB02658. 1| (AP002062) 
gene_id:T22B 15.11 ~unknown protein [Arabidopsis 
thaliana] 


5 


3083 


7302673 


gi|7302673|gb|AAF57753.1| (AE003800) staugene 
product [alt 2] [Drosophila melanogaster] 


9.2 


3085 


7494170 


gi|7494170|pir||D71613 GAF domain protein (cyclic nt 
signal transduct.) PFB0510w - malaria parasite 
(Plasmodium falciparum) gb|AAC71891.1| (AE001399) 
GAF domain protein (cyclic nt signal transduct.) 
[Plasmodium falciparum] 


8.1 


3087 


14590168 


gi|14590168|reflNP_142233.1| hypothetical protein 
[Pyrococcus horikoshii] pir||F71247 hypothetical protein 
PH0237 - Pyrococcus horikoshii dbj|BAA29309.1| 
(AP000001) 230aa long hypothetical protein 
Pyrococcus horikoshii] 


2.3 


3097 


14326099 


gi|14326099|gb|AAK60138.1|AF365405_l (AF365405) 
ribosomal protein S14 [Schizosaccharomyces pombe] 


3 
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NO 
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N 
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P VALUE 


3098 


2499244 


gi|2499244|sp|Q35 140|NU2M_NEUCR NADH- 
UBIQUINONE OXIDOREDUCTASE CHAIN 2 
pir||A25096 NADH dehydrogenase (ubiquinone) (EC 
1.6.5.3) chain 2 - Neurospora crassa mitochondrion 
emb|CAA274 18.1| (X03793) put. URF-2 like protein 
(aa 1-583) [Neurospora crassa] 


8.1 


3101 


113668 


gi|113668|sp|P23961|ALUC_HUMAN !!!! ALU 
CLASS C WARNING ENTRY ! ! ! ! 


6.5 


3105 


12721131 


gi|12721131|gb|AAK02908.1| (AE006121) unknown 
[Pasteurella multocida] 


9.2 


3107 


12621134 


gi|12621134|reflNP_075244.1| MEGF6 [Rattus 
norvegicus] pir||T13954 MEGF6 protein - rat 
dbj|BAA32462.1| (AB011532) MEGF6 [Rattus 
norvegicus] 


2.1 


3108 


1346666 


gi| 1346666|sp|P48305|NB5M_BOVIN NADH- 
UBIQUINONE OXIDOREDUCTASE B15 SUBUNIT 
(COMPLEX I-B15) (CI-B15) pir||S28237 NADH 
dehydrogenase (ubiquinone) (EC 1.6.5.3) chain B15 - 
bovine emb|CAA46107.1| (X64898) B15 subunit of the 
NADH: ubiquinone oxidoreductase complex [Bos 
taurus] 


0.47 


3111 


462022 


gi|462022|sp|P33948|ERD2_PLAFA ER LUMEN 
PROTEIN RETAINING RECEPTOR pir||S39609 
ERD2 protein - malaria parasite (Plasmodium 
falciparum) emb|CAA81 128.1 1 (Z26043) ERD2 
[Plasmodium falciparum] emb|CAA52861.1| (X74869) 
PFERD2 [Plasmodium falciparum] 


0.95 


3114 


12831427 


gi|12831427|gb|AAK02082.1| (AY014401) site-specific 
recombinase IntIA [Listonella pelagia] 


8.3 


1 1 T 

3117 


7657530 


gi|7657530|ref|NP_055248.1| rhabdoid tumor deletion 
region protein 1 [Homo sapiens] ref|XP_009866.1| 
rhabdoid tumor deletion region protein 1 [Homo 
sapiens] ref]XP_037053.1| rhabdoid tumor deletion 
region protein 1 [Homo sapiens] 
gb|AAF02484.1|AF133587_l (AF133587) rhabdoid 
tumor deletion region protein 1 [Homo sapiens] 
gb|AAH08986.1|AAH08986 (BC008986) rhabdoid 
tumor deletion region protein 1 [Homo sapiens] 


7.8 


3123 


12083527 


gi| 12083527|gb|AAG48836. 1 |AC0842 1 8_6 
(AC084218) similar to Arabidopsis thaliana DNA- 
directed RNA polymerase (EC 2.7.7.6) II largest chain 
(JDMU1) [Oryza sativa] 


6.9 
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3126 


2565196 


gi|2565 1 96|gb|AAB8 1 93 8 . 1 1 (AF0003 8 1) non-functional 
folate binding protein [Homo sapiens] 


8.8 


3132 


8923808 


gi|8923808|ref|NP_06094 1 . 1 1 uncharacterized 
hypothalamus protein HT010 [Homo sapiens] 
gb|AAF67649.1|AF220184_l (AF220184) 
uncharacterized hypothalamus protein HT010 [Homo 
sapiens] 


7E-13 


3138 


14755072 


gi|14755072|ref|XP_048449.1| hypothetical protein 
XP_048449 [Homo sapiens] 


9.5 


3141 


1085507 


gi|1085507|pir||S52306 zinc finger protein 10 - mouse 
emb|CAA85283.1| (Z36270) GC Binding Protein - 23b 
[Mus musculus] 


6.7 


3142 


4417278 


gi|4417278|gb|AAD20403.1| (AC007019) unknown 
protein [Arabidopsis thaliana] 


2.8 


3148 


12084884 


gi|12084884|ref]NP_073349.1| UL54 post-translational 
gene regulation protein [Meleagrid herpesvirus 1] 
gb|AAG45793.1|AF291866_60 (AF291866) UL54 post- 
translational gene regulation protein [Meleagrid 
herpesvirus 1] 


8.2 


3151 


13122204 


gi|13122204|emb|CAB89584.2| (AL354512) possible 
non-canonical ubiquitin conjugating enzyme 1 
[Leishmania major] 


0.65 


3153 


418745 


gi|418745|pir||S34959 NADH dehydrogenase 
(ubiquinone) (EC 1.6.5.3) chain 4 - Crithidia oncopelti 
mitochondrion emb|CAA39491.1| (X56015) NADH 
dehydrogenase subunit 4 [Crithidia oncopelti] 


1 


3157 


6015766 


gi|6015766|emb|CAB57593.1| (Y18930) hypothetical 
protein [Sulfolobus solfataricus] 


7.7 


3162 


6983867 


gi|6983867|dbj|BAA90802.1| (AP001168) Similar to 
putative salt-inducible protein (AC006248) [Oryza 
sativa] 


2.8 


3163 


11467948 


gi|l 1467948|sp|O65404|ERl 1_ARATH SQUALENE 
MONOOXYGENASE 1,1 (SQUALENE EPOXIDASE 
1,1) (SE 1,1) dbj|BAB08406.1| (AB016883) squalene 
monooxygenase [Arabidopsis thaliana] 


6.1 


3167 


3461813 


gi|3461813|gb|AAC32907.1| (AC004138) putative 
sucrose-proton symporter [Arabidopsis thaliana] 
emb|CAB92307.1| (AJ289165) sucrose transporter 
Arabidopsis thaliana] 


4.4 
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N 
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3168 


6753576 


gi|6753576|reflNP_034128.1| cytochrome P450, 2bl0, 
phenobarbitol inducible, type b [Mus musculus] 
sp|P12791|CPBA_MOUSE CYTOCHROME P450 
2B10 (CYPIIB10) (TESTOSTERONE 16-ALPHA 
HYDROXYLASE) (P450- 16-ALPHA) (CLONE 
PF3/46) pir||B31047 testosterone 16alpha-hydroxylase 
(EC 1.14.14.-) cytochrome P450 2B10 - mouse 
gb| AAA40425.il (M21856) testosterone 16-alpha- 
hydroxylase [Mus musculus] 


7.6 


3174 


585811 


gi|5858 1 l|sp|Q085 17|REFR_SPVKA RIFAMPICIN 
RESISTANCE PROTEIN (62 KD PROTEIN) 
gb|AAA16176.1| (L22012) ORF H1L [Swinepox virus] 


6.9 


3176 


14714688 


gi|14714688|gb|AAH10485.1|AAH10485 (BC010485) 
Unknown (protein for MGC:7224) [Mus musculus] 


2.1 


3178 


10047191 


gi|10047191|dbj|BAB13389.1| (AB046783) KIAA1563 
protein [Homo sapiens] 


4E-26 


3180 


6324246 


gi|6324246|reflNP_0 143 16. 1| Ynl083wp 
[Saccharomyces cerevisiae] pir||S57539 probable 
membrane protein YNL083w - yeast (Saccharomyces 
cerevisiae) emb|CAA61427.1| (X89016) ORF N2312 
[Saccharomyces cerevisiae] emb|CAA95958.1| 
(Z71359) ORF YNL083w [Saccharomyces cerevisiae] 


0.24 


3184 


7494290 


gi|7494290|pir||C71618 hypothetical protein PFB03 15w 
malaria parasite (Plasmodium falciparum) 
gb|AAC7 1852.1| (AE001386) hypothetical protein 
[Plasmodium falciparum] 


0.084 


3185 


6754948 


gi|6754948|ref|NP_036089. 1| origin recognition 
complex, subunit 5 homolog (S. cerevisiae); mouse 
origin recognition complex 5 [Mus musculus] 
sp|Q9WUV0|ORC5_MOUSE ORIGIN 
RECOGNITION COMPLEX SUBUNIT 5 
emb|CAB43767.1| (AJ007360) ORC5 -related protein 
[Mus musculus] gb|AAH06927.1|AAH06927 
(BC006927) origin recognition complex, subunit 5 
homolog (S. cerevisiae) [Mus musculus] 


8.5 


3199 


7295489 


gi|7295489|gb|AAF50803.1| (AE003567) CG10671 
gene product [Drosophila melanogaster] 


4.3 
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3203 


14741894 


gi|14741894|ref]XP_049656.1| hypothetical protein 
XP 049656 [Homo sapiens] 


4 


3208 


14520989 


gi|14520989|reffNP_126464.1| hypothetical protein 
Pyrococcus abyssi] pir||F75122 hypothetical protein 
PAB1844 - Pyrococcus abyssi (strain Orsay) 
emb|CAB49695.1| (AJ248285) hypothetical protein 
Pyrococcus abyssi] 


4.1 


3210 


9911016 


gi|991 1016|sp|P76543|YFFL_ECOLI 
HYPOTHETICAL 25.1 KDA PROTEIN IN EUTB- 
EUTH INTERGENIC REGION pir||B65019 
hypothetical protein b2443 - Escherichia coli (strain K- 
12) gb|AAC75496.1| (AE000331) orf, hypothetical 
protein [Escherichia coli K12] 


7.9 


3211 


9626990 


si|9626990|reflNP 056868. 11 No definition line found 
gb|AAB92648.1| (AF035403) No definition line found 
Turnip yellow mosaic virus] 


3.7 


3213 


7504416 


gi|7504416|pir||T16477 hypothetical protein F56D2.5 - 
Caenorhabditis elegans gb|AAB52683.1| (U13644) 
F56D2.5 gene product [Caenorhabditis elegans] 


8.4 


3216 


14746120 


gi|14746120|ref|XP_005163.2| cadherin 17, LI cadherin 
(liver-intestine) [Homo sapiens] rer]XP_p43524.1| 
cadherin 17, LI cadherin (liver-intestine) [Homo 
sapiens] 


1E-18 


3217 


9366835 


gi|9366835|emb|CAB95597.1| (AL359782) hypothetical 
protein, CHR1.368 [Trypanosoma brucei] 


4.1 


3218 


6272295 


gi|6272295|gb|AAF06072. 1 |AF0727 15_3 (AF0727 1 5) 
unknown [Mycoplasma mycoides subsp. capri] 


0.17 


3220 


7293488 


gi|7293488|gb|AAF48863.1| (AE003509) CG15040 
gene product [Drosophila melanogaster] 


2.8 


3223 


7662432 


gi|7662432|refINP_055769.1| KIAA0985 protein [Homo 
sapiens] reflXP_007006.3| KIAA0985 protein [Homo 
sapiens] sp|Q9Y2J0|RP3A_HUMAN RABPHILIN-3A 
dbj|BAA76829.1| (AB023202) KIAA0985 protein 
[Homo sapiens] 


0.18 


3225 


7504860 


gi|7504860|pir||T33299 hypothetical protein H05B21.4 - 
Caenorhabditis elegans gb|AAC17764.1| (AF068717) 
Hypothetical protein H05B21.4 [Caenorhabditis 
elegans] 


3.7 



543 



• # 





Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
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3226 


6708056 


gi|6708056|gb|AAF25780.1|AF163311_l (AF163311) 
Kail. 2 [Danio rerio] 


2.5 


3229 


13473697 


gi| 1 3473697|ref|NP_l 05265 . 1 1 acyl-CoA thioesterase 
[Mesorhizobium loti] dbj|BAB51051.1| (AP003004) 
acyl-CoA thioesterase [Mesorhizobium loti] 


5.4 


3230 


12964703 


gi|12964703|gb|AAK11280.1|AF315035_l (AF315035) 
phosphocholine cytidylyltransferase [Plasmodium 
falciparum] 


2.1 


3231 


7521951 


gi|7521951|pir||T30180 hypothetical protein - 
Shewanella sp gb|AAB8 1 120. 1 1 (U73935) unknown 
[Shewanella sp. SCRC-2738] 


6 


3232 


3249620 


gi|3249620|gb|AAC24120.1| (AF067182) IDI-2 
precursor [Podospora anserina] 


3.1 


3233- 


7493160 


gi|7493160|pir||T40507 probable vacuolar protein 
sorting-associated pro tein - fission yeast 
(Schizosaccharomyces pombe) emb|CAA20730.1| 
(AL03 1534) putative vacuolar protein sorting- 
associated protein [Schizosaccharomyces pombe] 


5.5 


3237 


7462822 


gi|7462822|pir||C72269 hypothetical protein TM1297 - 
Thermotoga maritima (strain MSB8) 
gb| AAD3637 1 . 1 |AE00 1 785_2 (AE00 1 785) 
oxidoreductase, putative [Thermotoga maritima] 


5.5 


3241 


1531651 


gi| 153 165 l|gb|AAC6 1662.1] (U67083) KRAB-zinc 
ringer protein KZF-2 [Rattus norvegicus] 


4.6 


3247 


2118405 


gi|2 1 1 8405|pir||I5 1018 cobra venom factor precursor - 
monocled cobra gb|AAA68989.1| (U09969) cobra 
venom factor precursor [Naja naja] 


9.2 


3253 


11499508 


gil 1 1499508|ref|NP 070749. 11 LSU ribosomal protein 

O 1 II _ 1 x 

L4P (rpl4P) [Archaeoglobus fulgidus] 
sp|028355|RL4_ARCFU 50S RIBOSOMAL 
PROTEIN L4/L1E pir||C69490 LSU ribosomal protein 
L4P (rp!4P) homolog - Archaeoglobus fulgidus 
gb|AAB89332.1| (AE000971) LSU ribosomal protein 
L4P (rpl4P) [Archaeoglobus fulgidus] 


2.9 
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3258 


461509 


gi|46 1509|sp|Q03045|AMYG_HORRE 
GLUCOAMYLASE P PRECURSOR (GLUCAN 1,4- 
ALPHA-GLUCOSIDASE) (1,4-ALPHA-D-GLUCAN 
GLUCOHYDROLASE) pir||S33908 glucan 1,4-alpha- 

giucosiuase ^dv^ j .z.i .d) r precursor - creosote iungua 
emb|C AA47945.1| (X67708) 1, 4-alpha-D-glucan 
glucohydrolase; glucan 1,4-alpha-glucosidase 
rAmornhotheca resinael emblCAA48243 11 OC68143) 
glucan 1,4-alpha-glucosidase [Amorphotheca resinae] 
prfl|1907167A glucoamylase P [Amorphotheca resinae] 
prf||21 13213A glucoamylase P [Amorphotheca resinae] 


5.8 


3260 


5817900 


gi|5817900|gb|AAD52976.1| (AF176771) reverse 
transcriptase [Human immunodeficiency virus type 2] 


6.1 


3262 


12804147 


gi|12804147|gb|AAH02928. 1|AAH02928 (BC002928) 
Unknown (protein for MGC: 11357) [Homo sapiens] 


3E-14 


3266 


6323756 


gi|6323756|ref|NP_013827.1| myosin I; Myo5p 
[Saccharomyces cerevisiae] sp|Q04439|YMZ9_YEAST 
HYPOTHETICAL MYO SIN-LIKE PROTEIN IN 

TT AH AHP17 rMTFUrMrWTr 1 PFnTfYW rMt-IK*iJ.S7n 
1.L, V Z-/\1/Il 1 / IrN 1 JDINAJllIN LKs IVCVJiWrN pir||oJ*+J f\) 

probable membrane protein YMR109w - yeast 

(Z49702) unknown [Saccharomyces cerevisiae] 
gb|AAB37419.1| Myo5p=actin patch localized myosin I 
variant/MY 05 product [Saccharomyces 
cerevisiae=yeast, Peptide, 1219 aa] 


0.24 


3271 


12848866 


gi|12848866|dbj|BAB28115.1| (AK012246) putative 
[Mus musculus] 


0.011 


3273 


4758842 


gi|4758842|ref]NP_00455 1.1] receptor tyrosine kinase- 
like orphan receptor 2; Ror2; neurotrophic tyrosine 
kinase, receptor-related 2 [Homo sapiens] 
sp|Q0 1 974|ROR2_HUMAN TYROSINE-PROTEIN 
KINASE TRANSMEMBRANE RECEPTOR ROR2 
PRECURSOR (NEUROTROPHIC TYROSINE 
KINASE, RECEPTOR-RELATED 2) pir||B45082 
neurotrophic receptor ror2 precursor - human 
gb|AAA60276.1| (M97639) transmembrane receptor 
[Homo sapiens] 


5.6 



545 



# 





Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3274 


913140 


gi|913140|gb|AAB33486.1| ARK2 product/receptor-like 
serine/threonine protein kinase ARK2 [Arabidopsis 
thaliana, Columbia, Peptide, 850 aa] 


1.7 


3276 


11357726 


gi|l 1357726|pir||T51437 hypothetical protein F2G14_40 
- Arabidopsis thaliana emb|CAC01811.1| (AL391146) 
putative protein [Arabidopsis thaliana] 
gb|AAK49610.1|AF372894_l (AF372894) 
AT5gl4920/F2G14_40 [Arabidopsis thaliana] 
gb|AAK74054.1| (AY045696) AT5gl4920/F2G14_40 
[Arabidopsis thaliana] 


2 


3277 


7511204 


gi|75 1 1204|pir||T27899 hypothetical protein ZK546.5 - 
Caenorhabditis elegans gb|AAA68738.1| (U29380) 
Hypothetical protein ZK546.5 [Caenorhabditis elegans] 


3.4 


3279 


7492154 


gi|7492154|pir||T38426 major facilitator protein 
homolog - fission yeast (Schizosaccharomyces pombe) 


6 


3285 


14764251 


gi|14764251|ref|XP_01 1989.3| ELKL motif kinase 1 
isoform a [Homo sapiens] 


9E-18 


3286 


126686 


gi| 1 26686|sp|P27424|MGP l_BOVIN MICROFIBRIL- 
ASSOCIATED GLYCOPROTEIN PRECURSOR 
(MAGP) (MAGP-1) (TROPOELASTTN-BINDING 
PROTEIN) pir||A54151 microfibril-associated 
glycoprotein precursor - bovine gb|AAA62715. 1| 
(M5985 1) microfibril-associated glycoprotein [Bos 
taurus] gb|AAB29686.1| (S68064) microfibril- 
associated glycoprotein, MAGP=tropoelastin-binding 
protein [cattle, Peptide Partial, 183 aa] [Bos taurus] 


5.4 


3293 


13622462 


gi| 1 3 622462|gb| AAK34181.il (AE006573) conserved 
hypothetical protein [Streptococcus pyogenes Ml GAS] 


6 


3295 


7523494 


gi|7523494|dbj|BAA94222.1| (AP001633) hypothetical 
protein [Oryza sativa] 


0.16 


3301 


5815436 


gi|5 8 1 5436|gb| AAD5 2672 . 1 1 AF 1 78772_1 ( AF 1 78772) 
98kDa HDM allergen [Dermatophagoides farinae] 


8.3 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3302 


7522146 


gi|7522146|pir||T17467 rifamycin polyketide synthase 
modules 9-10 - Amycolatopsis mediterranei 
emb|CAAl 1039. 1| (AJ223012) rifamycin polyketide 
synthase, type 1 [Amycolatopsis mediterranei] 
gb|AAC01714.1| (AF040570) polyketide synthase 
[Amycolatopsis mediterranei] 


8.5 


3313 


14737876 


gi|14737876|ref|XP_031833.1| collagen, type V, alpha 1 
[Homo sapiens] 


9.6 


3316 


10092673 


gi|10092673|ref|NP_064709.1| hypothetical protein 
[Homo sapiens] ref|XP_048065.1| hypothetical protein 
[Homo sapiens] gb|AAC24312.1| (AC004382) 
Unknown gene product [Homo sapiens] 


0.000002 


3317 


135937 


gi|135937|sp|P04924|TNFA_RABIT TUMOR 
NECROSIS FACTOR PRECURSOR (TNF-ALPHA) 
(CACHECTIN) gb|AAA3 1482.1| (M12846) tumor 
necrosis factor [Oryctolagus cuniculus] 
gb|AAA3 1484.1| (M60340) tumor necrosis factor 
[Oryctolagus cuniculus] 


8.2 


3318 


11282039 


gi|11282039|pir||C82096 aminoacyl-histidine dipeptidase 
VC2279 [imported] - Vibrio cholerae (group Ol strain 
N16961) gb|AAF95423.1| (AE004299) aminoacyl- 
histidine dipeptidase [Vibrio cholerae] 


0.73 


3320 


11360605 


gi|l 1360605 |pir||A8 1752 conserved hypothetical protein 
TC0009 [imported] - Chlamydia muridarum (strain 
Nigg) gb|AAF3 8902.1| (AE002269) conserved 
hypothetical protein [Chlamydia muridarum] 


9.2 


55LY 


7491033 


gi|749 1 03 3 |pir||T3 8495 hypothetical protein 
SPAC29B 12.07 - fission yeast (Schizosaccharomyces 
pombe) 


0.46 


JJZ>Z> 


102425 


gi|l 02425 |pir||B41 132 collagen-related protein 2 - Hydra 
magnipapillata (fragment) pir||S21930 mini-collagen - 

TT, . 1 _ _ . . 'L. 1 f~\ A A /mOA 11 /~\7~ f 1 f\ A f \ ' ' 11 

Hydra sp emb|CAA43380.1| (X61046) mini-collagen 
[Hydra sp.] 


0.99 


3328 


7507644 


gi|7507644|pir||T25887 hypothetical protein T10H10.2 - 
Caenorhabditis elegans gb|AAB37989.1| (U80848) 
T10H10.2 gene product [Caenorhabditis elegans] 


4.3 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3331 


3738325 


gi|3738325|gb|AAC63666.1| (AC005170) cyclic 
nucleotide and calmodulin-regulated ion channel 
[Arabidopsis thaliana] 


9.1 


3332 


8978523 


gi|8978523|dbj|BAA98360.1| (AP002545) CT147 
hypothetical protein [Chlamydophila pneumoniae J 138] 


8.3 


3337 


12382001 


gi|12382001|dbj|BAB21270.1| (AP002844) hypothetical 
protein [Oryza sativa] 


2.6 


3338 


11466493 


gi|l 1466493|ref|NP_038196. 1| cytochrome c oxidase 
subunit 3 [Chrysodidymus synuroideus] 
gb|AAF36962.1|AF222718_36 (AF222718) cytochrome 
c oxidase subunit 3 [Chrysodidymus synuroideus] 


5.4 


3339 


7475952 


gi|7475952|pir||H69754 two-component sensor histidine 
kinase homolog yccG - Bacillus subtilis 
dbj|BAA22234.1| (AB000617) YccG [Bacillus subtilis] 
emb|CAB12067.1| (Z99105) similar to two-component 
sensor histidine kinase [YccH] [Bacillus subtilis] 


5.9 


3344 


340613 


gi|340613|gb|AAA3 1881.1| (L07545) A V was inserted 
after nt 369 (=nt 10459 in genomic sequence (M 10 126)) 
to correct -1 frameshift probably due to gel compression 
[Leishmania tarentolae] 


1.4 


3345 


10121788 


gi|10121788|gb|AAG13373.1| (AF268180) polyprotein 
[bovine viral diarrhea virus type 2] 


5.4 


3346 


3641252 


gi|3641252|gb|AAC36318.1| (AF053127) leucine-rich 
receptor-like protein kinase [Malus x domestica] 


0.49 


3347 


6226170 


gi|6226 1 70|sp|O6727 1 |SYE_AQUAE GLUTAMYL- 
TRNA SYNTHETASE (GLUTAMATE-TRNA 
LIGASE) (GLURS) pir||D70405 glutamate-tRNA 
ligase (EC 6.1.1.17)- Aquifex aeolicus 
gb|AAC07230. 1| (AE000729) glutamyl-tRNA 
synthetase [Aquifex aeolicus] 


3 


3348 


2127912 


gi|2 1 279 1 2|pir||B64428 formate hydrogenlyase, subunit 
5 - Methanococcus jannaschii gb|AAB9903 1 . 1 1 
(U67545) formate hydrogenlyase, subunit 5 
[Methanococcus jannaschii] 


2.9 
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SEQID 
NO 
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N 


DESCRIPTION 


P VALUE 


3351 


7507391 


gi|7507391|pir||T24665 hypothetical protein T07F10.4 - 
Caenorhabditis elegans emb|CAB01241.1| (Z77669) 
Dredicted using Genefinder~Similarity to Human mRNA 
XIAA0033) (TR:G436224) [Caenorhabditis elegans] 


6.3 


3355 


7476137 


gi|7476137|pir||A70989 hypothetical glycine-rich protein 
Rvl768 - Mycobacterium tuberculosis (strain H37RV) 
emb|CAB093 11.1| (Z95890) PE_PGRS 
Mycobacterium tuberculosis] 


4.1 


3359 


6782280 


gi|6782280|emb|CAB70 102.1| (AL132949) Y53F4B.7 

[Caenorhabditis elegans] emb|CAB701 13.2| 

(AL 132949) Y53F4B.26 [Caenorhabditis elegans] 


5.6 


3361 


14133241 


gi|14133241|dbj|BAA86438.2| (AB032950) KIAA1124 
protein [Homo sapiens] 


0.28 


3362 


117000 


gi|l 17000|sp|P04371|COXl_TRYBB CYTOCHROME 
C OXIDASE POLYPEPTIDE I pir||ODUTMB 
cytochrome-c oxidase (EC 1.9.3.1) chain I - 
Trypanosoma brucei mitochondrion gb|AAB59223. 1| 
(M14820) cytochrome c oxidase subunit I 
[Trypanosoma brucei] emb|CAB57806.1| (X01094) put. 
gene for cytochrome c oxidase subunit I gene 
[Trypanosoma brucei] 


1.7 


3369 


2072972 


gi|2072972|gb|AAC5 1276. 1| (U93572) putative pi 50 
[Homo sapiens] 


0.000008 


3371 


13476092 


gi|13476092|reflNP_107662.1| ABC transporter 
permease protein [Mesorhizobium loti] 
dbj|BAB53448.1| (AP003011) ABC transporter 
permease protein [Mesorhizobium loti] 


0.43 


3372 


13385538 


gi|13385538|ref|NP_080316.I| RIKEN cDNA 
2810036K01 gene [Mus musculus] dbj|BAB28520.1| 
(AK012865) putative [Mus musculus] 


2E-58 


3376 


14765434 


gill4765434|ref|XP_030354.1| similar to KIAA0220 
protein (H. sapiens) [Homo sapiens] 


8 


3393 


10641134 


gi|10641134|dbj|BAB16313.1| (AB049587) fork 
head/HNF-3 homologue [Ciona savignyi] 


9.2 


3396 


11358605 


gi|l 1358605|pir||T49882 pectin methyl-esterase-like 
protein - Arabidopsis thaliana emb|CAB87932. 1| 
(AL 163 9 12) pectin methyl-esterase-like protein 
[Arabidopsis thaliana] 


4.1 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3397 


4493932 


gi|4493932|emb|CAB38968.1|(AL034556) 
Hypothetical protein, PFC0580c [Plasmodium 
falciparum] 


7 


3400 


1 1496667 


gi| 1 1496667|ref]NP 045466. 1 1 conserved hypothetical 
protein [Borrelia burgdorferi] pir||F7023 1 conserved 
hypothetical protein BBG06 - Lyme disease spirochete 
plasmid G/lp28-2 gb|AAC66054.1| (AE000786) 
conserved hypothetical protein [Borrelia burgdorferi] 


7.3 


3403 


7020787 


gi|7020787|dbj|BAA91274.1| (AK000589) unnamed 
protein product [Homo sapiens] 


5E-19 


3404 


12045115 


gi| 1 2045 115 |refjNP 072926. 1 1 lipoprotein, putative 
[Mycoplasma gemtalium] sp|P47502|Y260_MYCGE 
HYPOTHETICAL LIPOPROTEIN MG260 
PRECURSOR pir||G64228 hypothetical protein 
homolog MG260 - Mycoplasma gemtalium 
gb|AAC7 1481.1| (U39705) lipoprotein, putative 
[Mycoplasma genitalium] 


3.4 


3407 


13959004 


gi| 1 3959004|gb|AAK5 1055 . 1 |AF36 1 075_2 (AF36 1 075) 
UL24 [Canine herpesvirus] 


0.89 


3408 


13814730 


gi|13814730|gb|AAK41724.1| (AE006765) Hypothetical 
protein [Sulfolobus solfataricus] 


9.1 


3415 


12744896 


gi|12744896|gb|AAK06840.1|AF329637_l (AF329637) 
mitofusin 1 precursor [Homo sapiens] 


0.16 


3416 


8922500 


gi|8922500|ref]NP_060600.1| hypothetical protein 
FLJ10539 [Homo sapiens] dbj|BAA91669.1| 
(AK001401) unnamed protein product [Homo sapiens] 


7.1 


3418 


6635084 


gi|6635084|emb|CAB64573.1| (AL135930) hypothetical 
protein L4738.02 [Leishmania major] 


3.5 


3419 


296559 


gi|296559|emb|CAA49925.1| (X70529) ORF YBR1730 
[Saccharomyces cerevisiae] 


0.42 


3422 


5579432 


gi|5579432|gb|AAD45553. 1|U70376_18 (U70376) 
SpcH [Streptomyces netropsis] 


6.3 


3423 


11466493 


gi|l 1466493|ref]NP_038196. 1| cytochrome c oxidase 
subunit 3 [Chrysodidymus synuroideus] 
gb|AAF36962.1|AF222718_36 (AF222718) cytochrome 
c oxidase subunit 3 [Chrysodidymus synuroideus] 


6 


3424 


1084985 


gi|1084985|pir||S51908 cryptogene protein G1(ND9) - 
Leishmania tarentolae (strain LEM125) 


6.6 


3426 


8778413 


gi|8778413|gb|AAF7942 1 . 1|AC025808_3 (AC025808) 
F 180 14.6 [Arabidopsis thaliana] 


4.2 
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SEQID 
NO 
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N 
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P VALUE 


3430 


13992688 


eil 1 3992688|gb|AAK5 1582.1 |AC022352 1 8 
(AC022352) Putative retroelement [Oryza sativa] 


9.3 


3431 


9280694 


gi|9280694|gb|AAF86563.1|AC069252_22 (AC069252) 
F2E2.6 [Arabidopsis thaliana] 


3.3 


3437 


4115918 


gi|4115918|gb|AAD03429.1| (AF118222) similar to 
nascent polypeptide associated complex alpha chain 
Arabidopsis thaliana] 


4.4 


3438 


7433244 


gi|7433244|pir||T01751 gibberellin 20-oxidase - common 
tobacco dbj|BAA3 1690. 1| (AB016084) Ntcl6 
Nicotiana tabacum] 


1.2 


3439 


3978489 


gi|3978489|gb|AAC83366.1| (AF092918) unknown 
Pseudomonas alcaligenes] 


8.5 


3441 


7506359 


gi|7506359|pir||T23969 hypothetical protein R06C7.5 - 
Caenorhabditis eleeans emblCAA95843 11 (Z71266) 
Similarity to Human adenylosuccinate lyase 
(SW:PUR8 HUMAN), contains similarity to Pfam 
domain: PF00206 (Lyase), Score=165.2, E-value=3.5e- 
46, N=l~cDNA EST EMBL:Z 14522 comes from this 
gene-cDNA EST yk67g5.3 comes from this 
gene-cDNA EST yk67g5> 


5.9 


3443 


12852662 


gi|12852662|dbj|BAB29494.1| (AK014667) putative 
[Mus musculus] 


2E-28 


3448 


9256527 


gi|9256527|ref|NP_061764. 1| ceroid-lipofuscinosis, 
neuronal 8 (epilepsy, progressive with mental 
retardation) [Homo sapiens] 

gb|AAF13115.1|AF123757_l (AF123757) putative 
transmembrane protein [Homo sapiens] 
gb|AAF13116.1|AF123758_l (AF123758) putative 
transmembrane nrotein [Homo saoiensl 
gb|AAF13117.1|AF123759_l (AF123759) putative 
transmembrane protein [Homo sapiens] 
gb|AAF13118.1|AF123760_l (AF123760) putative 
transmembrane protein [Homo sapiens] 
gb|AAF13119.1|AF123761_l (AF123761) putative 
transmembrane protein [Homo sapiens] 


2.7 


3457 


7705167 


gi|7705167|gb|AAC60545.2| (S54379) sucrose- 
phosphate synthase; SPS [Spinacia oleracea] 


8.6 


3461 


10179322 


gi|10179322|dbj|BAB13673.1| (AB041350) type IV 
collagen alpha 5 chain [Mus musculus] 


0.25 


3462 


13882453 


gi|13882453|gb|AAK47018.1| (AE007102) hypothetical 
protein [Mycobacterium tuberculosis CDC 1551] 


3.6 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 




SEQID 
NO 
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N 


DESCRIPTION 


P VALUE 




3466 


2499996 


gi|2499996|sp|Q45298|PTGA_CORGL PTS SYSTEM, 
GLUCOSE-SPFCTFTC TTARP rniWPnMTJMT 

(EIIABC-GLC) (GLUCOSE-PERMEASE IIABC 
COMPONENT) (PHOSPHOTRANSFERASE 
ENZYME II, ABC COMPONENT) (EII-GLC/EIII- 
GLC) gb|AAA22992.1| (L18875) DhosDhoenolDvruvate 

sugar phosphotransferase [Corynebacterium 
glutamicum] 


9.9 




3467 


7503384 


gi|7503384|pir||T31714 probable zinc proteinase (EC 
3.4.24.-) F44E7.4 - Caenorhabditis elegans 
gb|AAC25789.1| (AF016421) Hypothetical protein 
F44E7.4 [Caenorhabditis elegans] 


5.1 


u~l 


3472 


225485 


gi|225485|prfl|1304284B beejin [Dictyostelium 
discoideum] 


5 




3482 


7302644 


gi|7302644|gb|AAF57724.1| (AE003800) fj gene 
product [Drosophila melanogaster] 


0.19 


o 


3487 


3121914 


gi|3 1219 14|sp|Q37679|COX3_THEAN 
CYTOCHROME C OXIDASE POLYPEPTIDE in 
gb|AAA73631.1| (U32225) cytochrome oxidase 
polypeptide III [Theileria annulata] 


6.9 


O 


3489 


1351243 


gi|1351243|sp|P47749|THRR_XENLA THROMBIN 
RECEPTOR PRECURSOR pir||I51667 thrombin 
receptor - African clawed frog gb| AAA 1 8498. 1| 
(U09632) thrombin receptor [Xenopus laevis] 


6.2 




3491 


12517831 


gi|125 1783 l|gb|AAG58344. 1|AE005549_1 (AE005549) 
aerobic resoiration sensor-resnonse nrotein* hi^tiHinp 
protein kinase/phosphatase, sensor for arcA 

Escherichia coli 0157:H7 EDL933] dbj|BAB37512.1| 
(AP002564) aerobic respiration sensor-response protein 

Escherichia coli 0157:H7] 


6.9 




3492 


2240037 


gi|2240037|gb|AAB669 10.1| (AF005356) integrin 
subunit betaCnl [Acropora millepora] 


5.5 




3494 


14742385 


gi|14742385|reflXP_046349.1| 33219 [Homo sapiens] 


4.6 




3501 


12847027 


gi|12847027|dbj|BAB27408. 1| (AK01 1 1 13) putative 
Mus musculus] 


5.6 




3505 


1763691 


gi|1763691|gb|AAB39835.1| (U72048) glycoprotein 
Classical swine fever virus] 


1.2 




3507 


13470696 


gi|13470696|ref|NP_102265.1| unknown protein 
Mesorhizobium loti] dbj|BAB48051.1| (AP002994) 
unknown protein [Mesorhizobium loti] 


5.1 
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SEQ ID 
NO 
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N 
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P VALUE 


3511 


7706335 


gi|7706335|reflNP_057140.1| CGI-1 19 protein [Homo 
sapiens] gb|AAD34114.1|AF151877_l (AF151877) 
CGI-1 19 protein [Homo sapiens] 


2.3 


3512 


13812236 


gi|138 12236|ref|NP_l 13367. 1| hypothetical protein 
[Guillardia theta] gb|AAK3 9923 . 1 |AF 1 65 8 1 8_1 3 1 
(AF 165 8 18) hypothetical protein [Guillardia theta] 


2.4 


3513 


7510320 


gi|7510320|pir||T33571 hypothetical protein Y59C2A.2 - 
Caenorhabditis elegans gb|AAC68742.1| (AF099003) 
Y59C2A.2 gene product [Caenorhabditis elegans] 


0.37 


3517 


12724149 


gi|12724149|gb|AAK05281.1|AE006350 8 (AE006350) 
HYPOTHETICAL PROTEIN [Lactococcus lactis 
subsp. lactis] 


1.7 


3519 


2342679 


gi|2342679|gb|AAB70402.1| (AC000106) Similar to 
ViciasativaENBPl (gb|X95995). [Arabidopsis 
thaliana] 


5.2 


3520 


7305389 


gi|7305389|reflNP_038658.1| polycystic kidney disease 
1 homolog; polycystin-1 [Mus museums] 
gb|AAC53207. 1| (U70209) polycystic kidney disease 1 
protein [Mus musculus] 


2.2 


3523 


1353257 


gi|1353257|gb|AAB06234.1| (U26665) dimethyl 
sulphoxide reductase subunit B [Haemophilus 
influenzae] 


3.9 


3524 


I4794474 


gi|14794474|gb|AAK73355.1|AF390546_l (AF390546) 
gut-enriched kruppel-like factor [Rattus norvegicus] 


0.47 


3527 


7510320 


gi|7510320|pir||T33571 hypothetical protein Y59C2A.2 - 
Caenorhabditis elegans gb|AAC68742.1| (AF099003) 
Y59C2A.2 gene product [Caenorhabditis elegans] 


0.89 


3530 


10173181 


gi|10173181|dbj|BAB04286.1| (AP001509) nickel 
transport system (nickel-binding protein) [Bacillus 
lalodurans] 


4.6 


1 

JJD 1 


7442453 


gi|7442453|pir||G72215 oligopeptide ABC transporter, 
permease protein - Thermotoga maritima (strain MSB8) 
gb|AAD36813.1|AE001813_5 (AE001813) oligopeptide 
ABC transporter, permease protein [Thermotoga 
maritima] 


8.7 


3532 


11136027 


gi|l 1 136027|sp|O88553|ZF37_RAT ZINC FINGER 
PROTEIN 37 (ZFP-37) gb|AAC24590.1| (AF072439) 
zinc-finger protein-37; ZFP-37 [Rattus norvegicus] 


1.8 
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SEQ ID 
NO 
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N 
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P VALUE 


3538 


14732500 


gi|14732500|ref|XP_041698.1| hypothetical protein 
FLJ10904 [Homo sapiens] ref]XP_041699.1| 50659 
[Homo sapiens] 


8.5 


3540 


7438506 


gi|7438506|pir||T09963 mitosis-specific cyclin B-type - 
Madagascar periwinkle dbj|BAA2041 Ll| (D86386) B- 
type cyclin [Catharanthus roseus] 


0.75 


3541 


7495199 


gi|7495 199|pir||T3 1857 hypothetical protein C02E7. 14 - 
Caenorhabditis elegans gb|AAC24 1 7 1 . 1 1 (AF0 1 6446) 
Hypothetical protein C02E7J4 [Caenorhabditis 
elegans] 


4.9 


3542 


162223 


gi|162223|gb|AAA30233.1| (M27163) RNA polymerase 
III [Trypanosoma brucei] 


4.9 


3546 


6635084 


gi|6635084|emb|CAB64573.1| (AL135930) hypothetical 
protein L4738.02 [Leishmania major] 


2.7 


3549 


13095647 


gi|13095647|ref)NP__076562.1| unknown [Bovine 
herpesvirus 4] gb|AAK07989.1|AF318573_69 
(AF3 18573) unknown [Bovine herpesvirus 4] 


6.9 


3551 


11359423 


gi|l 1359423|pir||T48729 hypothetical protein 8D4.30 
[imported] - Neurospora crassa emb|CAB88545.1| 
(AL353819) conserved hypothetical protein 
Neurospora crassa] 


5.3 


3556 


13241881 


gi|13241881|gb|AAK16450.1| (AF327992) cytochrome 
oxidase subunit I [Platycryptus undatus] 


9.7 


3562 


4589564 


gi|4589564|dbj|BAA76804.1| (AB023177) KIAA0960 
protein [Homo sapiens] 


4.8 


3563 


7486330 


gi|7486330|pir||T05 1 13 hypothetical protein 
F28M20.240 - Arabidopsis thaliana emb|CAA19766. 1| 
(AL03 1004) putative protein [Arabidopsis thaliana] 
emb|CAB79875.1| (AL161579) putative protein 
Arabidopsis thaliana] 


8.3 


3569 


118965 


gill 18965|sp|P23098|DYHC TRIOR DYNEIN BETA 
CHAIN, CILIARY pir||S 17653 dynein beta heavy 
chain, ciliary - sea urchin (Tripneustes gratilla) 
smb|CAA42 170. 1| (X59603) Beta heavy chain of outer- 
arm axonemal dynein ATPase [Tripneustes gratilla] 
prfl|1714372A dynein:SUBUNIT=beta heavy chain 
Tripneustes gratilla] 


7.7 


3571 


7662078 


i|7662078|ref|NP_055454.1| KIAA0372 gene product 
[Homo sapiens] dbj|BAA20827.1| (AB002370) 
[CIAA0372 [Homo sapiens] 


5E-65 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3576 


5803098 


gi|5803098|refINP_006757.1| zinc finger protein 220; 
Monocytic leukemia zinc finger protein [Homo sapiens] 
sp|Q92794|MOZ_HUMAN MONOCYTIC 
LEUKEMIA ZINC FINGER PROTEIN (ZINC 
FINGER PROTEIN 220) gb|AAC50662.1| (U47742) 
monocytic leukaemia zinc finger protein [Homo sapiens] 


4.6 


3582 


9964384 


gi|9964384|ref|NP_064852.1| AMV070 [Amsacta 
moorei entomopoxvirus] gb|AAG02776.1|AF250284_70 
(AF250284) AMV070 [Amsacta moorei 
entomopoxvirus] 


9 


3583 


13272342 


gi| 1 3272342|gb| AAK 1 7 1 05 . 1 1 AF29 1 05 1_2 (AF29 1 05 1 ) 
ATP synthase subunit a [Candidatus Carsonella ruddii] 


1.3 


3586 


7505649 


gi|7505649|pir||T28783 hypothetical protein K09E10. 1 - 
Caenorhabditis elegans gb|AAC48044. 1| (AF003 149) 
Hypothetical protein K09E10.1 [Caenorhabditis 
elegans] 


2.9 


3587 


2981631 


gi|2981631|dbj|BAA25253.1| (AB012223) ORF2 [Canis 
familiaris] 


0.98 


3590 


6018210 


gi|6018210|gb|AAF01791.1| (AF143853) 82 kD heat 
shock protein [Moniliformis moniliformis] 


0.15 


3593 


7160719 


gi|7160719|emb|CAA88053.2| (Z48007) contains 
similarity to Pfam domain: PF00069 (Eukaryotic protein 
kinase domain), Score=49.7, E-value=3.4e-13, N=3; 
PF0021 1 (Adenylate and Guahylate cyclase catalytic 
domain), Score=325.1, E-value=2.5e-94, N=l; 
PF01094 (Receptor family ligand bi> 


4.3 


3599 


7470593 


gi|7470593|pir||S75491 hypothetical protein slr21 15 - 
Synechocystis sp. (strain PCC 6803) dbj|BAA18052.1| 
(D9091 1) ORF_ID:slr21 15~unknown protein 
[Synechocystis sp. PCC 6803] 


5.5 


3600 


1334398 


gi|1334398|emb|CAA33 190.1| (X15081) MURF2 
protein (AA 1-348) [Crithidia fasciculata] 


2.2 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3602 


118965 


gi|l 18965|sp|P23098|DYHC_TRIGR DYNEIN BETA 
CHAIN, CILIARY pir||S 17653 dynein beta heavy 
chain, ciliary - sea urchin (Tripneustes gratilla) 
emb|CAA42 1 70. 1 1 (X59603) Beta heavy chain of outer- 
arm axonemal dynein ATPase [Tripneustes gratilla] 
prf]|1714372A dynein: SUBUNIT=beta heavy chain 
[Tripneustes gratilla] 


9.8 


3603 


14578630 


gi| 1 4578630|gb|AAK689 1 9. 1 |AF 1 89282_9 (AF 1 89282) 
putative glycosyltransferase [Bacteroides fragilis] 


0.29 


3606 


14318569 


gi|143 18569|ref]NP_l 16702. 1| Yfr044cp 
[Saccharomyces cerevisiae] sp|P436161YFL4_YEAST 
HYPOTHETICAL 52.9 KD PROTEIN IN SAP155- 
YMR31 INTERGENIC REGION pir||S56299 
hypothetical protein YFR044c - yeast (Saccharomyces 
cerevisiae) dbj|BAA09283.1| (D50617) YFR044C 
[Saccharomyces cerevisiae] 


3 


3609 


10581847 


gi|10581847|gb|AAG20525.1| (AE005124) Vng2444c 
[Halobacterium sp . NRC- 1 ] 


4.5 


3616 


1363925 


gi| 1 363925 |pir||S57662 hypothetical protein 2 - North 
American opossum (fragment) emb|CAA88817. 1| 
(Z48955) ORF-2, putative RT [Didelphis virginiana] 


3.6 


3618 


1808609 


gi|1808609|emb|CAA64091.1| (X94355) D6L [Cowpox 
virus] emb|CAA72556.1| (Yl 1842) C6L [Cowpox 
virus] 


9.6 


3619 


14775653 


gi|14775653|ref|XP_045559.1| similar to KIAA0565 
gene product (H. sapiens) [Homo sapiens] 


4.7 


3621 


7475003 


gi|7475003|pir||G69801 hypothetical protein yfhO - 
Bacillus subtilis emb|CAB12689.1| (Z99108) yfhO 
[Bacillus subtilis] dbj|BAA24481.1| (D85082) YfhO 
[Bacillus subtilis] 


8.1 


3626 


5902895 


gi|5902895|dbj|BAA84478.1| (AB032367) type I 
polyketide synthase AVES 3 [Streptomyces avermitilis] 


4.3 


3627 


7444049 


gi|7444049|pir||F72275 phosphate regulon transcription 
regulator PhoB - Thermotoga maritima (strain MSB8) 
gb|AAD36333.1|AE001781_4 (AE001781) phosphate 
regulon transcriptional regulatory protein PhoB 
[Thermotoga maritima] 


2.8 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3630 


7507776 


gi|7507776|pir||T 16867 probable cytochrome P450 
T13C5.1 [similarity] - Caenorhabditis elegans 


1.6 


3632 


1 1360480 


gi|l 1360480|pir||H82745 acyl-[ACP]-UDP-N- 
acetylglucosamine XF0918 [imported] - Xylella 
fastidiosa (strain 9a5c) gb|AAF83728.1|AE003931_5 
(AE00393 1) acyl-[ACP]-UDP-N-acetylglucosamine 
[Xylella fastidiosa 9a5c] 


1.3 


3633 


13873167 


gi| 1 3873 1 67|gb|AAK43406. 1 1 (AF 1 9689 1) 
polygalacturonase inhibitor protein [Fragaria vesca] 
gb|AAK43407.1| (AF 196892) polygalacturonase 
inhibitor protein [Fragaria vesca] gb|AAK43408. 1| 
(AF196893) polygalacturonase inhibitor protein 
[Fragaria vesca] 


3.7 


3636 


10946710 


gi|10946710|reflNP_067350.1| Rhesus blood group- 
associated B glycoprotein; Rh type B glycoprotein [Mus 
musculus] gb|AAF 19371. 1| (AF193808) Rh type B 
glycoprotein [Mus musculus] 


4.9 


3638 


7447412 


gi|7447412|pir||T06201 xyloglucan endo-l,4-beta-D- 
glucanase (EC 3.2.1.-) - barley emb|CAA63662.1| 
(X93174) xyloglucan endotransglycosylase (XET) 
[Hordeum vulgare] 


5.5 


3639 


12620601 


gi| 1 262060 1 |gb|AAG60877. 1 |AF3220 1 2_1 82 
(AF322013) ID409 [Bradyrhizobium japonicum] 


6.4 


3640 


1175418 


gi|l 175418|sp|Q09743|ST16_SCHPO STE16 
PROTEIN pir||T39379 sexual differentiation and 
meiosis protein ste20 - fission yeast 
(Schizosaccharomyces pombe) emb|CAA90815.1| 
(Z54140) required for sexual difFerentiation and meiosis 
[Schizosaccharomyces pombe] emb|CAA11758.1| 
(AJ223984) Ste20 protein [Schizosaccharomyces 
pombe] 


4.6 


3641 


1172876 


gi|l 172876|sp|P35906|RDS_FELCA PERIPHERIN 
(RETINAL DEGENERATION SLOW PROTEIN) 
pir||I46087 peripherin - catgb|AAA19175.1| (M94047) 
peripherin [Felis catus] 


5.1 


3643 


825671 


gi|825671|emb|CAA34809.1| (X16934) B23 
nucleophosmin (280 AA) [Homo sapiens] 


2E-10 


3645 


2388576 


gi|2388576|gb|AAB7 1457.1| (AC000098) YUP8H12.17 
[Arabidopsis thaliana] 


3.7 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3648 


7498664 


gi|7498664|pir||T20598 hypothetical protein F08G2.4 - 
Caenorhabditis elegans emb|CAB04058.1| (Z81495) 
predicted using Genefinder~cDNA EST yk401a9.3 
comes from this gene~cDNA EST yk401a9.5 comes 
from this gene-cDNA EST yk523d8.3 comes from this 
gene~cDNA EST yk523d8.5 comes from this gene 
[Caenorhabditis elegans] gb|AAG50226.1|AF303268_l 
(AF303268) 20123 [Caenorhabditis elegans] 


9.4 


3654 


225992 


gi|225992|prf||1405326A GLI gene [Homo sapiens] 


3.2 


3657 


422532 


gi|422532|pir||A45407 collagen alpha 3(IV) chain - sea 
urchin (Strongylocentrotus purpuratus) 


0.94 


3658 


14149807 


gi|14149807|ref|NP_l 15517.1| hypothetical protein 
DKFZp434K1421 [Homo sapiens] emb|CAB66740.1| 
(AL136806) hypothetical protein [Homo sapiens] 


4E-65 


3665 


134872 


gi|134872|sp|P13666|SRCA_RABIT 
SARCALUMENIN PRECURSOR gb|AAA3 1 1 89. 1 1 
(M25750) sarcolumenin precursor [Oryctolagus 
cuniculus] 


8.1 


3670 


14734955 


gi|14734955|reflXP_046758.1| tensin [Homo sapiens] 


0.47 


3675 


14742385 


gi|14742385|ref]XP_046349.1| 33219 [Homo sapiens] 


2.1 


3676 


2197085 


gi|2197085|gb|AAD04635.1| (AF003535) ORF2-like 
protein [Homo sapiens] 


0.14 


3690 


1711034 


gi|171 1034|gb|AAB38323.1| (U78953) basic helix-loop- 
helix DNA binding protein HLH-3 [Caenorhabditis 
elegans] 


5.4 


3692 


2072964 


gi|2072964|gb|AAC51271.1| (U93569) putative pl50 
[Homo sapiens] 


0.15 


3693 


1857258 


gi|1857258|gb|AAB48409.1| (U75538) putative viral 
polymerase [tobacco streak virus] 


5.3 


3694 


8573079 


gi|8573079|ref|NP_059567.1| NADH dehydrogenase 
subunit 1 [Sciurus vulgaris] emb|CAB93985.1| 
(AJ238588) NADH dehdrogenase subunit 1 [Sciurus 
vulgaris] 


3E-15 


3699 


12654875 


gi|12654875|gb|AAH01281.1|AAH01281 (BC001281) 
tumor necrosis factor receptor superfamily, member 10b 
[Homo sapiens] 


7.9 


3704 


2961586 


gi|2961586|gb|AAC05758.1| (AF051294) NADH 
dehydrogenase subunit 1 [Dalbulus gelbus] 


4.3 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3707 


1504016 


gi|1504016|dbj|BAA13207.1| (D86971) no similarities 
to reported gene products [Homo sapiens] 


6E-11 


3709 


1 1466493 


gi|l 1466493|ref|NP_038 196. 1| cytochrome c oxidase 
subunit 3 [Chrysodidymus synuroideus] 
gb|AAF36962.1|AF222718_36 (AF222718) cytochrome 
c oxidase subunit 3 [Chrysodidymus synuroideus] 


5.7 


3710 


14089788 


gi|14089788|emb|CAC13547.1|(AL445564) 
LIPOPROTEIN [Mycoplasma pulmonis] 


2.4 


3724 


8978260 


gi|8978260|dbj|BAA98151.1| (AB025612) CLP 
protease regulatory subunit CLPX-like [Arabidopsis 
thaliana] 


5.4 


3727 


14748431 


gi|14748431|ref]XP_018068.2| hypothetical protein 
MGC3199 [Homo sapiens] 


0.000009 


3734 


10727054 


gi|10727054|gb|AAF46943.2| (AE003459) CG3037 
gene product [Drosophila melanogaster] 


3.8 


3735 


6323629 


gi|6323629|ref|NP_013700. 1| Yml013c-ap 
[Saccharomyces cerevisiae] pir||S69871 hypothetical 
protein YML012c-a - yeast (Saccharomyces cerevisiae) 


9 


3736 


4502081 


gi|450208 1 |ref]NP_00 1 626. 1 1 amphiphysin; 
amphiphysin (Stiff-Man syndrome with breast cancer 
128kD autoantigen) [Homo sapiens] ref)XP_035768.1| 
amphiphysin [Homo sapiens] reflXP 035767.11 
amphiphysin [Homo sapiens] 
sp|P49418|AMPH_HUMAN AMPHIPHYSIN 
pir|)S62400 amphiphysin (clone 22-2) - human 
gb|AAA2 1865.1| (U07616) amphiphysin [Homo 
sapiens] emb|CAA57197.1| (X81438) amphiphysin 
[Homo sapiens] 


0.61 


3741 


7492913 


gi|7492913|pir||T40695 probable ribosomal protein 
precursor, mitochondrial - fission yeast 
(Schizosaccharomyces pombe) emb|CAB36868.1| 
(AL035536) mitochondrial ribosomal protein L36 
[Schizosaccharomyces pombe] 


6.7 


3743 


1168945 


gi|l 1 68945 |sp|P30572|CHS2_CANAL CHITIN 
SYNTHASE 2 (CHITIN-UDP ACETYL- 
GLUCOSAMINYL TRANSFERASE 2) 
gb|AAB59308.2| (M82937) chitin synthase 2 [Candida 
albicans] 


1.2 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3745 


12722927 


gi| 1 2722927|gb|AAK04 181.1 |AE006247_3 (AE006247) 
UNKNOWN PROTEIN [Lactococcus lactis subsp. 
lactis] 


2.9 


3747 


6090792 


gi|6090792|gb|AAF03328.1| (AF101747) olfactory 
receptor [Pan paniscus] 


4.1 


3750 


12846356 


gi|12846356|dbj|BAB27137.1| (AK010713) putative 
[Mus musculus] 


0.000000004 


3754 


4240279 


gi|4240279|dbj|BAA74918.1| (AB020702) KIAA0895 
protein [Homo sapiens] 


10 


3755 


543715 


gi|543715|sp|P36875|2AAA_PEA PROTEIN 
PHOSPHATASE PP2A REGULATORY SUB UNIT A 
(PR65) pir||S40171 phosphoprotein phosphatase 2A 
65kDa regulatory chain - garden pea (fragment) 
pir||S43776 phosphoprotein phosphatase 2A 65kDa 
regulatory subunit - garden pea (fragment) 
emb|CAA81 107. 1| (Z25888) phosphoprotein 
phosphatase 2A 65kDa regulatory subunit [Pisum 
sativum] 


6E-12 


3756 


11353649 


gi|l 1353649|pir||D81094 hypothetical protein NMB1340 
[imported] - Neisseria meningitidis (group B strain 
MD58) gb|AAF41715.1| (AE002482) hypothetical 
protein [Neisseria meningitidis MC58] 


3.4 


3761 


1 1276053 


gi|l 1276053|gb|AAG33872.1|AF319939_l (AF319939) 
enhancin [Choristoneura fumiferana granulovirus] 


4.3 


3763 


13812312 


gi|138 123 12|ref]NP_l 13430. 1| 40S ribosomal protein 
SSA [Guillardiatheta] emb|CAC26999.1| (AJ010592) 
40S ribosomal protein SSA [Guillardia theta] 


9.3 


3764 


4115943 


gi|4 1 1 5943|gb|AAD03453 . 1 1 (AF 1 1 8223) contains 
similarity to eukaryotic protein kinase domains (Pfam: 
PF00069, score=312.6, E=4.7e-90, N=l) and EF hand 
domains (Pfam: PF00036, score=131, E=2.1e-35, N=4) 
[Arabidopsis thaliana] emb|CAB80837.1| (AL161501) 
putative calcium dependent protein kinase [Arabidopsis 
thaliana] 


1.2 


3765 


7494381 


gi|7494381|pir||H71613 probable multiple 
transmembrane domain protein PFB0475c - malaria 
parasite (Plasmodium falciparum) gb|AAC71884. 1| 
(AE001397) predicted multiple transmembrane domain 
protein [Plasmodium falciparum] 


8.5 



560 





Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3768 


3930075 


gi|3930075|gb|AAC82262.1| (U81928) envelope 
glycoprotein [Human immunodeficiency virus type 1] 


2.5 


3769 


4493896 


gi|4493896|emb|CAB39005.1| (AL034558) predicted 
using hexExon; MAL3P2.18 (PFC0245c), Hypothetical 
protein, len: 3934 aa [Plasmodium falciparum] 


9.2 


3770 


14193274 


gi|14193274|gb|AAK55866. 1|AF267203_2 (AF267203) 
ATP synthase gamma subunit [Candidatus Carsonella 
ruddii] 


6.3 


3771 


1 1499055 


gi|l 1499055|ref|NP_070289. 1| hypothetical protein 
[Archaeoglobus fulgidus] sp|O28812(YE60_ARCFU 
HYPOTHETICAL PROTEIN AF1460 pir||C69432 
hypothetical protein AF1460 - Archaeoglobus fulgidus 
gb|AAB89791.1| (AE001002) A. fulgidus predicted 
coding region AF1460 [Archaeoglobus fulgidus] 


5.9 


3773 


7301453 


gi|7301453|gb|AAF56578.1| (AE003755) CG12290 
gene product [Drosophila melanogaster] 


9.3 


3777 


11467606 


gi|l 1467606|ref]NP_050068. 1| NH2 terminus uncertain 
[Leishmania tarentolae] pir||B26696 hypothetical protein 
1 (CYb-COII intergenic region) - Leishmania tarentolae 
mitochondrion (fragment) gb|AAA96601.1| (M 10 126) 
NH2 terminus uncertain [Leishmania tarentolae] 


0.4 


3780 


7507710 


gi|7507710|pir||T23023 hypothetical protein T12A7.5 - 
Caenorhabditis elegans emb|CAB07423.1| (Z92847) 
cDNA EST yk26a3.5 comes from this gene-cDNA EST 
yk29g7.5 comes from this gene-cDNA EST yk29g8.5 
comes from this gene~cDNA EST yk50c8.5 comes from 
this gene-cDNA EST yk52f!2.5 comes from this 
gene-cDNA EST yk53cl .5 comes from this 
gene-cDNA EST> emb|CAA98143.1| (Z73911) cDNA 
EST yk26a3.5 comes from this gene-cDNA EST 
yk29g7.5 comes from this gene-cDNA EST yk29g8.5 
comes from this gene-cDNA EST yk50c8.5 comes from 
this gene-cDNA EST yk52fl2.5 comes from this 
gene-cDNA EST yk53cl.5 comes from this 
gene-cDNA EST> 


2.6 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3783 


13994312 


gi| 1 39943 12|ref|NP_l 14137.1| testis transcript Y 13 
[Homo sapiens] ref]XP_040549. 1| testis transcript Y 13 
[Homo sapiens] gb|AAK13492.1|AF332242_l 
(AF332242) transcript Y 13 [Homo sapiens] 


2.6 


3786 


1169093 


gi|l 169093|sp|P45815|CRFl_YARLI COPPER 
RESISTANCE PROTEIN CRF1 emb|CAA80803.1| 
(Z23265) Product required for copper resistance 
[Yarrowia lipolytica] 


7.1 


3787 


3599476 


gi|3599476|gb|AAC69336.1| (AF084637) serendipity 
alpha protein [Drosophila virilis] 


2.5 


3793 


14728817 


gi|14728817|ref]XP_047357.1| KIAA0342 gene product 
[Homo sapiens] 


9.5 


3795 


11281706 


gi|l 1281706|pir||B81937 competence protein NMA0906 
[imported] - Neisseria meningitidis (group A strain 
Z2491) emb|CAB84 183. lj (AL162754) competence 
protein [Neisseria meningitidis Z2491] 


5.5 


3797 


11096149 


gi|l 1096149|gb|AAG30214.1|AF296334_l (AF296334) 
collagen-like surface protein [Streptococcus pyogenes] 


2.4 


3798 


1827933 


gi|1827933|pdb|lPCA| Procarboxypeptidase A 
(E.C.3.4.12.2) 


1.3 


3800 


6320364 


gi|6320364|reflNP_010444.1| regulator of transporters; 
Ssylp [Saccharomyces cerevisiae] 
sp|Q03770|SSYl_YEAST PUTATIVE AMINO-ACID 
PERMEASE SSY1 pir||S57984 probable membrane 
protein YDR160w - yeast (Saccharomyces cerevisiae) 
emb|CAA90380.1| (Z50046) unknown [Saccharomyces 
cerevisiae] 


0.92 


3803 


14973521 


gi|14973521|gb|AAK76078.1| (AE007490) ribosomal 
large subunit pseudouridine synthase, RluD subfamily 
[Streptococcus pneumoniae] 


7.4 


3807 


10834955 


gi|10834955|ref[NP_066916.1| ICP4 protein [Gallid 
herpesvirus 3] dbj|BAB16594.1| (AB049735) ICP4 
protein [Gallid herpesvirus 3] 


1.6 


3817 


13430085 


gi|13430085|gb|AAK25738. 1|AF291747_1 (AF291747) 
zinc-finger transcription factor KROX20 [Gallus gallus] 


0.63 


3822 


7462422 


gi|7462422|pir||A72258 hypothetical protein - 
Thermotoga maritima (strain MSB8) 
gb|AAD36479.1|AE001793_9 (AE001793) hypothetical 
protein [Thermotoga maritima] 


9.7 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


abQ ID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3828 


7517565 


gi|75 17565 |pir||A70328 hypothetical protein aq_3 1 1 - 
Aquifex aeolicus gb|AAC06616.1| (AE000683) putative 
protein [Aquifex aeolicus] 


3.7 


3830 


3924618 


gi|3924618|gb|AAC79121.1| (U88902) putative 
envelope protein [Homo sapiens] 


0.0000006 


3835 


7023029 


gi|7023029|dbj|BAA91807.1| (AK001647) unnamed 
protein product [Homo sapiens] 


4E-80 


3836 


12698001 


gi|12698001|dbj|BAB21819.1| (AB051515) KIAA1728 
protein [Homo sapiens] 


0.0004 


3837 


5281354 


gi|5281354|gb|AAD41491.1|AF136456_l (AF136456) 
transcription factor Tcf3b [Danio rerio] 


5 


3838 


9628045 


gi|9628045|refINP_042639.1| ORF 42 [Equine 
herpesvirus 2] pir||S55637 hypothetical protein 42 - 
equine herpesvirus 2 gb|AAC13830.1| (U20824) ORF 
42 [Equine herpesvirus 2] 


7.1 


3839 


9964462 


gi|9964462|ref]NP_064930.1| AMV148 [Amsacta 
moorei entomopoxvirus] 

gb|AAG02854.1|AF250284_148 (AF250284) AMV148 
[Amsacta moorei entomopoxvirus] 


5.8 


3844 


13357611 


gi|1335761 l|ref|NP_077885.1| membrane nuclease A - 
hypothetical [Ureaplasma urealyticum] pir||A82939 
membrane nuclease A, hypothetical UU055 [imported] - 
Ureaplasma urealyticum gb|AAF30460.1|AE002105_l 
(AE002105) membrane nuclease A - hypothetical 
Ureaplasma urealyticum] 


2.9 


3845 


2425188 


gi|2425188|dbj|BAA22281.1| (AB007035) FGF receptor 
3 [Xenopus laevis] 


2.5 


3848 


11351069 


gi| 1 135 1069|pir||H83232 probable ATP-dependent 
helicase PA3297 [imported] - Pseudomonas aeruginosa 
(strain PAOl) gb|AAG06685.1|AE004752_l 
(AE004752) probable ATP-dependent helicase 
Pseudomonas aeruginosa] 


4.2 


3850 


7141304 


gi|7141304|gb|AAF37281.1| (AF225702) RSH1 
Arabidopsis thaliana] 


9.3 


3852 


11352313 


gi| 1 13523 13|pir||G83376 probable trehalose synthase 
PA2152 [imported] - Pseudomonas aeruginosa (strain 
PAOl) gb|AAG05540.1|AE004642_7 (AE004642) 
irobable trehalose synthase [Pseudomonas aeruginosa] 


3 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3856 


9453863 


gi|9453863|dbj|BAB03284.1| (AB037278) complement 
C4A [Cyprinus carpio] 


5.5 


3859 


11466282 


gi|11466282|ref|NP_049597.1| orfl386 [Tetrahymena 
pyriformis] gb|AAD41942.1|AF160864_30 (AF160864) 
orfl386 [Tetrahymena pyriformis] 


7.5 


3861 


9626695 


gi|9626695|ref|NP_040967.1| overlapping out-of-phase 
protein [Eggplant mosaic virus] 
sp|P20129|V70K_EPMV 70 KD PROTEIN 
gb|AAA43038.1| (J04374) overlapping out-of-phase 
protein [Eggplant mosaic virus] 


5.6 


3862 


7473683 


gi|7473683|pir||H75456 probable succinate 
dehydrogenase, hydrophobic subunit SdhD - 
Deinococcus radiodurans (strain Rl) 
gb|AAF10526.1|AE001947_9 (AE001947) succinate 
dehydrogenase, hydrophobic subunit SdhD, putative 
[Deinococcus radiodurans] 


5.2 


3864 


11359953 


gi|l 1359953|pir||T46330 hypothetical protein 
DKFZp434D05 13.1- human (fragment) 
emb|CAB70660.1| (AL137259) hypothetical protein 
[Homo sapiens] 


6E-28 


3867 


3056600 


gi|3056600|gb|AAC1391 1.1|AAC1391 1 (AC004255) 
T1F9.21 [Arabidopsis thaliana] 


5.5 


3872 


11358605 


gi|l 1358605|pir||T49882 pectin methyl-esterase-like 
protein - Arabidopsis thaliana emb|CAB87932. 1| 
(AL163912) pectin methyl-esterase-like protein 
[Arabidopsis thaliana] 


3.9 


3873 


5917666 


gi|5917666|gb|AAD55980.1|AF159297_l (AF159297) 
extensin-like protein [Zea mays] 


9.2 


3879 


15011489 


gi|1501 1489|gb|AAK77584. 1|AF396436_24 
(AF396436) heme maturase [Tetrahymena thermophila] 


3 


3880 


5835877 


gi|5835877|ref]NP_008647. 1|ND2_15072 NADH 
dehydrogenase subunit 2 [Ceratitis capitata] 
emb|CAB45088.1| (AJ242872) NADH dehydrogenase 
(ubiquinone) chain 2 [Ceratitis capitata] 


0.85 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3881 


10956089 


gi|10956089|refINP_052581.1| OrG [Pediococcus 
pentosaceus] ref|NP_037562.1| mobilization protein 
[Pediococcus pentosaceus] 
gb|AAD25894.1|AF069302_2 (AF069302) OrG 
[Pediococcus pentosaceus] 

gb|AAD39619.1|AF033858_2 (AF033858) mobilization 
protein [Pediococcus pentosaceus] 


5.5 


3883 


9294238 


gi|9294238|dbj|BAB02140.1| (AP000411) contains 
similarity to reverse transcriptase~gene_id:Kl 1J14.5 
[Arabidopsis thaliana] 


6.3 


3885 


975667 


gi|975667|emb|CAA6 1500.1| (X89213) RNA 
polymerase [Infectious hematopoietic necrosis virus] 
prf||2121413F RNA polymerase [Infectious 
hematopoietic necrosis virus] 


4.3 


3886 


138293 


gi| 138293|sp|P23041 |VGLG_HRSV8 MAJOR 
SURFACE GLYCOPROTEIN G (ATTACHMENT 
GLYCOPROTEIN G) pir||MGNZ60 major surface 
glycoprotein G - human respiratory syncytial virus 
(strain 8/60) gb|AAA47408.1| (M73545) attachment 
protein [Human respiratory syncytial virus] 
gb|AAA47413. 1| (M55633) attachment glycoprotein 
[Human respiratory syncytial virus] 


2.1 


3888 


9628729 


gi|9628729|ref]NP_043760.1| U4 [Human herpesvirus 7] 
sp|P52521|VU4_HSV7J U4 PROTEIN pir||T41908 
hypothetical protein U4 - human herpesvirus 7 (strain 
JI) gb| AAC54668.1| (U43400) U4 gene product [Human 
herpesvirus 7] gb|AAC40722.1| (AF037218) U4 
[Human herpesvirus 7] 


0.77 


3891 


13376093 


gi|13376093|ref|NP_079033.1| hypothetical protein 
FLJ 12879 [Homo sapiens] dbj|BABI4321.1| 
(AK022941) unnamed protein product [Homo sapiens] 


6.5 


3892 


7508715 


gi|7508715|pir||T26003 hypothetical protein 
VC27A7L.1 - Caenorhabditis elegans 
emb|CAB09 130.1| (Z95621) contains similarity to Pfam 
domain: PF01461 (7TM chemoreceptor), Score=-47.3, 
E-value=1.9e-12, N=l [Caenorhabditis elegans] 


4.7 


3893 


2961421 


gi|296 142 l|dbj|BAA25 153.1| (AB011027) PnslO-2 [oat 
sterile dwarf virus] 


7.5 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQ ID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3899 


1 1276053 


gi|l 1276053|gb|AAG33872.1|AF319939_l (AF319939) 
enhancin [Choristoneura fumiferana granulovirus] 


3.7 


3904 


10177870 


gi| 1 0 1 77870|dbj |BAB 11240.1) (ABO 1 0074) 
potassium/proton antiporter-like protein [Arabidopsis 
thaliana] 


2.7 


3907 


9629709 


gi|9629709|ref|NP_045001.1| methyltransferase (MT) 
and helicase (HEL) domains [Little cherry closterovirus] 
emb|CAA7 1285.1| (Y10237) methyltransferase (MT) 
and helicase (HEL) domains [Little cherry closterovirus] 


4.1 


3908 


14756677 


gi|14756677|ref|XP_040326.1| absent in melanoma 1 
[Homo sapiens] 


0.96 


3911 


9630708 


gi|9630708|ref|NP_047255.1| gag-pol precursor 
polyprotein gPr80 [Feline leukemia virus] 
gb|AAC3 1801.1| (AF052723) gag-pol precursor 
polyprotein gPr80 [Feline leukemia virus] 


0.021 


3913 


91039 


gi|9 1 03 9|pir|| S04847 leukocyte adhesion protein CD 18 
precursor - mouse emb|CAA33077.1| (X14951) CD 18 
antigen preprotein [Mus musculus] 


4.6 


3916 


5107943 


gi|5 107943 |gb|AAD40 1 85 . 1 |AF 1 57488_1 (AF 1 57488) 
36DE accessory gland protein [Drosophila 
melanogaster] gb|AAF53664.1| (AE003658) Acp36DE 
gene product [Drosophila melanogaster] 


5.8 


3919 


4809000 


gi|4809000|gb|AAD30054.1| (AF133052) pol 
polyprotein [walleye epidermal hyperplasia virus type 2] 


0.000004 


3920 


7262603 


gi|7262603 |gb|AAF4390 1 . 1 |AF 1 62 1 34_ 1 (AF 1 62 1 34) 
immunoglobulin epsilon heavy chain constant region 
Felis catus] 


8.9 


3927 


12963481 


gi|12963481|ref]NP_061927.1| hypothetical protein 
MGC5560; hypothetical protein [Homo sapiens] 
dbjlBAB 14342. 1| (AK022978) unnamed protein product 
Homo sapiens] 


2E-66 




13651251 


gi| 1 365 1 25 1 |reflXP_0 1 7240. 1 1 15060 [Homo sapiens] 


0.00000003 


3930 


11466329 


gi| 1 1466329|ref|NP_05 1 157. 1 1 ATP synthase F0 subunit 
6 [Cafeteria roenbergensis] 
gb|AAF05808.1|AF193903_31 (AF193903) ATP 
synthase F0 subunit 6 [Cafeteria roenbergensis] 


8.3 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 




7452186 


gi|7452186|pir||S75936 hypothetical protein slr0023 - 
Synechocystis sp. (strain PCC 6803) dbj|BAA10783.1| 
(D64006) ORF_ID:slr0023~unknown protein 
[Synechocystis sp. PCC 6803] 


7.7 


3935 


12720861 


gi| 1272086 l|gb| AAK02675.1| (AE006095) unknown 
[Pasteurella multocida] 


1.2 


3937 


8919178 


gi|8919178|emb|CAB96077.1| (AJ277244) alpha- 
glucosidase [Solanum tuberosum subsp. tuberosum] 


5.7 


3938 


12830385 


gi|12830385|emb|CAC29069.1|(AJ408289) 
immunoglobulin lambda light chain variable region 
[Homo sapiens] 


2.1 


■JO/IT 


13385576 


gi|13385576|reflNP_080353.1| RIKEN cDNA 
3110040N11 gene [Mus musculus] dbj|BAB29184.1| 
(AK014163) putative [Mus musculus] dbj|BAB3103Ll| 
(AK018003) putative [Mus musculus] dbj|BAB31634.1| 
(AK0 19261) putative [Mus musculus] 


5E-48 


3945 


13476785 


gi|13476785|ref|NP_108354.1| transcription regulator 
[Mesorhizobium loti] dbj|BAB53815.1| (AP003013) 
transcription regulator [Mesorhizobium loti] 


5.6 


3947 


13357649 


gi|13357649|ref|NP__077923.1| unique hypothetical 
membrane lipoprotein [Ureaplasma urealyticum] 
pir||E82934 hypothetical protein UU092 [imported] - 
Ureaplasma urealyticum gb|AAF30498.1|AE002109_l 
(AE002109) unique hypothetical membrane lipoprotein 
[Ureaplasma urealyticum] 


4.1 


3951 


1 C O 1 A A 

13358144 


gi|13358144|ref|NP_078418.1| conserved hypothetical 
membrane lipoprotein [Ureaplasma urealyticum] 
pir||G82873 conserved hypothetical membrane 
lipoprotein UU579 [imported] - Ureaplasma urealyticum 
gb|AAF30993.1|AE002156_8 (AE002156) conserved 
hypothetical membrane lipoprotein [Ureaplasma 
urealyticum] 


8.1 


3956 


7299437 


gi|7299437|gb|AAF54626.1| (AE003691) KP78b gene 
product [Drosophila melanogaster] 


5.5 


3961 


6729023 


gi|6729023|gb|AAF27019. 1|AC009177__9 (AC009177) 
hypothetical protein [Arabidopsis thaliana] 


9.8 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3962 


2645329 


gi|2645329|gb|AAB87213.1| (U83821) NADH 
dehydrogenase subunit 4 [Oryzomys palustris] 


6.6 


3965 


11280919 


gi|l 1280919|pir||T46939 hypothetical protein 1 
[imported] - Agrobacterium tumefaciens plasmid 
pAtK84b gb|AAD31598.1|AF065244_2 (AF065244) 
unknown [Agrobacterium tumefaciens] 


0.33 


3966 


7305249 


gi|7305249|re£fNP_038748.1| MAX-interacting protein 
[Mus musculus] gb|AAF24761.1| (AF205935) MGA 
protein [Mus musculus] 


3E-51 


3969 


5901753 


gi|5901753|gb|AAD55397.1| (AF177905) hypothetical 
protein [Candida glabrata] 


1.6 


3973 


9635492 


gi|9635492|ref|NP_059583.1| gtrA [Enterobacteria 
phage P22] sp|P57021|GTRA_BPP22 
BACTOPRENOL-LINKED GLUCOSE 
TRANSLOCASEgb|AAF75001.1| (AF217253) gtrA 
[Enterobacteria phage P22] 


4 


3975 


2143428 


gi|2143428|pir||I58123 aggrecan - mouse (fragment) 
gb|AAB32 159.1| (S73720) aggrecan=cmd(aggrecan) 
[mice, cmd/cmd, liver, Peptide Partial Mutant, 1 12 aa] 
[Mus sp.] 


3.3 


3979 


14767565 


gi| 14767565|reflXP_027089. 1 1 N-acetylated alpha- 
linked acidic dipeptidase 2 [Homo sapiens] 
emb|CAB39967. 1 1 (AJ012370) NAALADase II protein 
[Homo sapiens] 


1.3 


3980 


11359267 


gi|l 1359267|pir||T50192 probable pseudouridylate 
synthase [imported] - fission yeast 
(Schizosaccharomyces pombe) emb|CAB61771.1| 
(AL133225) probable pseudouridylate synthase 
[Schizosaccharomyces pombe] 


1.7 


3982 


13652498 


gi|13652498|ref]XP_007053.3| tubby like protein 3 
[Homo sapiens] reflXP_045148.1| 8937 [Homo sapiens] 


5.1 


3983 


9978891 


gi|9978891|sp|P57059|SNlL_HUMAN PROBABLE 
SERINE/THREONINE PROTEIN KINASE SNF1LK 
dbj|BAA95536.1| (AP001751) gene similar to rat 
protein kinase (KID2) [Homo sapiens] 


1.6 


3986 


7448436 


g i|7448436|pir||E71674 hypothetical protein RP682 - 
Rickettsia prowazekii emb|CAA15119.1| (AJ235272) 
unknown [Rickettsia prowazekii] 


2.2 


3987 


13815874 


gi|13815874|gb|AAK42697.1| (AE006854) Hypothetical 
protein [Sulfolobus solfataricus] 


3.8 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3989 


7485330 


gi|7485330|pir||T04802 hypothetical protein 
F10M23.130 - Arabidopsis thaliana emb|CAB36525.1| 
(AL035440) putative APG protein [Arabidopsis 
thaliana] emb|CAB79534. 1| (AL161565) putative APG 
protein [Arabidopsis thaliana] 


4.5 


3991 


7295073 


gi|7295073|gb|AAF50399.1| (AE003555) Talin gene 
product [Drosophila melanogaster] gb|AAG22814.1| 
(AF299248) talin [Drosophila melanogaster] 


3.8 


3992 


14456133 


gi|14456133|emb|CAC41650.1| (AJ3 15577) putative 
nitrate reductase [Ustilago maydis] 


8 


3993 


533179 


gi|533179|gb|AAA56944.1| (L33090) pol protein 
[Human immunodeficiency virus type 2] 


7.4 


3996 


14250408 


gi|14250408|gb|AAH08638. 1|AAH08638 (BC008638) 
Similar to aspartyl-tRNA synthetase [Mus musculus] 


4.1 


4000 


14775307 


gi|14775307|ref]XP_042250.1| similar to nuclear pore 
complex interacting protein (H. sapiens) [Homo sapiens] 


3.5 


4002 


7507695 


gi|7507695|pir||T24847 hypothetical protein Tl 1G6.7 - 
Caenorhabditis elegans emb|CAA93415.1| (Z69384) 
predicted using Geneflnder [Caenorhabditis elegans] 


8.3 


4008 


1173359 


gi|l 173359|sp|P45287|SAPC_HAEIN PEPTIDE 
TRANSPORT SYSTEM PERMEASE PROTEIN 
SAPC pir||C64134 sapC protein homolog - 
Haemophilus influenzae (strain Rd KW20) 
gb|AAC23287.1| (U32837) peptide ABC transporter, 
permease protein (sapC) [Haemophilus influenzae Rd] 


0.83 


4009 


13385538 


gi|13385538|reflNP_080316.1| RIKEN cDNA 
2810036K01 gene [Mus musculus] dbj|BAB28520.1| 
(AK012865) putative [Mus musculus] 


1E-41 


4011 


13639013 


gi|13639013|reflXP_012007.2| dual specificity 
phosphatase 8 [Homo sapiens] 


9.1 


4015 


1079359 


gi| 1 079359[pir|| JC2394 phospholipase A2 inhibitor 25K 
chain - monocled cobra gb|AAB32583. 1| phospholipase 
A2 25 kda subunit, PLA2 25 kda subunit=urokinase- 
type plasminogen activator receptor homolog [Naja naja 
kaouthia=Thailand cobras, blood, Peptide, 185 aa] 


5 
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SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4016 


284079 


gi|284079|pir||E4 1925 hypothetical protein 3 - human 
gb|AAA58464.1| (M69297) ORF 3 [Homo sapiens] 


0.005 


4017 


7293601 


gi|7293601|gb|AAF48973.1| (AE003512) CG14217 
gene product [Drosophila melanogaster] 


2.9 


4020 


11352313 


gi|l 13523 13|pir||G83376 probable trehalose synthase 
PA2152 [imported] - Pseudomonas aeruginosa (strain 
PAOl) gb|AAG05540.1|AE004642_7 (AE004642) 
probable trehalose synthase [Pseudomonas aeruginosa] 


2.9 


4023 


11386701 


gi|l 1386701|sp|Q9V773|C6AK_DROME PROBABLE 
CYTOCHROME P450 6A20 (CYPVTA20) 


9 


4030 


7332064 


gi|7332064|gb|AAF60751.1| (AC006801) contains 
similarity to Loligo pealei microtubule-associated 
protein HI (PIR:S28831) [Caenorhabditis elegans] 


1.7 


4034 


13242494 


gi|13242494|ref|NP_077507.1| EsV-1-22 [Ectocarpus 
siliculosus virus] 


1.6 


4035 


7522108 


gi|7522108|pir||T29097 pro-pol-dUTPase polyprotein - 
murine endogenous retrovirus ERV-L (fragment) 
emb|CAA73251.1| (Y12713) protease; reverse 
transcriptase; RNaseH; integrase; dUTPase; Pro-Pol- 
dUTPase polyprotein [Mus musculus] 


0.025 


4042 


12045115 


gi|12045115|ref]NP_072926.1| lipoprotein, putative 
[Mycoplasma genitalium] sp|P47502|Y260_MYCGE 
HYPOTHETICAL LIPOPROTEIN MG260 
PRECURSOR pir||G64228 hypothetical protein 
homolog MG260 - Mycoplasma genitalium 
gb|AAC7 1481.1| (U39705) lipoprotein, putative 
[Mycoplasma genitalium] 


3.2 


4044 


14249544 


gi|14249544|ref|NP__l 16223. 1| hypothetical protein 
FLJ14751 [Homo sapiens] dbj|BAB55272.1| 
(AK027657) unnamed protein product [Homo sapiens] 


0.27 


Af\ A £ 

4046 


6474685 


gi|6474685|dbj|BAA87286.1| (AB027982) Protein 
kinase C-like 1 [Schizosaccharomyces pombe] 


1.9 


4049 


1514669 


gi|1514669|emb|CAA87082.1| (Z46958) adenyl cyclase 
[Xenopus laevis] 


0.56 


4050 


1514669 


gi|1514669|emb|CAA87082.1| (Z46958) adenyl cyclase 
[Xenopus laevis] 


0.85 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4051 


2499547 


gi|2499547|sp|P77 153|WZB_ECOLI PROBABLE 
LOW MOLECULAR WEIGHT PROTEIN- 
TYROSINE-PHOSPHATASE WZB pir||D64972 
probable protein-tyrosine-phosphatase (EC 3. 1.3.48) 
wzb, low molecular weight - Escherichia coli 
gb|AAC77834.1| (U38473) putative acid phosphatase 
[Escherichia coli] gb|AAC75 122. 1| (AE000296) 
probable protein-tyrosine-phosphatase [Escherichia coli 
K12] gb|AAG57121.1|AE005432_2 (AE005432) 
probable protein-tyrosine-phosphatase [Escherichia coli 
0157.H7 EDL933] dbj|BAB36289.1| (AP002560) 
probable protein-tyrosine-phosphatase [Escherichia coli 
0157:H7] 


2.8 


4052 


14916565 


gi|14916565|sp|Q9XHG2|FLS_MALDO FLAVONOL 
SYNTHASE (FLS) gb|AAD26261.1|AFl 19095_1 
(AF1 19095) flavonol synthase [Malus x domestica] 


3.8 


4053 


3769667 


gi|3769667|gb|AAC64604.1| (AF093797) unknown 
[Norwalk virus] 


2.8 


4060 


14335082 


gi|14335082|gb|AAK59820.1|(AY037220) 
AT4g24060/T19F6_50 [Arabidopsis thaliana] 


1.3 


4061 


12838540 


gi|12838540|dbj|BAB24237.1| (AK005786) putative 
[Mus musculus] 


4.3 


4066 


7549797 


gi|7549797|ref]NP_035731.1| T lymphoma oncogene 
[Mus musculus] sp|P17408|TLM_MOUSE TLM 
PROTEIN (TLM ONCOGENE) pir||S10151 
transforming protein tlm - mouse (strain balb/c) 
emb|CAA36859.1| (X52634) tlm protein [Mus 
musculus] 


0.58 


4U6 1 


11357726 


gi|11357726|pirj|T51437 hypothetical protein F2G14_40 
- Arabidopsis thaliana emb|CAC0 1 8 1 1 . 1 1 (AL39 1 146) 
putative protein [Arabidopsis thaliana] 
gb|AAK496 10.1| AF372894_1 (AF372894) 
AT5gl4920/F2G14_40 [Arabidopsis thaliana] 
gb|AAK74054.1| (AY045696) AT5gl4920/F2G14_40 
[Arabidopsis thaliana] 


1.8 


4070 


8218109 


gi|82 1 8 1 09|emb|CAB92762 . 1 1 ( AL 12 1 8 83 ) 
dJ545K15.1.3 (novel protein similar to KIAA0512 
(contains translation of cDNAs Em:AK000818 and 
Em:L20773) (isoform 3)) [Homo sapiens] 


5.5 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


NO 


ACCESS 

N 


DESCRIPTION 


P VALUE 


4072 


1 JUVOoj4 


gi|13096854|gb|AAH03224. 1|AAH03224 (BC003224) 
Similar to chromosome condensation 1-like [Mus 
musculus] 


9.1 




103076 


gi|103076|pir||B21 124 Bkm-like sex^letermining region 
hypothetical protein CS3 14 - fruit fly (Drosophila 
melanogaster) (fragment) 


0.3 


ACM A 


14722732 


gi|14722732|ref|XP_017441.2| hypothetical protein 
FLJ21477 [Homo sapiens] 


6.6 


acm& 


3378554 


gi|3378554|emb|CAA76192.1| (Y16404) multidrug 
resistance protein [Candida albicans] 


0.33 


40k 1 

HUO 1 


6983946 


gi|6983946|gb|AAF34740. 1|AF200327 1 (AF200327) 
unknown [Plasmodium chabaudi] 


8.5 


4082 


5524754 


gi|5524754|emb|CAB50786.1| (AJ011801) Rx protein 
[Solanum tuberosum] 


2.6 


*fUoO 


7959271 


gi|795927l|dbj|BAA96029.l| (AB040938) KIAA1505 
protein [Homo sapiens] 


3E-58 


4087 


130687 


gi|l30687|sp|P27536|POST_XENLA POSTERIOR 
PROTEIN pir||A43784 Xpo protein - African clawed 
frog emb|CAA4l397.l| (X58487) Xpo [Xenopus laevis] 


1.2 


4007 


2406633 


gi|2406633|gb|AAB70469.1| (AF005630) adenylyl 
cyclase isoform DAC9 [Drosophila melanogaster] 


7.3 


4095 


lislzJos 


gi|13812388|ref|NP_113506.1| cell division cycle 2 
homolog [Guillardia theta] emb|CAC27075.1| 
(AJ0 10592) cell division cycle 2 homolog [Guillardia 
theta] 


y. / 


4096 


14530932 


gi|14530932|gb|AAG37978.2| (AC087081) Hypothetical 
protein Y82E9BL. 13 [Caenorhabditis elegans] 


3.1 


nuy / 


14760316 


gi|14760316|ref|XPJ)4560Ll| 7324 [Homo sapiens] 


0.83 


4098 


7305361 


gi|7305361|ref|NP_038652.1| otogelin [Mus musculus] 
pir||T42214 otogelin - mouse gb|AAB965 61.1 1 (U96411) 
otogelin; MLEMP [Mus musculus] 


1E-10 


4103 


8953656 


gi|8953656|emb|CAB96704.1| (AL360354) virl5, rpgl, 
putative transmembrane protein, similar to rpg2, vir9 
MW: 34499 (294 aa), rasta scores: opt: 39o, h(): 0.U2J, 
26.0% identity in 289 aa overlap, and to vir2: 
MW:35019 (292 aa), fasta scores: opt: 380, E(): 0.037, 
28.0% identity in> 


3.6 


4108 


3659615 


gi|3659615|gb|AAC61684.1| (AF052517) diguanylate 
cyclase [Gluconacetobacter xylinus] 


6.5 



572 



SEQ ID ACCESS 
NO | N 



Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 



DESCRIPTION 



4110 



gi|l 1465871 |ref|NP_066420. 1 1 NADH dehydrogenase 
subunit 2 [Ochromonas danica] 
gb|AAG18386.1|AF287134_ll (AF287134) NADH 
1 1465871 dehydrogenase subunit 2 [Ochromonas danica] 



4112 



gi|13786586|reflNP_l 12718. 1| ORF55 [Bacteriophage 
TP901-1] gb|AAK38072.1| (AF304433) ORF55 
1 13786586 [[Bacteriophage TP901-1] 



gi|14743649|re£lXP_0361 16. 1| KIAA0594 protein 
4115 1 14743649 |[Homo sapiens] 



4121 



gi|749 1 991 |pir||T4 1608 hypothetical protein 
SPCC790.03 - fission yeast (Schizosaccharomyces 
pombe) emb|CAA21293.1| (AL031855) hypothetical 
7491991 protein [Schizosaccharomyces pombe] 



4122 



gi|66474 13|sp|Q9ZE52|ALR_RICPR ALANINE 
RACEMASE pir||F71718 alanine racemase (air) RP095 
- Rickettsia prowazekii emb|CAA14565.1| (AJ235270) 
6647413 ALANINE RACEMASE (air) [Rickettsia prowazekii] 



4125 



gi|7293814|gb|AAF49181.1| (AE003517) nes gene 
7293814 product [Drosophila melanogaster] 



4128 



gi|7505316|pir||T23351 hypothetical protein K05D4.2 
Caenorhabditis elegans emb|CAB07252.1| (Z92804) 
contains similarity to Pfam domain: PF01461 (7TM 
chemoreceptor), Score=118.9, E-value=3.1e-32, N=l 
7505316 I [Caenorhabditis elegans] 



4139 



|gi|4335719|gb|AAD17397.1| (AC006248) putative 
C3HC4-type RING zinc finger protein [Arabidopsis 
4335719 Ithaliana] 



4140 



gi|9625775|ref]NP_040024.1| Conserved herpesvirus 
spliced gene [human herpesvirus 5] 
sp|P16732|VTER_HCMVA PROBABLE DNA 
PACKAGING PROTEIN emb|CAA35363.1| (X17403) 
Conserved herpesvirus spliced gene [human herpesvirus 
9625775 |5] 



gi|7510388|pir||T27298 hypothetical protein Y68A4A.7 
Caenorhabditis elegans emb|CAA16418.1| (AL021503) 
predicted using Genefinder-contains similarity to Pfam 
domain: PF01604 (7TM chemoreceptor), Score=-48.3, 
414 4 I 75 10388 |E-value=7. le-07, N=l [Caenorhabditis elegans] 



P VALUE 



9.3 



1.4 



2E-46 



2.9 



9.1 



7.7 



9.3 



5.1 



4.3 



3.4 
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SEQ ID ACCESS 
NO | N 



Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 



DESCRIPTION 



P VALUE 



gi|7243081|dbj|BAA92588.1| (AB037771) KIAA1350 
4145 I 7243081 Iprotein [Homo sapiens] 



e-112 



4149 



|gi|13812221|ref]NP_113352.1| hypothetical protein 
[Guillardia theta] gb|AAK39908. 1|AF165818_1 16 
1 13812221 (AF165818) hypothetical protein [Guillardia theta] 



5.1 



4150 



gi|7706557|ref|NP_057604.1| hepatocellular carcinoma- 
associated antigen 59; hypothetical protein [Homo 
sapiens] reflXP_017552.1| hypothetical protein [Homo 
sapiens] refIXP_052691.1| hypothetical protein [Homo 
sapiens] gb|AAF37561.1| (AF2 18421) hepatocellular 
carcinoma-associated antigen 59 [Homo sapiens] 
gb|AAH07664.1|AAH07664 (BC007664) hepatocellular! 
7706557 carcinoma-associated antigen 59 [Homo sapiens] 



f 3 5 



gi|984305|gb|AAA75468.1| (U25975) hPAK65 [Homo 
4151 | 984305 jsapiens] 



gi|14729667|ref|XP_029101.1| KIAA0947 protein 
4153 1 14729667| [Homo sapiens] 



4154 



gi|3355648|emb|CAA08785.1| (AJ009688) tungsten 
formylmethanofuran dehydrogenase subunit fwdB 
3355648 | [Methanothermobacter wolfeii] 



4159 



gi|7472450|pir||D75370 hypothetical protein - 
Deinococcus radiodurans (strain Rl) 
gb|AAFl 1218.1|AE002008_13 (AE002008) 
7472450 hypothetical protein [Deinococcus radiodurans] 



gi|13876525|gb|AAK43501.1|AC020666_ll 
4160 1 13876525 (AC020666) hypothetical protein [Oryza sativa] 



gi|6665675|gb|AAF22966. 1|AF175308_1 (AF175308) 
4162 | 6665675 |acetyl-CoA carboxylase [Sus scrofal 



4163 



gi| 75 09 1 05 |pir|JT3 1728 probable cysteine proteinase 
(EC 3.4.22.-) W07B8.4 - Caenorhabditis elegans 
gb|AAB65345.1| (AF016426) Hypothetical protein 
7509105 |W07B8.4 [Caenorhabditis elegans] 



4164 



574 



3E-81 



1E-11 



0.47 



0.54 



gi| 1 25 1 3 1 92|gb|AAG54704. 1 |AE0052 1 5_1 (AE0052 1 5) | 
putative transport protein [Escherichia coli 0157:H7 
EDL933] dbj|BAB33831.1| (AP002551) putative 
4156 1 125 13 192 transport protein [Escherichia coli Q157:H7] | 4.1 



7.9 



4.6 



2E-11 



1.4 



gi|7510169|pir||T31555 hypothetical protein Y53H1C.2 
Caenorhabditis elegans emb|CAB55064. 1| (AL1 17201) 
7510169 Ipredicted using Genefinder [Caenorhabditis elegans] 





Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4166 


6683126 


gi|6683126|dbj|BAA20797.2| (AB002337) KIAA0339 
protein [Homo sapiens] 


9.8 


4167 


7485930 


gi|7485930|pir||T10623 hypothetical protein 
F21C20.160 - Arabidopsis thaliana emb|CAB45847.1| 
(AL080254) putative protein [Arabidopsis thaliana] 
emb|CAB79081.1| (AL161553) putative protein 
[Arabidopsis thaliana] 


5.9 


4171 


11348277 


gi|l 1348277|pir||C83019 conserved hypothetical protein 
PA5019 [imported] - Pseudomonas aeruginosa (strain 
PAOl) gb|AAG08404.1|AE004914_5 (AE004914) 
conserved hypothetical protein [Pseudomonas 
aeruginosa] 


3.5 


4172 


1150480 


gi|l 150480|emb|CAA91 1 10. 1| (Z54312) hypothetical 
protein [Lactobacillus sakei] 


3.2 


4173 


14776432 


gi|14776432|ref|XP_050788.1| similar to KIAA0133 
gene product (H. sapiens) [Homo sapiens] 


0.3 


4175 


13569915 


gi| 1 35 699 1 5 |ref[NP_ 1 1 2205 . 1 1 amnionless protein 
[Homo sapiens] gb|AAK28532.1|AF328788_l 
(AF328788) amnionless [Homo sapiens] 


8.9 


4180 


6978481 


gi|6978481|ref|NP_036905.1| a-kinase anchoring protein 
[Rattus norvegicus] sp|Q62924|AKl 1_RAT A KINASE 
ANCHOR PROTEIN 1 1 (PROTEIN KINASE A 
ANCHORING PROTEIN 1 1) (PRKA1 1) (A KINASE 
ANCHOR PROTEIN 220 KDA) (AKAP 220) 
pir||T42732 A-kinase anchoring protein AKAP 220 - rat 
gb|AAB06559.1| (U48288) AKAP 220 [Rattus 
norvegicus] 


3.1 


4187 


14738118 


gi|147381 18|ref|XP_048649.1| Apobec-1 
complementation factor; APOBEC-1 stimulating protein 
[Homo sapiens] emb|CAB94754.1| (AJ272078) 
APOBEC-1 stimulating protein [Homo sapiens] 


1E-37 


4189 


13183342 


gi|13183342|gb|AAK15157.1|AF284034_l (AF284034) 
vitellogenin B [Melanogrammus aeglefinus] 


9.4 



575 







Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 




SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 




4192 


13123985 


gi|13 123985|sp|Q9N293|B3G5_GORGO BETA-1,3- 
GALACTOSYLTRANSFERASE 5 (BETA-1,3- 
GALTASE 5) (BETA3GAL-T5) (B3GAL-T5) (UDP- 
GALACTOSE:BETA-N-ACETYLGLUCOSAMINE 
BETA-l,3-GALACTOSYLTRANSFERASE 5) (UDP- 
GAL.BETA-GLCNAC BETA- 1,3- 
GALACTOSYLTRANSFERASE 5) (BETA-3-GX-T5) 
dbj|BAA94501.1| (AB041416) UDP-Gal:GlcNAc 
betal,3-galactosyltransferase 5 [Homo sapiens] 


4 


f *% 


4194 


7295768 


gi|7295768|gb|AAF5 1070.1| (AE003579) CG3410 gene 
product [Drosophila melanogaster] 


1.5 






7290544 


gi|7290544|gb|AAF45996.1| (AE003432) CG6903 gene 
product [Drosophila melanogaster] 


6 


tu 

ru 

o 




9966502 


gi|9966502|gb|AAG10295. 1|AF275272_1 (AF275272) 
unknown [Schizophyllum commune] 


0.83 




4213 


6010435 


gi|6010435|gb|AAF01 135.1| (AF087699) erythrocyte 
membrane protein 3 [Plasmodium falciparum] 


2.2 




4216 


14775884 


gi|14775884|ref|XP_043964. 1| similar to KIAA0220 
protein (H. sapiens) [Homo sapiens] 


5E-12 


fg* 

CD 


4218 


7511578 


gi|75 1 1578|pir||T19209 probable protein kinase 
E02H4.3 - Caenorhabditis elegans emb|CAA94122.1| 
(Z70205) Similarity to Drosophila Doa kinase (PIR 
Acc. No. S44077), contains similarity to Pfam domain: 
PF00069 (Eukaryotic protein kinase domain), 
Score=184.6, E-value=5.2e-52, N=l~cDNA EST 
yk5d6.3 comes fixsm this gene~cDNA EST yk5d6.5 
comes from this> emb|CAA91979.1| (Z68003) 
Similarity to Drosophila Doa kinase (PIR Acc. No. 
S44077), contains similarity to Pfam domain: PF00069 
(Eukaryotic protein kinase domain), Score= 184.6, E- 
value— j.zc-dZ, in— i—cdina r,sl yk5d6.3 comes trom 
this gene~cDNA EST yk5d6.5 comes from this> 


0.069 




4220 


7471938 


gi|747 1 938|pir||G75366 glucose- 1 -phosphate 
adenylyltransferase - Deinococcus radiodurans (strain 
Rl) gb| AAF 1 1 244 . 1 |AE0020 1 0_7 (AE002010) glucose- 
1 -phosphate adenylyltransferase [Deinococcus 
radiodurans] 


2.6 



576 





Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins! 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4224 


450605 1 


gi|4506051|ref]NP_000937.1| primase, polypeptide 1 
(49kD); primase polypeptide 1 (49kD) [Homo sapiens] 
ref]XP_048930.1| primase, polypeptide 1 (49kD) [Homo 
sapiens] ref]XP_006706.3| primase, polypeptide 1 
(49kD) [Homo sapiens] sp|P49642|PRIl HUMAN 
DNA PRIMASE SMALL SUB UN IT (DNA PRIMASE 
49 KDA SUBUNIT) (P49) pir||S45630 DNA primase 
chain p48 - human emb|CAA52377.1| (X74330) DNA 
primase (subunit p48) [Homo sapiens] 
gb|AAH05266.1|AAH05266 (BC005266) primase, 
polypeptide 1 (49kD) [Homo sapiens] 


0.014 


4228 


13812048 


gi| 1 38 1 2048|reflNP_l 1 3 1 82. 1 1 putative protein kinase 
[Guillardia theta] gb|AAK39750.1|AF083031_107 
(AF08303 1) putative protein kinase [Guillardia theta] 


1.8 


4229 


7465475 


gi|7465475|pir||S70173 autoinducer synthesis protein - 
Pseudomonas aeruginosa 


1.3 


4236 


11288518 


gi|l 1288518|pir||T49586 related to nif-specific 
regulatory protein [imported] - Neurospora crassa 
emb|CAB91387. 1| (AL355930) related to nif-specific 
regulatory protein [Neurospora crassa] 


6.8 


4237 


2072951 


gi|2072951|gb|AAC5 1263.1| (U93564) putative pi 50 
Homo sapiens] 


3.1 


4244 


1903416 


gi|1903416|gb|AAC53095. 1| (U761 12) translation 
repressor NAT 1 [Mus musculus] 


2E-15 


4248 


14749171 


gi|14749171|ref|XP_038309.1| hypothetical protein 
XP_038309 [Homo sapiens] 


4.3 


4251 


7432367 


gi|74323 67|pir||T 13881 NADH dehydrogenase 
(ubiquinone) (EC L6.5.3) chain 4 - Chlorogonium 
elongatum mitochondrion emb|CAA73990.1| (Y13644) 
NADH dehydrogenase subunit 4 [Chlorogonium 
elongatum] 


1.2 


4255 


13621755 


gi|13621755|gb|AAK33536.1| (AE006511) putative 
nucleotide sugar dehydrogenase [Streptococcus 
pyogenes Ml GAS] 


2.7 


4259 


9880 


gi|9880|emb|CAA36427.1| (X52177) RNA polymerase 
beta subunit (697 AA) [Plasmodium falciparum] 


1.1 


4260 


10314010 


gi|10314010|ref|NP_066241.1| replicase polyprotein 
acute bee paralysis virus] 

?b|AAG13118.1|AF150629_l (AF150629) replicase 
polyprotein [acute bee paralysis virus] 


7.5 



577 



# • 





Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQ ID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4261 




gi|l 170902|sp|P43245|MDRl_RAT MULTIDRUG 
RESISTANCE PROTEIN 1 (P-GLYCOPROTEIN 1) 

piT\\jrvjj\)Z p-glycoprotein - rat 


5.2 


4265 


10180785 


gi|10180785|gb|AAG14273.1|AF243438_88 
(AF243438) RSI immediate-early gene transactivator- 
like protein [Galhd herpesvirus 2] 
gb|AAG14284.1|AF243438_99 (AF243438) RSI 
immediate-early gene transactivator ICP4-like protein 
[Gallid herpesvirus 2] 


1.3 


4267 


1353257 


gi|1353257|gb|AAB06234.1| (U26665) dimethyl 
sulphoxide reductase subunit B [Haemophilus 
influenzae] 


4.8 


4268 


4240315 


gi|4240315|dbj|BAA74936.1| (AB020720) KIAA0913 
protein [Homo sapiens] 


3.3 


4269 


4493991 


gi|4493991|emb|CAB39050.1| (AL034559) hypothetical 
protein, PFC 1060c [Plasmodium falciparum] 


6.3 


4272 


4557503 


gi|4557503|ref|NP_001072.1| cubilin precursor; cubilin; 
intrinsic factor-cobalamin receptor; intrinsic factor B12- 
receptor [Homo sapiens] pir||T09456 intrinsic factor- 
312 receptor Cubilin precursor - human 
gb|AAC82612.1| (AF034611) intrinsic factor-B12 
receptor precursor; cubilin [Homo sapiens] 


5E-10 


4277 


7504212 


gi|7504212|pir||T22670 hypothetical protein F54F1 1.1 - 
Caenorhabditis elegans emb|CAB05738.1| (Z83229) 
Weak similarity with glycerol phospholipid-cholesterol 
acyltransferase-cDNA EST yk479hl2 .3 comes from 
this gene-cDNA EST yk479hl2.5 comes from this gene 
Caenorhabditis elegans] 


8 


4279 


421548 


gi|421548|pir||B47013 butanol dehydrogenase (EC 1.1.1. 
► II - Clostridium acetobutylicum 


1.7 


4284 


] 

7497553 j 


gi|74975 5 3 |pir||T 1 9999 hypothetical protein C47D12.2 - 
Caenorhabditis elegans emb|CAA93767. 1| (Z69902) 
predicted using Genefinder-cDNA EST ykl4e2.3 comes 
Tom this gene-cDNA EST yk88e3.3 comes from this 
gene-cDNA EST ykl32hl.3 comes from this 
gene-cDNA EST yk88e3.5 comes from this 
gene-cDNA EST ykl32hl.5 comes from this 
gene-cDNA EST yk422c3.3 > 


6.7 



578 



DESCRIPTION 



gi|5042237|emb|CAB44655.1| (Y18605) hypothetical 
protein RvDl-Rv2024c' [Mycobacterium bovis BCG] 
gb|AAK46361.1| (AE007059) helicase, 
putative/conserved hypothetical protein [Mycobacterium 
4292 | 5042237 |tuberculosis CDC1551] 



4298 



gi|14746217|ref]XP_01 15 63. ^hypothetical protein 
FLJ21634 [Homo sapiens] dbj|BAB15338.1| 
! 14746217 (AK026056) unnamed protein product [Homo sapiensl 



4299 



gi|6005978|ref|NP_009098.1| zinc finger protein 258 
[Homo sapiens] gb|AAD15797.1| (AF055470) ZNF258 
6005978 1 [Homo sapiens] 



4303 



4305 



gi|9845291|ref|NP_063945. 1| phosphatidylinositol 
polyphosphate 5-phosphatase type IV [Homo sapiens] 
gb|AAF81404.1|AF187891_l (AF187891) 
phosphatidylinositol polyphosphate 5-phosphatase type 
9845291 [IV [Homo sapiens] 



U 



4308 



4311 



4314 



4316 



4317 



gi|5834894|ref|NP_006964. 1|ND5_10021 NADH 
dehydrogenase subunit 5 [Caenorhabditis elegans] 
sp|P24896|NU5M_CAEEL NADH-UBIQUINONE 
OXIDOREDUCTASE CHAIN 5 pir||S26037 NADH 
dehydrogenase (ubiquinone) (EC 1.6.5.3) chain 5 - 
Caenorhabditis elegans mitochondrion 
emb|CAA38 162. 1| (X54252) ND5 protein (AA 1 - 527) | 
5834894 | [Caenorhabditis elegans] 



gi|l 1 135954|sp|Q9TC94|YM16_NEPOL 
HYPOTHETICAL PROTEIN YMF 16 
|gb|AAF03203. 1|AF1 10138_35 (AF1 10138) homolog of | 
E. coli MttB, a protein involved in folded protein 
translocation and targeting across bacterial membranes 
1 1 135954 1 [Nephroselmis olivacea] 



gi|14089831|emb|CAC13590.1| (AL445564) unknown; 
1408983 1 predicted coding region [Mycoplasma pulmonis] 



579 



SEQ ID ACCESS 
NO I N 



Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 



DESCRIPTION 



4318 



gi|9187479|emb|CAB96962.1| (AJ007508) magnesium- 
9187479 chelatase subunit chll [Gnetum gnemon] 



gi| 1502 1476|gb|AAK77753. 1 |AF369029_84 
4324 1 15021476 (AF369029) ORF84 [white spot syndrome virus! 



4333 



gi|l 1466210|ref|NP_066533. 1| NADH dehydrogenase 
subunit 2 [Naegleria gruberi] 
gb|AAGl 78 11.1 |AF288092_36 (AF288092) NADH 
1 1466210 [dehydrogenase subunit 2 [Naegleria gruberi] 



4336 



gi| 127494|sp|P25 127|MT_ESOLU 
METALLOTHIONEIN (MT) pir||S17175 
Metallothionein - Northern pike pir||S38334 
metallothionein - northern pike pir||S31723 
metallothionein - northern pike emb|CAA42035.1| 
(X59392) metallothionein [Esox lucius] 
emb|CAA49636.1| (X70042) Metallothioein [Esox 
127494 |lucius] 



ftn 



gi|6009729|dbj|BAA85039.1| (AB026129) alpha-2- 
4341 | 6009729 macroglobulin-2 [Cyprinus carpio] 



P VALUE 



2.4 



gi|746963 5 |pir|| S 76563 hypothetical protein 
Synechocystis sp. (strain PCC 6803) dbj|BAA10409.1| 
(D64002) ORF_ID:sll0188~unknown protein 
4322 | 7469635 | [Synechocystis sp. PCC 6803] 



1.6 



1.7 



0.46 



0.00002 



4342 



gi|l 170606|sp|P43188|KADC_MAIZE ADENYLATE 
KINASE, CHLOROPLAST (ATP-AMP 
TRANSPHOSPHORYLASE) pir||S45634 adenylate 
kinase (EC 2.7.4.3), chloroplast - maize pdb|lZAK|A 
Chain A, Adenylate Kinase From Maize In Complex 
With The Inhibitor Pl,P5-Bis(Adenosine-5'- 
Mpentaphosphate (Ap5a) pdb|lZAK|B Chain B, 
Adenylate Kinase From Maize In Complex With The 

Inhibitor P 1 ,P5-Bis(Adenosine-5'-)pentaphosphate 
1 170606 |(Ap5a) 



5E-13 



4345 



|gi|543537|pir||JN0720 glucosyl transferase - Shigella 
flexneri phage X gb|AAA71895.1| (L05001) glucosyl 
543537 transferase [bacteriophage SfX] 



8.1 



4347 



gi|7297011|gb|AAF52281.1| (AE003611) CG11149 
729701 1 gene product [Drosophila melanogaster] 



0.93 



gi|11558496|emb|CAC17816.1| (AJ276292) sodium 
4348 1 1 1558496 |iodide symporter [Sus scrofa] 



2.6 



580 








Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 




SEQID 


ACCESS 








NO 


N 


DESCRIPTION 


P VALUE 




4351 


7293017 


gi|7293017|gb|AAF48404.1| (AE003497) CG12398 
gene product [Drosophila melanogaster] 


9 




4352 


7486021 


gi|7486021|pir||T06133 hypothetical protein 
F23E12.200 - Arabidopsis thaliana emb|CAA18745.1| 
(AL022604) putative protein [Arabidopsis thaliana] 
emb|CAB80241.1| (AL161587) putative protein 
[Arabidopsis thaliana] 


0.085 






10047323 


gi|10047323|dbj|BAB13449.1| (AB046843) KIAA1623 
protein [Homo sapiens] 


2.7 




4359 


262249 


gi|262249|gb|AAB24620.1| (S52010) orfl 5' of EpoR 
[Mus sp.] 


0.67 


Q 
a n 


tjO 1 


14589828 


gi| 14589828|gb|AAK70656. 1 |AC02477 1_1 
(AC024771) Hypothetical protein Y40B10A.1 
[Caenorhabditis elegans] 


0.45 


I S 1 




543537 


gi|543537|pir||JN0720 glucosyl transferase - Shigella 
flexneri phage X gb|AAA71895. 1| (L05001) glucosyl 
transferase [bacteriophage SfX] 


6.6 


3 

jiTs 


4366 


14587208 


gi|14587208|dbj|BAB61 142.1| (AP003199) hypothetical 
protein [Oryza sativa] 


5.1 


s; 






gi|13385738|reflNP_080509.1| RIKEN cDNA 




fn 


4370 


13385738 


4933434120 gene [Mus musculus] dbj|BAB30173. 1| 
(AK0 16272) putative [Mus musculus] 


0.046 


Co 
O 






gi|7507823|pir||T24908 hypothetical protein T14D7.2 - 
Caenorhabditis elegans emb|CAB03365.1| (Z81 123) 
cDNA EST EMBL:M88978 comes from this 
gene-cDNA EST yk419b8.3 comes from this 






4372 


7507823 


gene-cDNA EST yk285a8.3 comes from this 
gene-cDNA EST yk398cl .3 comes from this 
gene-cDNA EST yk350c8.3 comes from this 
gene-cDNA EST yk350c8.5 comes from this gene~c> 


0.33 




4376 


7302573 


gi|7302573|gb|AAF57655.1| (AE003798) CG15086 
gene product [Drosophila melanogaster] 


1.1 




4377 


531764 


gi|531764|emb|CAA56961.1i (X81072) hypothetical 
protein in YTA7 5'region [Saccharomyces cerevisiae] 


5.4 



581 





Table 3B Nearest Neighbor (BlastX vs Nnn-Rerfnnrfant Prntein.) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4378 


585100 


gi|585 100|sp|Q07287|ZPB_PIG ZONA PELLUCIDA 
SPERM-BINDING PROTEIN B PRECURSOR 
(ZONA PELLUCIDA 3 -ALPHA) (ZONA 
PELLUCIDA GLYCOPROTEIN ZP3 -ALPHA) 
pir||S35712 sperm-binding glycoprotein ZP3-alpha 
precursor - pig gb|AAA50164. 1| (LI 1000) zp3-alpha 
sperm-binding glycoprotein [Sus scrofa] 


2.5 


4382 


2148043 


gi|2148043|pir||S51527 S-receptor kinase (EC 2.7.1.-) 
A 14 precursor - rape gb|AAA62232. 1| (U00443) S- 
receptor kinase [Brassica napus] 


6 


4383 


2257556 


gi|2257556|dbj|BAA21448.1| (AB004539) probable 
membrane protein YOL130w [Schizosaccharomyces 
pombe] 


7.9 


4386 


8928528 


gi|8928528|sp|Q44601|YTRl_BUCSC 
HYPOTHETICAL 35.1 KDA PROTEIN IN TRPA 
3REGION gb|AAA92793.1| (U09185) unknown 
[Buchnera aphidicola] 


9.3 


4389 


12518050 


gi| 125 1 8050|gb|AAG585 1 8. 1|AE005564_3 (AE005564) 
maltodextrin phosphorylase [Escherichia coli 0157:H7 
EDL933] dbj|BAB37682.1| (AP002565) maltodextrin 
phosphorylase [Escherichia coli 0157:H7] 


4.8 


4391 


13813161 


gi|13813161|gb|AAK40397.1| (AE006644) Hypothetical 
protein [Sulfolobus solfataricus] 


0.64 


4393 


13626090 


gi| 13626090|sp|P78704|ACR2_NEUCR 
ACRIFLAVINE SENSITIVITY CONTROL 
PROTEIN ACR-2 


3 


4394 


6680716 


gi|6680736|ref|NP_03 1522. 1| AT motif binding factor 1 
[Mus musculus] dbj|BAA05046.1| (D26046) AT motif- 
binding factor [Mus musculus] prf]|2207230A 
Lranscnpuon iacior AiDri [Mus musculus J 


1.1 


4395 


i 
1 

7269957 


gi|7269957|emb|CAB79774.1| (AL161577) cyclic 
nucleotide and calmodulin-regulated ion channel-like 
protein [Arabidopsis thaliana] 


5 


4396 


13812152 


li\ 138 12 152|ref|NP_l 13279. 1| hypothetical protein 
Guillardia theta] gb|AAK39839. 1 |AF 1658 1 8_47 
;AF165818) hypothetical protein [Guillardia theta] 


2 



582 





Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4398 


11350074 


gi|l 1350074|pir||G83 141 hypothetical protein PA4035 
[imported] - Pseudomonas aeruginosa (strain PAOl) 
gb|AAG07422.1|AE004820_7 (AE004820) hypothetical 
protein [Pseudomonas aeruginosa] 


1.8 


4399 


6601484 


gi|6601484|gb|AAF18995.1|AF21 1856_1 (AF21 1856) 
pulmonary surfactant protein A [Ovis aries] 
gb|AAF31 148,1|AF076633_1 (AF076633) pulmonary 
surfactant-associated protein A [Ovis aries] 


2.3 


4402 


7480194 


gi|7480194|pir||T37054 hypothetical protein SCJ21.05 - 
Streptomyces coelicolor emb|CAB52351.1| (AL109747) 
hypothetical SCJ21.05 [Streptomyces coelicolor A3(2)] 


6.9 


4403 


123346 


gi|123346|sp|P16393|HMDH_STRPU3-HYDROXY-3- 
METHYLGLUTARYL-COENZYME A 
REDUCTASE (HMG-COA REDUCTASE) 
pir||A31898 hydroxymethylglutaryl-CoA reductase 
(NADPH) (EC 1 . 1 . 1 .34) - sea urchin 
(Strongylocentrotus purpuratus) gb|AAA30060. 1| 
(J04200) HMGCoA reductase (EC 1 . 1 . 1 .34) 
Strongylocentrotus purpuratus] 


4.2 


4404 


1870163 


gi|1870163|emb|CAB05927.1| (Z83335) unknown 
Streptococcus pneumoniae] 


8.3 


4408 


5739524 


gi|5739524|reflNP_000544.1| Werner syndrome protein 
Homo sapiens] sp|Q 1419 1(WRN HUMAN WERNER 
SYNDROME HELICASE gb|AAC41981. 1| (L76937) 
Homo sapiens Werner syndrome gene, complete cds 
gb|AAC63361.1| (AF091214) WRN [Homo sapiens] 
gb|AAF06162.1| (AF181897) WRN [Homo sapiens] 


7.2 


4409 


7494315 


gi|7494315|pir||C71607 hypothetical protein PFB0745w 
malaria parasite (Plasmodium falciparum) 
10 \ AAt / 1 y j 8 . 1 1 (AWJU 1415) hypothetical protein 
Plasmodium falciparum] 


2.4 


4414 


1 

13477147 ! 


i| 1 3477 147|gb|AAH0503 1 . 1 |AAH0503 1 (BC00503 1) 
Unknown (protein for IMAGE:3532103) [Homo 
sapiens] 


9.1 


4415 


6650234 ] 


gi|6650234|gb|AAF2 1778. 1| (AF072567) zinc finger 
protein 74 isoform III [Homo sapiens] | 


3.3 
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SEQ ID ACCESS 
NO I N 



4419 7498637 



4420 6016842 



4422 125704 



4423 14746157 



4424 13235641 



4426 12805257 



4428 7488979 



4429 14741807 



4434 6324137 



4436 6678958 



Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 



DESCRIPTION 



gi|7498637|pir||T32474 hypothetical protein F08F1.3 - 
Caenorhabditis elegans gb|AAB71303.1| (AF026213) 
Hypothetical protein F08F1.3 [Caenorhabditis elegans] 



gi|60 1 6842|dbj|BAA85 1 82. 1 1 (AB033 1 68) nuclear 
protein ZAP [Mus musculus] 



gi|125704|sp|P08630|SRC2_DROMETYROSINE- 
PROTEIN KINASE SRC28C pir||TVFFDS protein- 
tyrosine kinase (EC 2.7. 1.112) src2 - fruit fly 
(Drosophila melanogaster) gb|AAA28912. 1| (Ml 6599) 
Dsrc28C protein [Drosophila melanogasterl 



gi|14746157|ref|XP_046163.1| T-cell lymphoma-1 
Homo sapiens] 



gi|13235641|emb|CAC33768.1| (AJ308570) S-adenosyl- 
L-methionine:salicylic acid carboxyl methyltransferase 
Stephanotis floribunda] 



gi|12805257|gb|AAH02091.1|AAH02091 (BC002091) 
Unknown (protein for MGC:6342) [Mus musculus] 



gi|7488979|pir||T07612 cellulase (EC 3.2.1.4) Cel3, 
membrane-anchored - tomato gb|AAC49704.1| 
(U78526) endo-l,4-beta-glucanase [Lycopersicon 
esculentum] 



gi|14741807|ref|XP_049622.1| KIAA1630 protein 
Homo sapiens] 



gi|6324137|ref|NP_014207.1| chitin synthase 1; Chslp 
Saccharomyces cerevisiae] sp|P08004|CHS 1_YEAST 

CHITIN SYNTHASE 1 (CHITIN-UDP ACETYL- 

GLUCOSAMINYL TRANSFERASE 1) pir||A23944 
hitin synthase (EC 2.4.1.16) CHS1 - yeast 
Saccharomyces cerevisiae) gb|AAA34491.1| (M14045) 
litin synthase [Saccharomyces cerevisiae] 

emb|CAA96086.1| (Z71468) ORF YNL192w 
Saccharomyces cerevisiae] 



|6678958|ref|NP_032667.1| microtubule associated 
testis specific serine/threonine protein kinase [Mus 

lusculus] pir||A54602 microtubule-associated 
serine/threonine protein kinase MAST205 - mouse 
b|AAC043 12. 1| (U023 13) protein kinase [Mus 
musculus] 



P VALUE 



9.9 



2.2 



8.9 



8.6 



6.3 



5.5 



9.5 



2E-16 



6.8 



0.41 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4445 


7494262 


gi|7494262|pir||T18489 hypothetical protein C0820w - 
malaria parasite (Plasmodium falciparum) 
emb|CABl 1 128. 1| (Z98551) hypothetical protein, 
PFC0820w [Plasmodium falciparum] 


6.3 


4454 


11245201 


gi|l 1245201|gb|AAG33502.1|AF302058_l (AF302058) 
cytochrome oxidase I [Apocrypta sp. MSPAR2] 


9.1 


4457 


6752960 


gi|6752960|refINP_033743.1| a disintegrin and 
metalloprotease domain 1 1; a disintegrin and 
metalloprotease domain (ADAM) 1 1 [Mus musculus] 
sp|Q9RlV4|ADl l_MOUSE ADAM 1 1 PRECURSOR 
(A DISINTEGRIN AND METALLOPROTEINASE 
DOMAIN 1 1) (METALLOPROTEINASE-LIKE, 
DISINTEGRIN-LIKE, AND CYSTEINE-RICH 
PROTEIN) (MDC) dbj|BAA83384.1| (AB009676) 
ADAM1 1 [Mus musculus] 


3.8 


4462 


103076 


gi|103076|pir||B21 124 Bkm-like sexnletermining region 
hypothetical protein CS3 14 - fruit fly (Drosophila 
melanogaster) (fragment) 


0.14 


4463 


14742023 


gi|14742023|ref|XPJ)39778.1| HSPC047 protein [Homo 
sapiens] 


1E-65 


4464 


13816057 


gi|13816057|gb|AAK42842.1| (AE006867) Agmatinase 
(agmatine ureohydrolase) (speB-2) [Sulfolobus 
solfataricus] 


6.5 


4466 


295359 


gi|295359|gb|AAA21303.1| (L14824) surface antigen 
Trypanosoma cruzi] 


4.2 


4471 


2429459 


gi|2429459|gb|AAB70995.1| (AF025461) contains 
similarity to Canis familiaris (dog) 180k ribosome 
i c^cjj wi ^niu.gyoHiij^ [^a.enornaocuiis eiegans J 


2.2 


4474 


7296176 


gi|7296176|gb|AAF5 1469.1| (AE003588) CG2839gene 
iroduct [Drosophila melanogaster] 


8.9 


4475 


14736857 


i|14736857|ref!XP_005322.2| KIAA0967 protein 
Homo sapiens] 


0.33 


4480 


I 

13959004 1 


?i|13959004|gb|AAK51055.1|AF361075_2(AF361075) 
JL24 [Canine herpesvirus] 


0.35 



585 






Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4483 


7511539 


gi|751 1539|pir||T 18770 probable calcium channel 
protein - Caenorhabditis elegans emb|CAA90091 . 1| 
(Z49907) similar to calcium channel alpha-2 
subunit-cDNA EST ykl34g4.5 comes from this 
gene-cDNA EST yk49c7.3 comes from this 
gene-cDNA EST ykl34g4.3 comes from this 
gene-cDNA EST yk49c7.5 comes from this 
gene-cDNA EST yk349a4.3 comes from this gene~cD> 
emb|CAA90141. 1| (Z49912) similar to calcium channel 
alpha-2 subunit-cDNA EST ykl34g4.5 comes from this 
gene-cDNA EST yk49c7.3 comes from this 
gene-cDNA EST ykl34g4.3 comes from this 
gene-cDNA EST yk49c7.5 comes from this 
gene-cDNA EST yk349a4.3 comes from this gene~cD> 


6 


44X4 


11288486 


gi|l 1288486|pir||T49552 hypothetical protein 
B21J2 1.300 [imported] -Neurospora crassa 
emb|CAB9 1353.1| (AL355929) hypothetical protem 
[Neurospora crassa] 


9.5 




11120676 


gi|l 1 120676|ref|NP_068546. 1| putative envelope 
polyprotein [DG-75 Murine leukemia virus] 
gb|AAG29094.1|AF221065_2 (AF221065) putative 
envelope polyprotein [DG-75 Murine leukemia virus] 


1.8 


4489 


3901274 


gi|3901274|gb|AAC78630.1| (AF077821) inducible 
nitric oxide synthase; iNOS [Canis familiaris] 


3.5 


4491 


11595582 


gi|11595582|emb|CAC18184.1| (AL451014) conserved 
hypothetical protein [Neurospora crassa] 


3 


4493 


5835447 


gi|5835447|reflNP_008371.1[ND6_13186NADH 
dehydrogenase subunit 6 [Onchocerca volvulus] 
pir||Tl 1066 NADH dehydrogenase (ubiqumone) (EC 
1.6.5.3) chain 6 - nematode (Onchocerca volvulus) 
mitochondrion gb|AAC61613. 1| (AF015 193) NADH 
dehydrogenase subunit 6 [Onchocerca volvulus] 


1 


4494 


13814848 


rtill til AS/lSlnKI A WA 1 91 A 1 1 ( A UnnAT7/l % CCVI 

hypothetical 14.8 kd protein (orf B-129) homolog 
Sulfolobus solfataricus] 


5.4 


4500 


14529727 


gi|14529727|emb|CAC42 1 76. 1| (AL135758) 

dMl 17J5. 1 (novel protein similar to anonymous human, 

fly, worm and yeast proteins) [Mus musculus] 


7E-97 



586 





Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4504 


13512594 


gi|13512594|gb|AAK28688.1| (AF078553) unknown 
function U3 [Ehrlichia canis] 


8.8 


4506 


6635084 


gi|6635084|emb|CAB64573.1| (AL135930) hypothetical 
protein L4738.02 [Leishmania major] 


3.2 


4508 


11467470 


gi|l 1467470|ref|NP_043616.1| 50S ribosomal protein 
L4 [Odontella sinensis] sp|P49546|RK4_ODOSI 
CHLOROPLAST 50S RIBOSOMAL PROTEIN L4 
pir||S78275 ribosomal protein LA, chloroplast - 
Odontella sinensis chloroplast emb|CAA91648.1| 
(Z67753) 50S ribosomal protein L4 [Odontella sinensis] 


5.9 


4509 


4512681 


gi|4512681|gb|AAD21735.1| (AC006931) hypothetical 
protein [Arabidopsis thaliana] 


0.73 


4510 


5835704 


gi|5835704|ref|NP_0085 19. 1(ND4_15045 NADH 
dehydrogenase subunit 4 [Rhipicephalus sanguineus] 
sp|099825|NU4M_RHISA NADH-UBIQUINONE 
OXIDOREDUCTASE CHAIN 4 pir||Tl 1 162 NADH 
dehydrogenase (ubiquinone) (EC 1.6.5.3) chain 4 
[similarity] - hardbacked tick (Rhipicephalus 
sanguineus) mitochondrion gb|AAD05526.1| 
(AF081829) NADH dehydrogenase 4 [Rhipicephalus 
sanguineus] 


6.8 


4511 


8922500 


gi|8922500|ref|NP_060600.1| hypothetical protein 
FLJ10539 [Homo sapiens] dbj|BAA91669.1| 
(AK001401) unnamed protein product [Homo sapiens] 


2E-13 


4514 


12018296 


gi|12018296|ref|NP_072138.1| CDC10 (cell division 
cycle 10, S.cerevisiae, homolog) [Rattus norvegicus] 
sp|Q9WVC0|SEP7_RAT SEPTIN 7 (CDC 10 
PROTEIN HOMOLOG) gb|AAD37861.1|AF142759_l 
(AF 142759) CDC 10 [Rattus norvegicus] 


6.9 


4518 


11357368 


l-ij /Joo|pir|| 1 45338 nypotnetical protein 
F12E4. 100 - Arabidopsis thaliana emb|CAB83293. 1| 
iAL162751) putative protein [Arabidopsis thaliana] 


1.1 


4520 


6754038 


gi|6754038|refINP_034456.1| glycoprotein la, alpha 
polypeptide [Mus musculus] gb|AAC53320.1| (U91967) 
platelet glycoprotein lb-alpha [Mus musculus] | 


0.53 



587 





Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4521 


7437434 


gi|7437434|pir||D72038 DNA topoisomerase I CP1 103 
[imported] - Chlamydophila pneumoniae (strains 
CWL029 and AR39) gb|AAD18907.1| (AE001658) 
DNA Topoisomerase I-Fused to SWI Domain 
[Chlamydophila pneumoniae CWL029] 
gb|AAF38871.1| (AE002266) DNA topoisomerase I 
[Chlamydophila pneumoniae AR39] dbj|BAA98977.1| 
(AP002547) DNA topoisomerase I-fused to SWI 
domain [Chlamydophila pneumoniae J 138] 


8.2 


4525 


1514669 


gi|1514669|emb|CAA87082.1| (Z46958) adenyl cyclase 
[Xenopus laevis] 


0.86 


4526 


6321382 


gi|6321382|reflNP_01 1459.1| similar to S. pombe sds23; 
Sds23p [Saccharomyces cerevisiae] 
sp|P53 172[YGF6_YEAST HYPOTHETICAL 58. 1 KD 
PROTEIN IN UBC2-OLE1 INTERGENIC REGION 
pir||S64060 probable membrane protein YGL056c - 
yeast (Saccharomyces cerevisiae) emb|CAA96759. 1| 
(Z72578) ORF YGL056c [Saccharomyces cerevisiae] 


4.2 


4528 


7487690 


gi|7487690|pir||T0 1 96 1 hypothetical protein T5H22.5 - 
Arabidopsis thaliana gb|AAC62796. 1| (AF096372) 
contains similarity to reverse transcriptase (Pfam: 
PF00078 rvt, E=4.3e-08) [Arabidopsis thaliana] 
emb|C AB80803.1| (AL161498) similarity to 
Arabidopsis thaliana] 


3.9 


4530 


12839203 


gi|12839203|dbj|BAB24467.1| (AK006222) putative 
Mus musculus] 


9.2 




1 177607 


gi|1177607|emb|CAA63219.1| (X92485) pval 
Plasmodium vivax] 


0.11 


4534 


7506781 


gi|7506781|pir||T24250 hypothetical protein R53.3a - 
Caenorhabditis elegans emb|CAA91353.1| (Z66515) 
contains similarity to Pfam domain: PF00096 (Zinc 
finger, C2H2 type), Score=105.7, E-value=2.9e-28, 
N=5 [Caenorhabditis elegans] 


3.2 


4538 


14041637 


gi|14041637|emb|CAC38421.1| (AJ302647) POL 
protein [Human immunodeficiency virus type 1] 


2.8 



588 






Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4546 


6324843 


gi|6324843|ref|NP_014912.1| Required for viability in 
the absence of Cin8p; Paclp [Saccharomyces 
cerevisiae] sp|P39946|PACl_YEAST PAC1 PROTEIN 
pir||S67166 PAC1 protein - yeast (Saccharomyces 
cerevisiae) emb|CAA61775.1| (X89633) hypothetical 
protein [Saccharomyces cerevisiae] gb|AAB00685.1| 
(U 16827) Paclp [Saccharomyces cerevisiae] 
emb|CAA99493. 1| (Z75177) ORF YOR269w 
[Saccharomyces cerevisiae] 


4.2 


4555 


1 A A ^ A A *^ ") 

14424433 


gi|14424433|ref|NP_077816.1| ATPase, Class V, type 
IOC; ATPase type IV, phospholipid transporting CP- 
type) (putative) [Homo sapiens] gb|AAK33100.1| 
(AY029504) aminophospholipid-transporting ATPase 
[Homo sapiens] dbj|BAB47392.1| (AB051358) putative 
ammophosphohpid translocase [Homo sapiens] 


3E-10 


4560 


6714740 


gi[6714740|emb|CAB66205.1| (AL136502) putative 
prolyl aminopeptidase. [Streptomyces coelicolor A3 (2)] 


4.7 




6724176 


gi|6724 1 76|gb|AAF26878 . 1 1 AF 1 96232_1 (AF 1 96232) 
T cell receptor V delta 6 [Rattus norvegicus] 


7.4 


4563 


14783807 


gi|14783807|ref|XPJ)27541.1| hypothetical protein 
FLJ21858 [Homo sapiens] 


3.1 


4564 


6478266 


gi|6478266|gb|AAF13781.1|AF129403_2 (AF129403) 
gamma subunit of membrane-bound ATP synthase 
[Buchnera aphidicola] 


2 


4566 


7509812 


gi|7509812|pir||T26861 hypothetical protein Y43F8B.5 - 
Caenorhabditis elegans emb|CAA21513.1| (AL032623) 
contains similarity to Pfam domain: PF00188 (SCP-like 
extracellular protein), Score=34.9, E-value=4.2e-09, 
N=2 [Caenorhabditis elegans] 


5.7 


4567 




gi|5230656|gb|AAD40953.1|AF148934_l (AF148934) 

r\Y\antac1"ir t a TT vrnnprciPAn PconlAnfiitnl 
jiictiilcioiii/ci. i^j-iyV'Upcraii.Ajn CoCUlClllUIIlJ 


7 O 


4578 


14732381 


gi|14732381|reflXP_050222.1| hypothetical protein 
XP_050222 [Homo sapiens] 


0.0009 


4581 


14349161 


gi| 14349 16 1 |dbj|BAB60707. 1 1 (AB049622) ficolin4 
Halocynthia roretzi] 


2.5 


4585 


3599476 


gi|3599476|gb|AAC69336.1| (AF084637) serendipity 
alpha protein [Drosophila virilis] 


2.4 



589 





Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4586 


145512 


gi|145512|gb|AAC41418.1| (M55661) colonisation 
factor antigen d' [Escherichia coli] 


8.9 


4590 


7499104 


gi|7499104|pir||T20906 hypothetical protein F14F7.1 - 
Caenorhabditis elegans emb|CAB041 1 1.1| (Z81503) 
predicted using Genefinder-contains similarity to Pram 
domain, rru 1454 ({Nematode cuticle collagen N- 
terminal domain), Score=31.5, E-value=6.2e-06, 
N=l~cDNA EST yk56g5.3 comes from this 
gene~cDNA EST yk56g5.5 comes from this gene 
[Caenorhabditi> 


9.8 


4591 


7267234 


gi|7267234|emb|C AB80841.lt (AL161501) putative 
su&ar transoorter rArahidon^i^ thaliannl 


Q O 


4593 


401050 


gi|4U lU3U|sp|l^U lo3o|Kbr4_CHLRE FLAGELLAR 
RADIAL SPOKE PROTEIN 4 pir||A44498 radial spoke 
proieui h- - \^niamyuomonas reinnarcitii go|A/\AjjUyz. 1 
(M87526) flagellar radial spoke protein 
[Chlamydomonas reinhardtii] 


0.31 


4594 


7300719 


gij / / iy|gu|/vf\rjjooj. ij ^/vnuuj /:>4j 1_,*jjooZ gene 
product [Drosophila melanogaster] 


1.5 


4596 


12851516 


gi| 1 285 1 5 1 6|dbj|BAB29072 . 1 1 (AK013941) putative 
Mus musculii^l 


1 1 

1 . 1 


4598 


14193314 


gi|14193314|gb|AAK55896.1|AF267213_2(AF267213) 
ATP synthase gamma subunit [Candidatus Carsonella 
ruddii] 


5.2 


4599 


13898998 


extracellular polypeptide Ecp76 [Chlamydomonas 
reinhardtii] 


0.17 


4601 


8922500 


gi|8922500|ref|NP_060600.1| hypothetical protein 
^LJ 10539 rHomn ^aniptiQl HhitR A AQ1 AAO 11 

(AK001401) unnamed protein product [Homo sapiens] 


4.7 


4605 


7494152 


gi| /4V4i jz|pir|| i io4iu carDamoyl-pnospnate synthase 
(glutamine-hydrolyzing) (EC 6.3.5.5) II - malaria 
parasite (Plasmodium falciparum) gb|AAA29522. 1| 
(L32150) carbamoyl phosphate synthetase II 
Plasmodium falciparum] 


8.7 


4607 


6178092 


gi|6178092|dbj|BAA86168.I| (AB031705) ORF2 
protein [TT virus] 


3.4 


4608 


122078 


gi|122078|sp|P02301|H34_MOUSE HISTONE H3.4 
(EMBRYONIC) emb|CAA24131.1| (V00754) reading 
frame histone H3 [Mus musculus] 


0.059 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 




SEQID 
NO 


N 


DESCRIPTION 


P VALUE 




4610 


2598224 


gi|2598224|emb|CAA69955.1| (Y08696) aldehyde 
dehydrogenase [Gluconacetobacter europaeus] 


2.1 




4612 


12382242 


gi| 12382242|gb|AAG53080. 1|AF263824_1 (AF263824) 
5'A2rel-related protein [Leishmania donovani] 


3.2 




4613 


1405336 


gi|1405336|dbj|BAA13060.1| (D86240) hypothethecal 
membrane transporter [Staphylococcus aureus] 
gb|AAD2 1958.1| (AF101234) putative membrane 
protein DltB [Staphylococcus aureus] dbj|BAB42033.1| 
(AP003132) DltB membrane protein [Staphylococcus 
aureus subsp. aureus N315] dbj|BAB57095.1| 
(AP003360) DltB membrane protein [Staphylococcus 
aureus subsp. aureus Mu50] 


7.4 


w 

i y 
C3 

£3 


4616 


6321803 


gi|632 1 803|refINP_0 1 1 879. 1 1 PolyA-binding protein; 
Mip6p [Saccharomyces cerevisiae] 
sp|P38760|YHH5_YEAST HYPOTHETICAL 75.9 
KDA PROTEIN IN SP013-ARG4 INTERGENIC 
REGION pir||S46788 PES4 protein homolog YHR015w 
- yeast (Saccharomyces cerevisiae) gb|AAB68942.1| 
(U 10400) Yhr015wp [Saccharomyces cerevisiae] 


5.3 


3 s 

f 3Rs 
y 3 


4618 


14749154 


gi|14749154|reflXP__031524.1| AF15ql4 protein [Homo 
sapiens] 


9E-94 


SSJ 


4621 


12837658 


gi|12837658|dbj|BAB23899.1| (AK005241) putative 
[Mus musculus] dbj|BAB26680.1| (AK0 10067) putative 
[Mus musculus] 


6.8 




4622 


9628166 


gi|9628166|ref|NP_042752.1| CD2 homolog [African 
swine fever virus] pir||A40678 T-cell adhesion receptor 
CD2 homolog - African swine fever virus 
gb|AAA42691.1| (L16864) cd2 homologue [African 
swine fever virus] gb|AAA65288.1| (U18466) CD2 
homolog [African swine fever virus] prf]|21 13434BJ 
CD2-like protein [African swine fever virus] 


7 6 




4625 


56691 


gi|56691|emb|CAA68549. 1| (Y00497) precursor (AA - 
24 to 198) [Rattus norvegicus] 


4.2 




4628 


10946710 | 


gi|l 09467 10|reflNP_067350. 1| Rhesus blood group- 
associated B glycoprotein; Rh type B glycoprotein [Mus 
musculus] gb|AAF19371. 1| (AF193808) Rh type B 
glycoprotein [Mus musculus] 


9.9 
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SEQ ID I ACCESS 
NO I N 



Table 3B Nearest Neighbor (BlastX vs. Non-Redundant ProtemJ 



4631 



DESCRIPTION 

lgi|7507 1 1 8|pir||T24482 hypothetical protein T05A1.2 
Caenorhabditis elegans emb|CAA92476.1| (Z68219) 
contains similarity to Pfam domain: PF01391 (Collagen 
triple helix repeat (20 copies)), Score=86.4, E- 
value=1.8e-22, N=2; PF01484 (Nematode cuticle 
collagen N-terminal domain), Score=23.9, E- 
value=0.0012, N=l~cDNA EST CEMSE21F comes 



P VALUE 



4634 


1 |gi|2072964lgb|AAC5 1271 11 ftJ935691 nntative ni 
2072964 [Homo sapiens] 


3.6 
0.12 


4636 


gi|13385228lrefINP 080036 11 RUfFM^nMA 
4933428103 gene [Mus musculus] dbj|BAB30529. 1 1 
(AK016968) putative [Mus musculus] dbj|BAB30656 11 
13385228 (AK017257) putative TMus musculus] | 


2.1 | 


4639 


gi|13637800|refIXP_017899.1| hypothetical protein 
13637800 FLJ12673 [Homo sapiens] 


2E-1 1 


4645 


gi|14759884|ref|XP_010198.3| 64448 [Homo sapiens] 
sp|Q9BZSl|FXP3_HUMAN FORKHEAD BOX 
PROTEIN P3 (ZINC FINGER PROTEIN JM2) 
(SCURFIN)gb|AAG53607.1|AF277993 1 (AF277993) 
14759884 scurfin [Homo sapiens] 


0.000002 


4651 


gi|9758 192|dbj|BAB08666. 1 1 (AB018 109) 
975 8 1 92 pectinesterase [Arabidopsis thalianal 


5.5 


4653 


gi|9989055|gb|AAG10818.1|AC011808 6(AC011808) 
9989055 Hypothetical protein [Arabidopsis thaliana] | 


6E-1 1 


4658 


[ |gi|560700|gb|AAB3 1458. 1| gibbon ape leukemia virus 
receptor [Mus musculus=Japanese feral mice, spp. 
560700 molossinus, susceptible cells, Peptide 680 aal 


7 


[ 4659 1 


|gi|3878238|emb|CAA81588. 1| (Z27078) cDNA EST 
ykl 8 lgl .5 comes from this gene-cDNA EST 
ykl53al 1 .5 comes from this gene-cDNA EST 
yk465b 1 .5 comes from this gene [Caenorhabditis 
3878238 |elegans] 


1.3 1 
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SEQID 
NO 



ACCESS 
N 



4663 141028 



P VALUE 



Table 3B Nearest Neighbor (Blast X vs. Non-Redundant Proteins) 

DESCRIPTION 
[gi| 14 1 028|sp|P04540|NU5M_TRYBB NADH- 
UBIQUINONE OXIDOREDUCTASE CHAIN 5 
|pir||QQUTC5 NADH dehydrogenase (ubiquinone) (EC 
1.6.5.3) chain 5 - Trypanosoma brucei mitochondrion 
gb|AAB59225. 1| (M14820) NADH dehydrogenase 
subunit 5 [Trypanosoma brucei] emb|CAB57807.1| 
l(X01094) unidentified reading frame 10 [Trypanosoma 



4664 


gi|54421 10|gb|AAD43259. 1|AF126468_2 (AF126468) 
1 54421 10 protease [Simian retrovirus type 2] 


0.54 
0.3 


4666 


1 Ieill286047 1 IrlhilRARI I O^S ll f A VAin/tio\ ^ — 1 — 

igin^ouut/ i|uoj|D/ujJiyt)8.i| (AK020018) putative 
12860471 [Mus musculus] 


7.6 


4669 


gi|4103974|gb|AAD05047. 1| (AF030414) FeMo protein 

of nitrogenase alpha subunit; NifD [Gluconacetobacter 
4103974 diazotroDhicusl 


9.1 


4678 


gi|2072953|gb|AAC5 1264. 1| (U93565) putative p 1 50 
2072953 [Homo sapiensl 


0.057 


4679 


gi|7208454|gb|AAF40208.1|AF233885 1 (AF233885) 
7208454 phospholipase C-like protein [Mus musculus] | 


9.6 


4680 


1 |giU4193286|gb|AAK55875.1|AF267206 2 (AF267206) 

ATP synthase gamma subunit [Candidatus Carsonella 
14193286 ruddii] 


9 


4681 


gi|l 1361549|pir||A82772 hypothetical protein XF0722 
[imported] - Xylella festidiosa (strain 9a5c) 

gb|AAF83532.1|AE003914_13 (AE003914) 
1 1361549 hypothetical protein [Xylella fastidiosa 9a5c] | 


3.1 


4682 


1 |gi|7463298|pir||A70144 hypothetical protein BB0354 - 

Lyme disease spirochete gb|AAC66737.1| (AE001 141) 
B. burgdorferi predicted coding region BB0354 
7463298 [Borrelia burgdorferi] 


5.4 


4685 1 


• gi|9631610|ref]NP_048389.1| contains Pro-rich Px 
motif, PAPK (8X); similar to Thermoproteus virus 
protein TPX, corresponds to Swiss-Prot Accession 

Number PI 9275 [Paramecium bursaria Chlorella virus 
1] pir||T17531 proline-rich protein A41R - Chlorella 
virus PBCV-1 gb|AAC96409.1| (U42580) contains Pro- 
rich Px motif, PAPK (8X); similar to Thermoproteus 
virus protein TPX, corresponds to Swiss-Prot Accession 
Number P 1 9275 [Paramecium bursaria Chlorella virus 
9631610 |l] 


1.8 1 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


N 


DESCRIPTION 


P VALUE 


4688 


1 47S4644 


gi|14754644|ref|XP_030896.1| similar to hypothetical 

|jiutciii ivi\j\^jjo*t ^n. bdpiciia^ [lionio Sapiens 1 




4689 


2865163 


gi|2865163|dbj|BAA24799.1| (AB007836) Hic-5 [Homo 
sapiens] 


2E-16 


4693 


6760239 


gi|6760239|gb|AAF28263 . 1 |AF 1 78655_4 (AF 1 78655) 
fusion F [Bovine parainfluenza virus 3] 


9.8 


4698 


13446199 


gi|13446199|emb|CAC34985.1| (AL035536) very 
hypothetical protein [Schizosaccharomyces pombe] 


5.2 


4699 


6320491 


gi|6320491|ref]NP_0 10571.1| synaptonemal complex 
protein; Ziplp [Saccharomyces cerevisiae] 
sp|P31 1 1 1|ZIP1_YEAST SYNAPTONEMAL 
COMPLEX PROTEIN ZIP1 pir||S701 15 ZIP 1 protein - 
yeast (Saccharomyces cerevisiae) gb|AAB64474. 1| 
(U5 103 1) Ziplp: Synaptonemal complex protein (Swiss 

riUL. duiA/odiuii iiuiiiucr rjiiiij, [oaccnaromyces 

cerevisiae] 


0.001 


4703 


416704 


gi|416704|sp|Q03376|BAR3_CHITE BALBIANI RING 
PROTEIN 3 PRECURSOR pir||S08167 Balbiani ring 3 
protein - midge (Chironomus tentans) emb|CAA36506. 1| 
(X52263) balbiani ring 3 (BR3) [Chironomus tentans] 


5.4 


4709 


6005948 


gi|6005948|ref|NPJ)091 18. 1| WW domain-containing 
binding protem 4; fomun binding protein 21 [Homo 
sapiens] refjXP_007153.1| WW domain-containing 
binding protein 4 [Homo sapiens] ref|XP 049374. 1| 
WW domain-containing binding protein 4 [Homo 
sapiens] ref|XP_049375.1| WW domain-containing 
uinaing protein h [noino sapiensj gu|/\Al^.$4o 1 1. 1| 
(AF071 185) formin binding protein 21 [Homo sapiens] 


0.007 


4713 


629166 


gi|629166|pir||S39791 neurotoxin - Clostridium 
Botulinum 


2.5 


4719 


4096360 


jji|^U70Juu|gU|/\/\\^770J0. 1| ^Ujllji/J \^xv.lO [ixailUS 

norvegicus] gb|AAC99859.1| (U31169) SH3 domain 
binding protein [Rattus norvegicus] 


4.3 


4723 


11352438 


gi|l 1352438|pir||F83 161 pyocin protein PA3866 
imported] - Pseudomonas aeruginosa (strain PAOl) 
gb|AAG07253.1|AE004804_l (AE004804) pyocin 
protein [Pseudomonas aeruginosa] 


9.1 


4725 


14761847 


gi| 1476 1 847|ref|XP_01 7 198.2| hypothetical protein 
FLJ 12085 [Homo sapiens] 


0.0007 
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* 



Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 



SEQID 
NO 



ACCESS 
N 



DESCRIPTION 



P VALUE 



4726 



gi|7475497|pir||B70045 hypothetical protein yvpB - 
Bacillus subtilis gb|AAC67292.1| (AF0171 13) YvpB 
[Bacillus subtilis] emb|CAB15499.1| (Z99121) yvpB 
7475497 ([Bacillus subtilis] 



4731 



gi|11466185|ref|NP_066508.1| NADH dehydrogenase 
subunit 1 1 [Naegleria gruberi] 
gb|AAG17786. 1|AF288092_1 1 (AF288092) NADH 
11466185 dehydrogenase subunit 11 [Naegleria gruberi] 



6.2 



4735 



gi|9802589|gb|AAF99791.1|AC012463_8(AC012463) 
9802589 |T2E616 [Arabidopsis thaliana] 



7.7 



4741 



gi|7512245|pir||T03849 Fas-binding protein Daxx 
[green monkey gb|AAB66586. 1| (AF015957) Fas- 
75 12245 binding protein Daxx [Cercopithecus aethiops] 



7.1 



4746 



gi|345660|pir||A4503 1 cysteine-rich fibroblast growth 
factor receptor - chicken gb|AAA48769.1| (M95766) 
cysteine-rich fibroblast growth factor receptor [Gallus 
345660 |gallus] 



4750 



|gi|6324550|ref1NP_014619.1| mitochondrial initiation 
factor 2; Ifmlp [Saccharomyces cerevisiae] 
sp|P25038|IF2M_YEAST TRANSLATION 
llNITIATION FACTOR IF-2, MITOCHONDRIAL 
PRECURSOR (IF-2MT) (IF-2(MT)) pir||S66706 
translation initiation factor IF-2, mitochondrial - yeast 
(Saccharomyces cerevisiae) emb|CAA99023.1| 
6324550 l(Z74765) ORF YOL023w [Saccharomyces cerevisiae] 



8.1 



4751 



gi| 12249 16 1 |ref]NP_0662 1 1.2| cytochrome c oxidase 
subunit HI [Schistosoma mansoni] gb|AAG13 163.2) 
(AF2 16698) cytochrome c oxidase subunit 3 
2249 1 6 1 1 [Schistosoma mansoni] 



6.6 



4758 



gi|l 08352 18|ref|NP_004609. 1| topoisomerase (DNA) III 
lalpha [Homo sapiens] ref|XP_008635.1| topoisomerase 
(DNA) III alpha [Homo sapiens] 
sp|Q13472|TP3A_HUMAN DNA TOPOISOMERASE 
in ALPHA gb|AAB03694.1| (U43431) DNA 
] 0835218 |topoisomerase III [Homo sapiens] 



9.4 



4759 



gi|9294528|dbj|BAB02791 . 1| (AB024034) 
gb|AAF509 15. l~gene_id:MDC 1 1 5~similar to unknown 
9294528 | protein [Arabidopsis thaliana] 



7.1 



4760 



gi|6624755|emb|CAB63872.1| (AJ251846) OTX5b 
6624755 | protein [Xenopus lac vis] 



8.8 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


CCA JT\ 

NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4762 


14768465 


gi|14768465|ref|XP_038469. 1| hypothetical protein 
XP_038469 [Homo sapiens] 


0.88 


4768 


7290081 


gi|7290081|gb|AAF45547.1| (AE003418) fz3 gene 
product [alt 2] [Drosophila melanogaster] 


4.7 


4770 


13358052 


gi|13358052|reflNP_078326.1| unique hypothetical 
membrane lipoprotein [Ureaplasma urealyticum] 
pir||H82883 hypothetical protein UU489 [imported] - 
Ureaplasma urealyticum gb|AAF30901. 1|AE002147_2 
(AE002147) unique hypothetical membrane lipoprotein 
[Ureaplasma urealyticum] 


0.95 


477/1 


12698025 


gl|lzoyoUZ3|uDJ|DAr>zlo31.1| (JKdVj 15Z/) JsJAAI /4U 
protein [Homo sapiens] 


0.24 


4784 


1 16910 


gi|l 16910|sp|P10169|CON8_NEUCR CONIDIATION- 
SPECIFIC PROTEIN 8 pir||S02210 con-8 protein - 
Neurospora crassa emb|CAA30092.1| (X07040) con-8 
[Neurospora crassa] 


A 1 
H.J 


4788 


3694664 


gi|3694664|gb|AAC62434.1| (AC004893) similar to 
NEDD-4 (KIA0093); similar to P46934 
(PlD:gl 171682) [Homo sapiens] 


8.2 


4790 


1731439 


gi| 173 1439|sp|r5 1505|ZN80_MACMU ZINC FINGER 
PROTEIN 80 emb|CAA6 1771.1| (X89629) zn£80 
[Macaca mulatta] 


1.3 


4794 


1 IjCJ 1 Ioj 


gi|11257183|pir||F82319transketolase 1 VC0473 
[imported] - Vibrio cholerae (group 01 strain N 16961) 
gb|AAF93646.1| (AE004133) transketolase 1 [Vibrio 

cnoieraej 


Q 1 


4795 


11466520 


gi|l 1466520|reflNP_044769. 1| SecY-type transporter 
protein [Reclinomonas americana] pir||S78151 secY 
protein homolog - Reclinomonas americana (ATCC 
50394) mitochondrion gb|AAD11884.1| (AF007261) 
SecY-type transporter protein [Reclinomonas 
americana] 


2.3 


4799 


5869811 


gi|5869811|emb|CAB55552.1| (AJ243538) Fox2 protein 
[Glomus mosseae] 


8.5 
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SEQ ID I ACCESS 
NO I N 



Table 3B Nearest Nei^bor (BIa,tY vs , Non-RedundantT^^ T 
DESCRIPTION 



4801 



gi|6324187|ref|NP_014257.1| Ammonia transport 
protein; Mep2p [Saccharomyces cerevisiae] 
sp|P41948|MEP2_YEAST AMMONIUM 
TRANSPORTER MEP2 pir||S51089 ammonium 
transport protein MEP2 - yeast (Saccharomyces 
cerevisiae) emb|CAA58587.1| (X83608) ammonium 
(transporter [Saccharomyces cerevisiae] 
emb|CAA86884.1| (Z46843) NH3 permease 
[Saccharomyces cerevisiae] emb|CAA96025 II 
6324187 (Z71418) ORF YNL142w fSaccharomyces cerevisiael 



4805 
4806 



O 



|:»3 



4808 



1 14738m H 14 ^« 1 ^M^-038231.1, KIAA0793 gene product , 
J 14738182 [Homo sapiens] 

481861 gi|481861| P ir|[S39796a ggre canp r ecursor-chicl c ^ 

P 462 1 16|sp|Q05394|FMLR_RABIT FMET-LEU-PHE I 
RECEPTOR (FMLP RECEPTOR) (N-FORMYL 
PEPTIDE RECEPTOR) (FPR) (N-FORMYLPEPTIDE 
CHEMOATTRACTANT RECEPTOR) pir||A46520 N- 
formyl peptide receptor - rabbit gb|AAA31254 II 
(M94549) N-formyl peptide receptor [Oryctolagus 
462116 |cuniculus] 



4809 



4813 464359 



4814 



U.S32739 [Mus musculus l 

gi|464359|sp|P33295|PEPC_ASPNGSUBTILISIN- 
LIKE SERINE PROTEASE PEPC PRECURSOR 
pir||JU0146 serine proteinase (EC 3.4.21.-) precursor • 
Aspergillus niger gb|AAA32702.1| (M96758) serine 
protease [Aspergillus niger] 

gi|14741436|refIXP_032168.1| hypothetical protein 
14741436 XP 032168 [Homo sapiensl 



4821 | 6322061 



gi|6322061|ref]NP_012136. 1| Yill30wp 
[Saccharomyces cerevisiae] sp|P40467(YINO YEAST 
PUTATIVE 108.8 KD TRANSCRIPTIONAL 
REGULATORY PROTEIN IN FKH1-STH1 
INTERGENIC REGION pir||S48404 probable 
membrane protein YIL130w - yeast (Saccharomyces 
cerevisiae) emb|CAA86148.1| (Z38059) orf, len: 964, 
CAI. 0. 15, possible regulatory protein [Saccharomyces 
I cerevisiae] 



4822 1 14784569 | B i|14784569|reflXP 016395.21 1 1729 fHomn ssni.ncj 
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P VALUE 



8.3 



3E-16 
0.065 



2.2 



1.1 



0.91 
1.3 



6.7 
5E-26 







Table 3B Nearest Neighbor (BlastX vs Nnn-ReHnnHant p m t«n S > 


SEQ ID 


ACCESS 

XT 

IN 


DESCRIPTION 


P VALUE 


4825 


13926079 


gi|13926079|gb|AAK49526. 1|AF356082_1 (AF356082) 
C2H2 zinc finger transcription factor JING [Drosophila 
melanogaster] 


2.7 


4827 


1209370 


gi|1209370|gb|AAA91081.1| (L33971) EBV BKRF4 
homologue [Leporid herpesvirus 11 


8 


4829 


11359537 


gi|l 1359537|pir||T51023 hypothetical protein B7F21.40 
[imported] - Neurospora crassa emb|CAB97476.1| 
(AL389901) conserved hypothetical protein 
[Neurospora crassa] 


0.57 




130/9392 


gi|13629392|sp|P97523|MET RAT HEPATOCYTE 
GROWTH FACTOR RECEPTOR PRECURSOR 
(MET PROTO-ONCOGENE TYROSINE KINASE) 
(C-MET) (HGF RECEPTOR) (HGF-SF RECEPTOR) 
emb|CAA65582.1| (X96786) c-met [Rattus norvegicus] 


1.3 


4834 


4508019 


gi|4508019|ref|NP_003449.1| bassoon (presynaptic 
cytomatrix protein); neuronal double zinc finger protein; 
zinc finger protein 231 [Homo sapiens] gb|AAC83555. 1| 
(AF052224) neuronal double zinc finger protein [Homo 
sapiens] 


1-5 


4835 


5734374 


gi|5734374|emb|CAB52680.1| (AJ133723) Ran-binding 
protein 2 [Bos taurus] 


4.7 


4837 


3281932 


gi|3281932|emb|CAA76796.1| (Y17584) beta-lactamase 
class A [Escherichia coli] emb|CAC43180.1| 
(AJ277416) TEM-29 ES-beta-lactamase [Escherichia 
coli] 


9.4 


4839 


\ 

15021417 ! 


gi|15021417|gb|AAK77694.1|AF369029 25 
(AF369029) ORF25, gene family 4 [white spot 
syndrome virus] 


9.4 


4841 


1 
( 

7507283 


gi|7507283|pir||T32024 hypothetical protein T06D4.4 - 
Caenorhabditis elegans gb|AAB66123.1| (AF016673) 
similar to endothelin-converting enzymes 
Caenorhabditis elegans] 


6.7 


4843 


i 

1165132 


p\l 165 132|emb|CAA64491. 1| (X95 193) homeobox- 
eucine zipper protein [Pimpinella brachycarpa] 


8.5 
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SEQ ID ACCESS 
NO | N 



Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 



DESCRIPTION 



P VALUE 



4845 



gi|11466755|ref|NP_039351.1| ORF191 [Marchantia 
polymorpha] sp|P06266(NU6C_MARPO NADH- 
PLASTOQUINONE OXIDOREDUCTASE CHAIN 6, 
CHLOROPLAST pir||DELVN6 NADH dehydrogenase 
(ubiquinone) (EC 1.6.5.3) chain 6 - liverwort 
(Marchantia polymorpha) chloroplast 
emb|CAA28137.1| (X04465) ORF191 [Marchantia 
| 1 1466755 [polymorpha] 



9.5 



4849 



gi|14010605|gb|AAK5205 1.1|AF363973_1 (AF363973) 
14010605 |semaphorin 6C [Mus musculus] 



6.3 



4853 



gi|14755906|ref|XP_044358.1| similar to cleft lip and 
palate associated transmembrane protein 1 (H. sapiens) 
1 14755906 1 [Homo sapiens] 



4866 



gi|l 1994373|dbj|BAB02332.1| (AB019229) 
gene_id:MDC16.14~unknown protein [Arabidopsis 
1 1 1994373 Ithaliana] 



|gi|14017847|dbj|BAB47444.1| (AB058718) KIAA1815 
4873 1 14017847 protein [Homo sapiens] 



2.7 



gi|13647785|ref|XP_018036.1| hypothetical protein 
FLJ13166 [Homo sapiens] ref|XP_051378.1| similar to 
hypothetical protein FLJ13166 (H. sapiens) [Homo 
4859 1 13647785 |sa piens] | 61 



4.7 



gi|12514590|gb|AAG55801.1|AE005316_6(AE005316)| 
orf, hypothetical protein [Escherichia coli 0157:H7 
EDL933] dbj|BAB34856.1| (AP002555) hypothetical 
4872 1 12514590 |protein [Escherichia coli Q157:H7] 



6E-18 



gi|7506698|pir||T24214 hypothetical protein R134.2 
4878 | 7506698 |Caenorhabditis elegans 



7.3 



4880 



gi|7505750|pir||T23590 hypothetical protein K10H10.1 -| 
Caenorhabditis elegans emb|CAB05777.1| (Z83236) 
contains similarity to Pfam domain: PF00083 (Sugar 
(and other) transporter), Score=-89.7, E-value=O.00037,| 
N=l~cDNA EST yk503hl2.5 comes from this 
gene-cDNA EST yk653al 1.3 comes from this 
gene-cDNA EST yk653al 1.5 comes from this gene 
7505750 |[Caenorha> 



1.4 



4882 



gi|25001 12|sp|P71359|RECQ_HAEIN ATP- 
DEPENDENT DNA HELICASE RECQ 
gb|AAC22387.1| (U32756) ATP-dependent DNA 
25001 12 jhelicase (recQ) [Haemophilus influenzae Rd] 



8.7 
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• 





Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4883 


13447070 


gi|13447070|gb|AAK26617.1| (AF340025) NADH 
dehydrogenase subunit V [Coturnix chinensis] ' 


3.1 


4886 


14775307 


gi|14775307|ref|XP_042250. 1| similar to nuclear pore 
complex interacting protein (H. sapiens) [Homo sapiens] 


4.2 


4888 


6434530 


gi|o*f j*f jjU|emD|v^/\i5oiuou. i| \j\LtijZ.y £ rzr) preoicteQ 
using Genefinder-cDNA EST yk51g5.3 comes from this 

gene~cDNA EST yk51g5.5 comes from this 
gene-cDNA EST yk62d6.5 comes from this 
gene-cDNA EST ykl05f8.5 comes from this 
gene-cDNA EST yk99fi8.3 > 


0.28 


4896 


12832739 


gi|12832739|dbj|BAB22236.1| (AK002621) putative 
[Mus musculus] 


1.1 


4903 


11281764 


gi|l 128 1764|pir||C8 1739 conserved hypothetical protein 
TC0120 fimDortedl - Chlamydia muridamm Strain 
Nigg) gb|AAF38998.1| (AE002279) conserved 
hypothetical protein [Chlamydia muridarum] 


2.7 


4908 


12838194 


gi|12838194|dbj|BAB24118.1| (AK005558) putative 
[Mus musculus] 


1.7 


4911 


12721131 


gi|12721131|gb|AAK02908.1| (AE006121) unknown 
[Pasteurella multocida] 


8.3 


4913 


10638457 


gi|10638457|emb|CAC12644.1| (AL136442) bA25J23.1 
(KIAA1 165 protein, similar to Drosophila CG8056 
protein) [Homo sapiens] 


1E-18 


4916 


11346431 


gi| 1 134643 1 |pir||T47803 mitogen-activated protein 
kinase-like protein - Arabidopsis thaliana 
emb|CAB75798.1| (AL138647) mitogen-activated 
protein kinase-like protein [Arabidopsis thaliana] 


4 
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# 





Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4924 


14758601 


gi|14758601|ref|XP_01O183.3| protein phosphatase, EF 
hand calcium-binding domain 1 [Homo sapiens] 
ref]XP_040201.1| protein phosphatase, EF hand calcium 
binding domain 1 [Homo sapiens] ref|XP_040202.1| 
protein phosphatase, EF hand calcium-binding domain 1 
[Homo sapiens] sp|014829|PPEl_HUMAN 
SERINE/THREONINE PROTEIN PHOSPHATASE 
WITH EF-HANDS-1 (PPEF-1) (PROTEIN 
PHOSPHATASE WITH EF CALCIUM-BINDING 
DOMAIN) (PPEF) (SERINE/THREONINE PROTEIN 
PHOSPHATASE 7) (PP7) gb|AAB82795.1| 
(AF023455) protein phosphatase with EF-hands-1 
[Homo sapiens] gb|AAC05825. 1| (AF027977) 
serine/threonine protein phosphatase 7 catalytic subunit 
[Homo sapiens] 


0.08 


4932 


12007365 


gi|12007365|gb|AAG45 157. 1|AF3 16823_1 (AF3 16823) 
cellulase Cel9-H [Clostridium cellulolyticum] 


3.2 


4933 


8745051 


gi|8745051|emb|CAB95305.1| (AL359781) dynein 
heavy chain, cytosolic [Leishmania major] 


8 


4934 


7499345 


gi|7499345|pir||T21083 hypothetical protein F18A1 1.4 - 
Caenorhabditis elegans emb|CAB04136.1| (Z81507) 
cDNA EST yk65 lhl .5 comes from this gene 
Caenorhabditis elegans] emb|CAA21639.1| 
(AL032639) cDNA EST yk651hL5 comes from this 
gene [Caenorhabditis elegans] 


0.4 


4935 


14133229 


gi|14133229|dbj|BAA76843.2| (AB023216) KIAA0999 
protein [Homo sapiens] 


0.91 


4936 


5835447 


gi|5835447|reflNP_008371. 1(ND6_13 186 NADH 
dehydrogenase subunit 6 [Onchocerca volvulus] 
pu]| 1 1 iuoo ru\uti uenyurogenase (ubiquinone) (b-C 
1.6.5.3) chain 6 - nematode (Onchocerca volvulus) 
mitochondrion gb|AAC61613.1| (AF015193) NADH 
dehydrogenase subunit 6 [Onchocerca volvulus] 


2.8 


4940 


6978439 


gi|6978439|ref|NP_036622.1| acrosin [Rattus 
norvegicus] emb|CAA41441.2| (X58550) preproacrosin 
Rattus sp ] 


9.1 



601 






Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4946 


11349140 


gi|11349140|pir||G83492 hypothetical protein PA1232 
[imported] - Pseudomonas aeruginosa (strain PAOl) 

go\J\/\Kjwoz l . l |AiiOU4552_l 1 (AE004552) 
hypothetical protein [Pseudomonas aeruginosa] 


1 


4950 


12867434 


gi|12862434|dbj|BAB32470.1| (AB047280) Pol-like 
pruicixi roi-z [ i ncnoioma matsutake I 


4.6 


4956 


15011489 


gi|1501 1489|gb|AAK77584. 1|AF396436_24 
(AF396436) heme maturase [Tetrahymena thermophila] 


2.8 


4958 


1 944 1 K\ 


gi|1944163|dbj|BAA19637.1| (AB002668) unnamed 
jroiein product [y\cunoDacuius actmomycetemcomitans 


0.84 


4966 


7522108 


gi|7522108|pir||T29097 pro-pol-dUTPase polyprotein - 
murine endogenous retrovirus ERV-L (fragment) 
emb|C AA73251.1| (Y12713) protease; reverse 
transcriptase, KiNaseri, integrase; dUTPase; Pro-Pol- 
dUTPase polyprotein [Mus musculus] 


0.0005 


4968 


12963743 


gi|12963743|ref|NP_076085.1| equilibrative nucleoside 
transporter 3 [Mus musculus] 

gb|AAK00957.1|AF326986_l (AF326986) equilibrative 
nucleoside transporter 3 [Mus musculus] 


9.3 


4971 


6503300 


gi|6503300|gb|AAF 14676. 1 |AC0 1171 3_24 (AC0 11713) 
Contains PF|01535 Domain of unknown function. 
Arabidopsis thaliana] 


3.1 


4976 


( 

; 

< 

7498863 


gi|7498863|pir||T20730 hypothetical protein F10G8.8 - 
Caenorhabditis elegans emb|CAB02286.2| (Z80216) 
Weak similarity with intermediate filament protein 

TREMBL id G633240), contains similarity to Pfom 
domain: PF00169 (PH domain), Score=79.3, E- 
value=2.7e-21, N=2~cDNA EST EMBL:T01262 comes 
liuiii una gene l<i>/i>/\ co i yKzjcLj.j comes irom tnis 
»ene~> emb|CAA19441.2| (AL023823) Weak similarity 
with intermediate filament protein (TREMBL id 
3633240), contains similarity to Pfam domain: 

F00169 (PH domain), Score=79.3, E-value=2.7e-21, 
*=2~cDNA EST EMBL:T01262 comes from this 
»ene~cDNA EST yk23d5.3 comes from this gen> 


7 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQ ID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


4981 


436923 


gi|436923|gb|AAA62274.1| (U01849) ORF1 
[Trypanosoma brucei] 


1.2 


4982 


2827416 


gi|2827416|gb|AAB99843.1| (AF043083) glycoprotein 
B [human herpesvirus 5] 


9 1 


4989 


11135234 


gi|l 1 135234|sp|P57642|SYK3_BUCAI PUTATIVE 
LYSYL-TRNA SYNTHETASE (LYSINE— TRNA 
LIGASE) (LYSRS) (GX) dbj|BAB13271.1| 

(AP001 1 19) hypothetical lysyl-tRNA synthetase 
homolog [Buchnera sp. APS] 


1.4 


4990 




gi|2129953|pir||JC5229 laccase (EC 1.10.3.2) precursor 
common tobacco gb|AAC49536. 1| (U43542) diphenol 
oxidase [Nicotiana tabacum] 


9.1 


4995 


13/56443 


gi| 1 3 786443|gb|AAK39568 . 1 1 AC025296_3 
(AC025296) hypothetical protein [Oryza sativa] 


0.83 


4998 


7494262 


gi|7494262|pir||T18489 hypothetical protein C0820w - 
malaria parasite (Plasmodium falciparum) 
emb|CABl 1 128. 1| (Z9855 1) hypothetical protein, 
PFC0820w [Plasmodium falciparum] 


0.81 


5000 


lUlzl/oo 


gi|10121788|gb|AAG13373.1| (AF268180) polyprotein 
bovine viral diarrhea virus type 2] 


7.4 


5007 


6906704 


gi|6906704|dbj|BAA90553.1| (AB032551) proline-rich 
inositol polyphosphate 5 -phosphatase [Rattus 
norvegicus] 


1.6 


5008 


5978523 


gi|8978523|dbj|BAA98360.1| (AP002545) CT147 
hypothetical protein [Chlamydophila pneumoniae J 138] 


7.4 


5009 


yojuiz / 


gil9630127lreflNP_046554.ll putative lipoprotein 
Bacteriophage SPBc2] pir||T 12766 probable lipoprotein 
yokB - Bacillus subtilis phage SPBc2 emb|CAB 14083. 1| 
(Z991 15) yokB [Bacillus subtilis] gb|AAC 12975. 1| 
(AF020713) putative lipoprotein [Bacteriophage 
ortJCZJ 


2.7 


5011 




gi|8978523|dbj|BAA98360.1| (AP002545) CT147 
lypothetical protein [Chlamydophila pneumoniae J 138] 


7.4 


5012 


13636469 


gi|13636469|ref|XPJ)16747. 1| latent transforming 

0Tf>WtVl farrfor hf*tn HinHinO" nrntf*in 1 nrppnrcnr VlAr\mr\ 

sapiens] 


1.7 


5016 


3694664 


gi|3694664|gb|AAC62434.1| (AC004893) similar to 
NEDD-4 (KIA0093); similar to P46934 
(PID:gl 171682) [Homo sapiens] 


7.9 


5020 


14751816 . 


gi|1475 1816|ref|XP_034239. 1| hypothetical protein 
XP_034239 [Homo sapiens] 


0.064 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5022 


4768840 


gi|4768840|gb|AAD29638.1|AFl 1761 1_1 (AF1 1761 1) 
DosA protein [Dictyostelium discoideum] 


9.9 


5023 


7442182 


gi|7442182|pir||T04989 pathogenesis-related protein 1 
precursor, 19.3K - Arabidopsis thaliana 
emb|CAA20585.1| (AL031394) pathogenesis-related 
protein 1 precursor, 19.3K [Arabidopsis thaliana] 
emb|CAB80089.1| (AL161584) pathogenesis-related 
protein 1 precursor, 19.3K [Arabidopsis thaliana] 
gb|AAG40056.1|AF324705_l (AF324705) AT4g33720 
[Araoiaopsis tnaiianaj gu|A/\vj4zuuy. i\j\r dZ /4iy_i 
(AF327419) putative pathogenesis-related protein 1 
precursor proicm |y\rauiuupsis uiaiiaiiaj 
gb|AAK00381.1|AF339699_l (AF339699) putative 
pathogenesis-related protein 1 precursor protein 
FArabidoDsis thalianal eblAAK62632 11 (AY039577) 
AT4g33720/T16Ll_210 [Arabidopsis thaliana] 


9.3 


5029 


4884674 


gi|4884674|gb|AAD31763.1|AF121945_l (AF121945) 
aldehyde oxidase [Mus musculus] 


7.9 


5031 


2133751 


ml2133751birllS66610 sulfakinin - bluebottle flv 
(Calliphora vomitoria) prf||2120269A sulfakinin 
[Calliphora vomitoria] 


9 


5033 


975667 


gi|975667|emb|CAA61500.1| (X89213) RNA 

prfl|2121413F RNA polymerase [Infectious 
hematopoietic necrosis virus] 


4.1 


5035 


11267434 


[imported] - Xylella fastidiosa (strain 9a5c) 
gb|AAF82863.1|AE003859_4 (AE003859) DNA 
helicase II [Xylella fastidiosa 9a5c] 


3.1 


5036 


1 1994373 


gi|l 1994373|dbj|BAB02332. 1| (AB019229) 
gene_id:MDC16. 14~unknown protein [Arabidopsis 
thaliana] 


4.8 


5050 


1082778 


gi|1082778|pir||A56395 secretory phospholipase A2 
receptor precursor, transmembrane form - human 
gb|AAA701 10.11 (U17033) 180 kDa transmembrane 
PLA2 receptor precursor [Homo sapiens] 


3.5 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VAT TTF 


5051 


1^518480 


gi|13518480|ref|NP_084839.1| hypothetical protein 
[Lotus japonicus] ref|NP_084856.1| hypothetical protein 
[L/Oius japonicus j uoj\dj\djjZjo. i | ^/Vruuzyo j ) 
hypothetical protein [Lotus japonicus] dbj|BAB33256.1| 

( AP00?Q8^^ fivnntripttf^l nrntf*in IT .nine isirmnir»iicl 


5 


5065 


7460247 


gi|7460247|pir||B7 1612 hypothetical protein PFB0555c - 
malaria parasite (Plasmodium falciparum) 
gb|AAC7 1900.1| (AE001402) hypothetical protein 
[Plasmodium falciparum] 


7.1 


5069 


13486795 


gi|13486795|dbj|BAB40028.1| (AP003021) hypothetical 
protein [Oryza sativa] 


2.6 


5072 


6166049 


gi[6 166049|sp|O550 1 7|CCAB_MOUSE VOLTAGE- 
DEPENDENT N-TYPE CALCIUM CHANNEL 
ALPHA-IB SUBUNIT (CALCIUM CHANNEL, L 
TYPE, ALPHA- 1 POLYPEPTIDE ISOFORM 5) 

/dd ATM PAT PTTTAyf P1-T ATsJATFT TTT\ fRTTn 

gb|AAB97840.1| (AF042317) neuronal type calcium 
channel alpha- 1 subunit [Mus musculus] 


1.2 


5074 


7495367 


gi|7495367|pir||T33395 hypothetical protein C04F2.1 - 
Caenorhabditis elegans gb|AAC2691 Ll| (AF078780) 
Similar to chemoreceptor; C04F2.1 [Caenorhabditis 
elegans] 


3.1 


5075 


9507739 


gi|9507739|ref|NP_061405.1| 23 pet identical(9 gaps) to 
343 residues of 1286 aa protein 

sp:AIDA_ECOLI[Adhesin AidA-I precursor] [Plasmid 

F] dbj|BAA97896.1| (AP001918) 23 pet identical(9 

gaps) to 343 residues of 1286 aa protein 

sp:AIDA ECOLI[Adhesin AidA-I precursor] [Plasmid 

F] 


9.7 


5076 


7495508 


gi|7495508|pir||T18993 hypothetical protein C06B8.1 - 
Caenorhabditis elegans emb|CAB03850.1| (Z81463) 
Similarity to C. elegans zinc finger proteins, contains 
similarity to Pfam domain: PF00104 (Ligand-binding 
domain of nuclear hormone receptor), Score— 13. 7, E- 
value=0.051, N=l [Caenorhabditis elegans] 


4.2 


5077 


14018037 


gi|14018037|reffNP_114377.1| ATP synthase F0 subunit 
6 [Hymenolepis diminuta] 
gb|AAK51337.1|AF314223_9 (AF3 14223) ATP 
synthase subunit 6 [Hymenolepis diminuta] 


4.9 



60S 





Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5086 


6562005 


gi|6562005|emb|CAB62499.1| (AJ250586) chitinase 
[Arthrobacter sp.] 


1.5 


5087 


9631327 


gi|9631327|ref|NP_048 161.1| ORF MSV090 putative 
Molluscum contagiosum virus MC121L (vaccinia 
A16L) homolog, similar to GB:U60315 [Melanoplus 
sanguinipes entomopoxvirus] pir||T28251 ORF 

\AC\/nQn nrnhfihlf* l\4V*11ii^<*iim *vwitj«*iriQiim vimc 

MC121L (vaccinia A16L) homolog - Melanoplus 
sanguinipes entomopoxvirus gb|AAC97640.1| 
(AF063866) ORF MSV090 putative Molluscum 
contagiosum virus MC121L (vaccinia A16L) homolog, 
similar to GB:U603 15 [Melanoplus sanguinipes 
entomopoxvirus] 


8.7 


5088 


4321813 


gi|4321813|gb|AAD15835.1| (AF063236) variant 2 
major surface glycoprotein [Pneumocystis carinii] 


6.5 


5089 


12853765 


gi|12853765|dbj|BAB29840.1| (AK015427) putative 
[Mus musculus] 


0.0003 


5094 


732059 


gi|732059|sp|P39372|YJHA_ECOLI HYPOTHETICAL 
28.3 KDA PROTEIN IN FECI-FIMB INTERGENIC 
REGION PRECURSOR pir||S56536 hypothetical 
protein f241 (fecI-fimB intergenic region) - Escherichia 

coli] gb|AAC77267.1| (AE000501) orf, hypothetical 
protein [Escherichia coli K12] 
gb|AAG59493.1|AE005662 5 (AE005662) orf, 
hypothetical protein [Escherichia coli 0157:H7 
EDL933] dbj|BAB38693. 1| (AP002569) hypothetical 
protein [Escherichia coli 0157:H7] 


1.4 


5095 


84124 


gi|84124|pir||B24785 hypothetical protein 1028 - slime 
mold (Dictyostelium discoideum) transposon DIRS-1 
(fragment) 


2.9 


5096 


84043 


gi|84043|pir||C22845 NADH dehydrogenase 
(ubiquinone) (EC 1.6.5.3) chain 4 - Trypanosoma brucei 
mitochondrion 


2.3 


5100 


5441886 


gi|5441886|dbj|BAA823 84.1| (AP000367) EST 
AU069246(C53478) corresponds to a region of the 
predicted gene.; hypothetical protein [Oryza sativa] 


4.9 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5102 


6678810 


gi|66788 1 0|ref|NP_0325 8 1 . 1 1 mannan-binding lectin 
serine protease 1 [Mus musculus] 
SDIP98064ICRAR MOUSE COMPLEMFNT- 
ACTIVATING COMPONENT OF RA-REACTTVE 
FACTOR PRECURSOR (RA-REACTIVE FACTOR 
SERINE PROTEASE P100) (RARF) (MANNAN- 
BINDING LECTIN SERINE PROTEASE 1) 
dbj|BAA03944.1| (D16492) P100 serine protease of Ra- 
reactive factor (RaRF) [Mus musculus] 


7.3 


5106 


13357651 


gi|13357651|ref|NP_077925.1| unique hypothetical 
membrane lipoprotein [Ureaplasma urealyticum] 
pir||G82934 hypothetical protein UU094 [imported] - 
Ureaplasma urealyticum gb|AAF30500. 1|AE002109_3 
(AE002109) unique hypothetical membrane lipoprotein 
[Ureaplasma urealyticum] 


2.4 


5108 


2499547 


gi|2499547|sp|P77153|WZB_ECOLI PROBABLE 
LOW MOLECULAR WEIGHT PROTEIN- 
TYROSINE-PHOSPHATASE WZB pir||D64972 
probable protein-tyrosine-phosphatase (EC 3.1.3.48) 
wzb, low molecular weight - Escherichia coli 
gb|AAC77834. 1| (U38473) putative acid phosphatase 
[Escherichia colil eblAAC75122 11 fAE000296^ 
probable protein-tyrosine-phosphatase [Escherichia coli 
K12] gb|AAG57121.1|AE005432_2 (AE005432) 
probable protein-tyrosine-phosphatase [Escherichia coli 
0157:H7 EDL933] dbj|BAB36289.1| (AP002560) 
probable protein-tyrosine-phosphatase [Escherichia coli 
0157:H7] 


1.4 


5109 


5292165 


gi|5292165|gb|AAB01085.2| (U34402) single-subunit 
RNA polymerase C [Triticum aestivum] 


2.9 


5112 


2598890 


gi|2598890|dbj|BAA23297.1| (D86277) VP7 [Human 
rotavirus 3] 


0.52 


5115 


7301702 


gi|7301702|gb|AAF56815.1j (AE003767) wdngene 
product [Drosophila melanogaster] 


2 


5116 


12853765 


gi|12853765|dbj|BAB29840.1| (AK015427) putative 
Mus musculus] 


0.0003 


5121 


4009428 


gi|4009428|gb|AADl 1553.1| (AF019894) replication 
protein A [Helicobacter pylori] 


4.2 


5128 


12849716 


gi|12849716|dbj|BAB28451.1| (AK012761) putative 
Mus musculus] 


7.3 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQ ID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5129 


7496182 


gi|7496182|pir||T 19344 hypothetical protein C17D12.4 - 
Caenorhabditis elegans emb|CAB03892.1| (Z81473) 
predicted using Genefinder [Caenorhabditis elegans] 


5.7 


5130 


9634540 


gi|9634540|ref|NP_038078.1| TA35L [Vaccinia virus 
(strain Tian Tan)] gb|AAF3403 1 . 1 1 (AF095689) TA35L 
[Vaccinia virus (strain Tian Tan)] 


9.5 


5136 


12045115 


gi|12045115|ref|NPJ)72926.1| lipoprotein, putative 
[Mycoplasma genitalium] sp|P47502(Y260_MYCGE 
HYPOTHETICAL LIPOPROTEIN MG260 
PRECURSOR pir||G64228 hypothetical protein 
homolog MG260 - Mycoplasma genitalium 
gb|AAC71481.1| (U39705) lipoprotein, putative 
[Mycoplasma genitalium] 


3.3 


5138 


2144796 


gi|2144796|pir||I36912 involucnn S - douroucouh 
(fragment) gb|AAA35376.1| (M25314) involucrin (small 
allele) [Aotus trivirgatus] 


4.3 


5140 


/ DXJyyD I 


gi|7509951|pir||T33900 hypothetical protein Y48A5A.1 - 
Caenorhabditis elegans gb|AAD12829.1| (AF125455) 
x 4oaja. i gene product i^aenornabditis elegans J 


1.3 


5143 


13701664 


gi|13701664|dbj|BAB42957. 1| (AP003 135) 
ORFID:SA1688~hypothetical protein, similar to 
teichoic acid translocation ATP-binding protein tagH 

Staphylococcus aureus subsp. aureus N315] 
dbj|BAB58033. 1| (AP003363) hypothetical protein 

Staphylococcus aureus subsp. aureus Mu50] 


6.1 


5147 


7243223 


protein [Homo sapiens] 


6E-96 


5148 


14771907 


gi|14771907|ref|XP_045594.1| hypothetical protein 
MGC4816 [Homo sapiens] 


5E-30 


5163 


6056374 


gi|6056374|gb|AAF02838. 1|AC009894_9 (AC009894) 
Similar to serine/threonine kinases [Arabidopsis 
thaliana] 


9.5 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5164 


6322278 


gi|6322278|ref]NP_0 12352. 1| mannosyltransferase 
complex component; Mnn 1 lp [Saccharomyces 
cerevisiae] sp|P46985|YJS3_YEAST 

HVPOTT-TFTTP A T Al R ICTi PPnTTTTTSJ TXT C\1/TT1 
n I r\J l rxCf 1 l\s x\M~f H 1 . o r%±J rtsXJ 1 HIIN UN oWEi" 

ATP12 INTERGENIC REGION pir||S56966 probable 
membrane protein YJL183w - yeast (Saccharomyces 
cerevisiae) emb|CAA89478. 1| (Z49458) ORF YJL183w 
[Saccharomyces cerevisiae] 


0.5 


5168 


14738479 


eill4738479lreflXP 027836 11 general transcrintion 
factor IIIC, polypeptide 4 (90kD) [Homo sapiens] 


7 


5169 


4505321 


gi|4505321|ref]NP_003862.1| myelin transcription factor 

human gb|AAB3423 1 . 1 1 (S76853) cerebrin- 
50=cerebrospinal fluid protein [human, cerebral brain, 
Peptide, 435 aa] [Homo sapiens] 


5 


5171 


14336722 


gi| 1 4336722|gb|AAK6 1 254. 1 |AE006464_22 
(AE006464) Similar to pre-pro-megakarycyte 
potentiating factor precursor [Homo sapiens] 


0.22 


5173 


13700778 


gi|13700778|dbj|BAB42074. 1| (AP003 132) 
v/rvr il/.oauoj^ — nypouicucai protein, similar xo 
lipopolysaccharide modification acyltransferase 

rStanhvlncoccii^ aureus suh<;n anrpiiQ 1 SI 
dbj|BAB57136.1| (AP003360) hypothetical protein 
[Staphylococcus aureus subsp. aureus Mu50] 


5.7 


5174 


8894607 


gi|8894607|emb|CAB94193.2| (AJ289710) envelope 
protein [HERV-H/env60] 


0.0002 


5176 


14772400 


eill4772400lreflXP 045944 11 hvoothetical orotein 
XP_045944 [Homo sapiens] 


2.5 


5181 


8248741 


gi|8248741|gb|AAB2021 1.2| (S61973) NMDA receptor 
glutamate-binding subunit [Rattus sp ] 


7.4 


5186 


12329963 


gi|12329963|emb|CAC24680.1| (AL5 13062) possible 
high molecular mass nuclear antigen [Leishmania major] 


9.7 


5187 


3915815 


gi|3915815|sp|Q45032|PRIA_BORBUPRIMOSOMAL 
PROTEIN N' (REPLICATION FACTOR Y) 
pir||F70101 primosomal protein N (priA) homolog - 
Lyme disease spirochete gb|AAC66393.1| (AE001 1 15) 
primosomal protein N (priA) [Borrelia burgdorferi] 


0.86 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQ ID 

fNV_J 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5191 


7516796 


gi|7516796|pir||H72575 hypothetical protein APE 1888 - 
Aeropyrum pernix (strain Kl) dbj|BAA80893. 1| 
(AP000062) 107aa long hypothetical protein 
[Aeropyrum pernix] 


9.9 


5192 


4691710 


gi|4691710|gb|AAD28038.1|AF119712_l (AF1 19712) 
bone morphogenetic protein BMP2/4 [Lytechinus 
variegatus] 


4.5 


5198 


10639274 


gi|10639274|emb|CACl 1276. 1| (AL445063) 
amylopullulanase related protein [Thermoplasma 
acidophilum] 


2.4 


5199 


10998836 


gi| 1 0998836|gb|AAG26008. 1 |AF3 1 20 1 7_1 (AF3 1 20 1 7) 
beta-glucosidase precursor [Tenebrio molitor] 


3.1 


5205 


7657228 


gi|7657228|ref]NP_055258.1| interleukin 17B [Homo 
sapiens] reflXP_003898.3| 50367 [Homo sapiens] 
refjXP_046987.1| interleukin 17B [Homo sapiens] 
reflXP_046984.1| interleukin 17B [Homo sapiens] 
ref|XP_046985.1| interleukin 17B [Homo sapiens] 
ref]XP_046986.1| 50372 [Homo sapiens] 
gb|AAF01318.1|AF184969_l (AF184969) cytokine-like 
protein ZCYT07 [Homo sapiens] 
gb|AAF28104.1|AF152098_l (AF152098) interleukin 
17B [Homo sapiens] gb|AAF78775.1|AF212311_l 
(AF2123 1 1) interleukin 20 [Homo sapiens] 
gb|AAG39637.1|AF110385_l (AF1 10385) interleukin- 
17 beta; IL-17 beta [Homo sapiens] 
gb|AAG44136.1|AF218727_l (AF218727) neuronal 
interleukin- 17 related factor [Homo sapiens] 
gb|AAK60336.1|AF386077_l (AF386077) interleukin 
7B [Homo sapiens] 


5.5 


5207 


12311878 


gi|1231 1878|emb|CAC22694.1| (AL389894) 
hypothetical protein L779.02 [Leishmania major] 


1.6 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 




7657683 


gi|7657683|reflNP_055 146. 1| solute carrier family 7, 
(cationic amino acid transporter, y+ system) member 1 1; 
cystine/glutamate transporter [Homo sapiens] 
sp|Q9UPY5|XCT_HUMAN CYSTINE/GLUTAMATE 
TRANSPORTER (AMINO ACID TRANSPORT 
SYSTEM XC-) (XCT) dbj|BAA82628.1| (AB026891) 
cystine/glutamate transporter [Homo sapiens] 
gb|AAG35592.1|AF200708_l (AF200708) calcium 
channel blocker resistance protein CCBR1 [Homo 
sapiensl gb|AAK49111.1|AJr252872_l (AF252872) 
cystine/glutamate transporter xCT [Homo sapiens] 


2.2 


5212 


2388574 


gi|2388574|gb|AAB71455.1| (AC000098) Strong 
similarity to Phalaenopsis homeobox protein 
(gb|U34743). [Arabidopsis thaliana] 


7 


S?9 1 


14740481 


gi| 1 4 / 4U4o l |rei|Ar_U43 1 Jo. 1 1 similar to cadnenn 
related 23 (H. sapiens) [Homo sapiens] 


1E-18 




12852452 


gi|12832432|aDJ|BAD29417.1| (AK014534) putative 
[Mus musculus] 


8E-21 


5224 


tit men 
21 19250 


gi|21 19250|pir|H3o557 microtubule-associated protem 
1A - human gb|AAA81362. 1| (U14577) microtubule- 
associated protein 1A [Homo sapiens] 


f\ no 


5226 


1 1f\A £L 1 f\ 

I3U461U 


gi|1304610|gb|AAC59915.1| (U41783) cytochrome b 
[Cynoleoias attinisj 


A H 

4. / 


5227 


1231 1878 


gi|1231 1878|emb|CAC22694.1| (AL389894) 
hypothetical protein L,/ /9.U2 [Leisnmania majorj 


i i 
1.3 


5228 


6650047 


gi|6650047|gb|AAF2 1692. 1|AF05 1987 1 (AF05 1987) 
maturase K [Hyobanche sanguinea] 


1.9 


5232 


3859671 


gi|3859671|emb|CAA22009.1| (AL033502) hypothetical 
protein [Candida albicans] 


0.0009 


5240 




gi|9963891|gb|AAG09748. 1|AF233276_1 (AF233276) 
peroxin-1 [Penicillium chrysogenum] 




5242 


3024924 


gi|3024924|sp|Q583 15|Y905_METJA 
HYPOTHETICAL PROTEIN MJ0905 pir||A64413 
hypothetical protein MJ0905 - Methanococcus 

i^nn^Qrliii ahlAAROSQIS 11 (\]fy1^d\ M ifmnacrViii 

JCUUUloUlIll ^U|rVTVD707 1 J, 1| ^UU/JJtj 1V1. JctiliUtbClill 

predicted coding region MJ0905 [Methanococcus 
jannaschii] 


1.8 


5245 


11279021 


gi|l 127902 l|pir||T47996 hypothetical protein 
F21F14.210 - Arabidopsis thaliana emb|CAB7 191 1.1 1 
(AL138642) putative protein [Arabidopsis thaliana] 


5.2 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5255 


2746323 


gi|2746323|gb|AAB97896.1| (AF037166) major surface 
glycoprotein [Leishmania panamensis] 


2.2 


5260 


7506750 


gi|7506750|pir||T16770 hypothetical protein R153.2 - 
Caenorhabditis elegans gb|AAA68293.1| (U28729) 
Hypothetical protein R153.2 [Caenorhabditis elegans] 


4.1 


5264 


14737112 


gi|147371 12|ref|XP_046972. 1| hypothetical protein 
XP_046972 [Homo sapiens] 


3.4 


5266 


7432465 


gi|7432465|pir||T13677 NADH dehydrogenase 
(ubiquinone) (EC 1.6.5.3) chain 5 - Santolina 
chamaecyparissus chloroplast gb|AAC37776. 1 1 . 
(L39444) NADH dehydrogenase [Santolina 
chamaecyparissus] 


8.1 


5267 


9845030 


gi|9845030|dbj|BABl 1914.1| (AB034726) 5- 
oxoprolinase precursor [Alcaligenes faecalis] 


6.8 


5268 


7429144 


gi|7429144|pir||GNMSLL retrovirus-related reverse 
transcriptase homolog - mouse retrotransposon 
gb|AAA66024.1| (M13002) 2855 is the position of the 
first start codon in ORF 2; putative [Mus musculus] 


0.0003 


5269 


6689319 


gi|6689319|emb|CAB65444.1| (AJ238583) penicillin 
binding protein 2x [Streptococcus pneumoniae] 


0.37 


5274 


7522099 


gi|7522099|pir||T28658 polyketide synthase - Sorangium 
cellulosum (fragment) 


3.9 


5278 


13786182 


gi|13786182|ref]NP_l 12634. 1| delta-6 fatty acid 
desaturase [Rattus norvegicus] piij|JG0180 Delta6 fatty 
acid desaturase (EC 1.14.99.-) [imported] - rat 
dbj|BAA75496.1| (AB021980) delta-6 fatty acid 
desaturase [Rattus norvegicus] 


4E-12 


5279 


7674158 


gi|7674158|sp|076942|PTP_ENCCU MAJOR POLAR 
TUBE PROTEIN PRECURSOR (MAJOR PTP) 
emb|CAA06662. 1| (AJ005666) polar tube protein 
[Encephalitozoon cuniculi] 


1.2 


5280 


10726396 


gi|10726396|gb|AAF54288.2| (AE003680) CGI 1773 
gene product [Drosophila melanogaster] 


1.1 


5282 


14767779 


gi|14767779|reflXP_007023.2| G protein-coupled 
receptor kinase-interactor 2 [Homo sapiens] 
gb|AAD28047.1|AF124491_l (AF 124491) ARF 
GTPase-activating protein GIT2 [Homo sapiens] 


4E-13 


5284 


14602920 


gi|14602920|gb|AAH09955. 1|AAH09955 (BC009955) 
Unknown (protein for IMAGE:429785 1) [Homo 
sapiens] 


1.4 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQ ID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5287 


7487876 


gi|7487876|pir||T02741 hypothetical protein T9I4. 19 - 

AraHiHnncic tVialiano rrKI A Af*^ 111 0 ? 1 1 i A f^ftfiZI 1 ^\ 
/\rauiuupsi£> uialiaJia gD|/\/\^J jZj / . 1| ^AL^UUD J IJ) 

putative ligand -gated ion channel protein [Arabidopsis 
tri ali anal 

U lul A CU 1U 1 


O Q 


5288 


14423780 


gi| 14423780|sp|O95013|O4F3_HUMAN OLFACTORY 
RECEPTOR 4F3 gb|AAD05195.1| (AC004908) similar 
to rat olfactory receptor OR18; similar to S29710 
fPID e423702) fHomo saniensl 


\J .\J\J\J\J\JZ, 


5290 


14764967 


gi|14764967|ref|XP_049605.1| KIAA1467 protein 
FHomo saniensl 


0 00001 


5291 


7496712 


gi|74967 1 2|pir||T 1 5 708 hypothetical protein C30B5.1 - 
Caenorhabditis elegans gb|AAK31466,l| (U23450) 
Hypothetical protein C30B5.1 [Caenorhabditis elegans] 


2.6 


5292 


4468835 


eil4468835lemblCAB38221 11 <AJ232783^ hairier 
[Drosophila hydei] 


1.3 


5298 


7481600 


gi|748 1600|pir||T36589 probable transmembrane protein 
- Streptomyces coelicolor emb|CAB42730.1| 
(AL049826) putative transmembrane protein 
[Streptomyces coelicolor A3 (2)] 


5.6 


5301 


4885323 


gi|4885323|ref|NP_005293.1| G protein-coupled 
receptor 37 (endothelin receptor type B-like); endothelin 
receptor type B-like; hET(B)R-LP [Homo sapiens] 
ref|XP_004804. 1| G protein-coupled receptor 37 
(endothelin receptor type B-like) [Homo sapiens] 
reflXP_032150.1| 58490 [Homo sapiens] 
ref]XP_032 15 1 . 1 1 G protein-coupled receptor 37 
(endothelin receptor type B-like) [Homo sapiens] 

q«I01 S^S4.lfrP17 T-TT TA/f AAI PPORART P PDHT17TW 

COUPLED RECEPTOR GPR37 PRECURSOR 
(ENDOTHELIN B RECEPTOR-LIKE PROTEIN- 1) 
(ETBR-LP-1) emb|CAA73080.1| (Y12476) G protein 
coupled receptor 37 [Homo sapiens] gb|AAD08853.1| 
(AC004925) G protein coupled receptor 37 [Homo 
sapiens] 


1.9 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 




SEQ ID 


ACCESS 








NO 


N 


DESCRIPTION 


P VALUE 








eill 14675 24lreflNP 043670 11 PSI subunit III 










plastocyanin-binding [Odontella sinensis] 
sp|P49483|PSAF_ODOSI PHOTOSYSTEM I 










REACTION CENTRE SUBUNIT III (PSI-F) 










pir||S78329 photosystem I chain III - Odontella sinensis 






5304 


1 1467524 


chloroplast emb|CAA9 1702.1) (Z67753) PSI, subunit 
III, plastocyanin-binding [Odontella sinensis] 


6.2 




5306 


7292767 


gi|7292767|gb|AAF48162.1| (AE003489) CG15927 
gene product [Drosophila melanogaster] 


6.3 








gi|14601766|ref]NP_148307.1| hypothetical protein 
[Aeropyrum pernix] pir||C72501 hypothetical protein 
APE 1985 - Aeropyrum pernix (strain Kl) 




%y 
*B 


5309 


14601766 


dbj|BAA80995.1| (AP000063) 160aa long hypothetical 
protein [Aeropyrum pernix] 


1.8 


ry 


5310 


13661965 


gi|13661965|gb|AAK38127.1|AC058781_4 
(AC058781) L344.4 [Leishmania major] 


7.1 


f "i 
C3 






eil6320879IreflNP 010958 11 TranscriDtional activator 
of nitrogen-regulated genes; Gln3p [Saccharomyces 
cerevisiae] sp|P18494|GLN3_YEAST NITROGEN 




a 7 






REGULATORY PROTEIN GLN3 pir||S50543 GLN3 
protein - yeast (Saccharomyces cerevisiae) 






5312 


6320879 


gb|AAB64575.1| (U18796) Gln3p: Nitrogen regulatory 
protein [Saccharomyces cerevisiae] 


8.5 


| — 


5313 


4493990 


gi|4493990|emb|CAB39049.1| (AL034559) hypothetical 
protein, PFC 1045c [Plasmodium falciparum] 


0.74 




5314 


10047245 


gi|10047245|dbj|BAB13411.1| (AB046805) KIAA1585 
protein [Homo sapiens] 


2E-69 








gi|14762995|ref|XP_044123.1| cadherin 20, type 2 






5317 


14762995 


[Homo sapiens] 


4E-17 




5321 


14773348 


gi|14773348|ref|XP_038450.1| 20849 [Homo sapiens] 


3E-45 




5326 


4691710 


gi|4691710|gb|AAD28038.1|AFl 19712_1 (AF1 19712) 
bone morphogenetic protein BMP2/4 [Lytechinus 
variegatus] 


5.4 




5328 


13161382 


gi|13161382|dbj|BAB32977.1| (AB034197) lamin B3 
[Carassius auratus] 


6.9 








gi| 1 26548 1 1 |gb|AAH0 1 248. 1 |AAH0 1 248 (BC00 1 248) 






5333 


12654811 


hypothetical protein FLJ20272 [Homo sapiens] 


6.2 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5334 


4504455 


gi|4504455|reflNP_000 183.1| T-box 5 [Homo sapiens] 
emb|CAA70592. 1| (Y09445) transcription factor [Homo 
sapiens] 


2.5 


5337 


6642649 


gi|6642649|gb|AAF20230. 1 |AC0 12395_1 7 (AC0 12395) 
putative glucan synthase [Arabidopsis thaliana] 


1.7 


5342 


7330072 


gi|733 0072|gb|AAF6006 1 . 1 1 AF2 1 0726_82 (AF2 1 0726) 
ORFRU4-R [Macaca mulatta rhadinovirus 26-95] 


0.012 


5344 


90587 


gi|90587|pir||PS0135 H-2 class I histocompatibility 
antigen T7 - mouse (fragment) emb|CAA34332.1| 
(X16213) MHC T7 class I antigen (64 AA) (1 19 is 2nd 
base in codon) [Mus musculus] 


6.4 


5345 


14749813 


gi|14749813|ref|XP_041 197. 1| integrin, alpha 11 [Homo 
sapiens] 


0.48 


5348 


2143962 


gi|2143962|pir||I59422 rsec8 - rat (fragment) 
gb|AAC52265.1| (U32498) rsec8 [Rattus norvegicus] 


3E-96 


5349 


7549797 


gi|7549797|ref1NP_035731.1| T lymphoma oncogene 
[Mus musculus] sp|P17408|TLM_MOUSE TLM 
PROTEIN (TLM ONCOGENE) pir||S10151 
transforming protein tlm - mouse (strain balb/c) 
emb|CAA36859. 1| (X52634) tlm protein [Mus 
musculus] 


1.9 


5351 


7505043 


gi|7505043|pir||T33641 hypothetical protein K01A2.7 - 
Caenorhabditis elegans gb|AAC69507.1| (AF099925) 
Hypothetical protein K01A2.7 [Caenorhabditis elegans] 


0.71 


5357 


6677735 


gi|6677735|reflNP_033084.1| ral guanine nucleotide 
dissociation stimulator [Mus musculus] 
sp|Q03385|GNDS_MOUSE RAL GUANINE 
NUCLEOTIDE DISSOCIATION STIMULATOR 
(RALGEF) (RALGDS) pir||S28415 guanine nucleotide 
dissociation stimulator ralGDS - mouse 
gb|AAA37714.1| (L07924) guanine nucleotide 
dissociation stimulator [Mus musculus] 


4 


5360 


1 1499595 


gi|l 1499595|ref|NP_070837. 1| coenzyme F390 
synthetase (ftsA-3) [Archaeoglobus fulgidus] 
pir||D69501 coenzyme F390 synthetase (ftsA-3) 
homolog - Archaeoglobus fulgidus gb|AAB89243. 1| 
(AE000964) coenzyme F390 synthetase (ftsA-3) 
Archaeoglobus fulgidus] 


4.8 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 

IN 




D VAT JTC 
r VALUc 


5365 


12383066 


gi| 12383066|ref|NP_073737. 1 1 hypothetical protein 
DKFZp586Fl 122 similar to axotrophin [Homo sapiens] 
ref|XP_0161 17.2| hypothetical protein 
DKFZp586Fl 122 similar to axotrophin [Homo sapiens] 
dbj|BAB 14340. 1| (AK022973) unnamed protein product 
[Homo sapiens] 


8E-61 


5368 


/jUUojj 


gi|7500833|pir||T21991 hypothetical protein F39B2.10 - 
Caenorhabditis elegans emb|CAB07390. 1| (Z92834) 
contains similarity to Pfam domain: PF00226 (DnaJ 
domain), Score=132.3, E-value=2.8e-36, N=l; 
PF00684 (DnaJ central domain (4 repeats)), 
Score-103.9, E-value=9.9e-28, N=l; PF01556 (DnaJ C 
terminal region), Score=35.8, E-value=1.5e-08, 


D.Z. 


5370 


11499595 


gi|11499595|reflNP_070837.1| coenzyme F390 
synthetase (ftsA-3) [Archaeoglobus fiilgidus] 
pir||D69501 coenzyme F390 synthetase (ftsA-3) 
nomolog - Arcnaeoglobus tulgidus gb|AAr>5y243. 1| 
(AE000964) coenzyme F390 synthetase (ftsA-3) 
[Archaeoglobus fiilgidus] 


5.5 


5371 


11387290 


gl|l lic$/2yU|sp|r3 /43o|Y355_BUCAl PU TAllVb 
DEOXYRIBONUCLEASE BU355 dbj|BAB13059.1| 
(AP001 1 19) hypothetical protein [Buchnera sp. APS] 


7.1 


5374 


8923462 


gi|8923462|ref|NP_060317.1| hypothetical protein 

VI OflSOS fUnmn contend rlViilR A A Q1 9 1 £ 11 

r ijj z\jdvj [rionio sapiens j qdj | ij/v/w i z i o . i | 
(AK0005 12) unnamed protein product [Homo sapiens] 


5E-76 


5376 


74913X1 

/ *T Zs 1 JO 1 


gi|749 1381 |pir||T3 9498 hypothetical protein 

SPBC 1604. 16c - fission yeast (Schizosaccharomyces 

pombe) emb|CAA22349.1| (AL034433) hypothetical 

nrntpin rNf*ni7ncsir*r , liJirom\/r*i : "c nriinHf*l 


S 1 


5378 


5835229 


gi|5835229|ref|NP_008273. 1 |ND4_10703 NADH 

ucnyorogcnase suuurui i^roiopierus uouoij 
pir||S68137 NADH dehydrogenase (ubiquinone) (EC 
1.6.5.3) chain 4 - Protopterus dolloi mitochondrion 
gb|AAC38030. 1| (L428 13) NADH dehydrogenase 
subunit 4 [Protopterus dolloi] 


7.9 


5381 


12861366 


gi| 1286 1 366|dbj|BAB32 1 82. 1 1 (AK020701) putative 
[Mus musculus] 


1E-20 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5387 


12957488 


gi|12957488|ref]NP_075463.1| putative gene product 
[Homo sapiens] emb|CAB42442.1| (AL049784) 
hypothetical protein [Homo sapiens] 


1E-23 


5390 


13621158 


gi|13621158|refjNP_112433.1| NADH dehydrogenase 
subunit 1 [Tetrodontophora bielanensis] 
gb|AAK30952.1|AF272824_13 (AF272824) NADH 
dehydrogenase subunit 1 [Tetrodontophora bielanensis] 


8.5 


5391 


14720363 


gi| 14720363|ref]XP_042844. 1| similar to ALU 
SUBFAMILY SC SEQUENCE CONTAMINATION 
WARNING ENTRY (H. sapiens) [Homo sapiens] 


5.5 


5399 


14916308 


gi| 149 16308|gb|AAK73874. 1 |U00067_3 (U00067) 
Hypothetical protein F54E7.3a [Caenorhabditis elegans] 


7.6 


5401 


12856615 


gi|12856615|dbj|BAB30727.1| (AK017396) putative 
[Mus musculus] 


1E-91 


5406 


625580 


gi|625580|pir||A49626 transregulatory protein IE-1 - 
Autographa californica nuclear polyhedrosis virus 
gb|AAB29676.1| (S68091) IE-l=transregulatory protein 
[Autographa californica nuclear polyhedrosis virus 
AcNPV, tsB821, Peptide Mutant, 582 aa] [Autographa 
californica nucleopolyhedrovirus] 


2.9 


5408 


7511058 


gi|751 1058|pir||T27805 hypothetical protein ZK262. 1 1 - 
Caenorhabditis eleeans emblCAB16552 11 CZ99288'J 
contains similarity to Pfam domain: PF01604 (7TM 
chemoreceptor), Score=138.5, E-value=3.8e-38, N=l 
[Caenorhabditis elegans] 


8 


5412 


5869818 


gi|5869818|emb|CAB55575.1| (AJ249395) NADH- . 
ubiquinone oxidoreductase subunit 6 [Globodera 
pallida] 


0.36 


5413 


7492086 


gi|7492086|pir||T41670 hypothetical zinc finger protein - 
fission yeast (Schizosaccharomyces pombe) 
emb|CAA20703. 1| (AL03 1530) hypothetical zinc finger 
protein; C3HC4 type (RING finger) femily 
[Schizosaccharomyces pombe] 


8.5 


5416 


6056374 


gi|6056374|gb|AAF02838. 1|AC009894_9 (AC009894) 
Similar to serine/threonine kinases [Arabidopsis 
thaliana] 


9.5 
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NO 


ACCESS 
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5417 


7464490 


gi|7464490|pir||E64666 hypothetical protein HP1 173 - 
Helicobacter pylori (strain 26695) gb|AAD08225.1| 
(AE000623) H. pylori predicted coding region HP 1 173 
[Helicobacter pylori 26695] 


4 


5418 


13812393 


gi|13812393|reflNP_113511.1| hypothetical protein 
[Guillardia theta] emb|CAC27080.1| (AJ0 10592) 
hypothetical protein [Guillardia theta] 


1.9 


5420 


6041669 


gi|6041669|ref|NP_004538.2| NADH dehydrogenase 
(ubiquinone) 1 beta subcomplex, 4 (15kD, B15) [Homo 
sapiens] ref|XP_002929. 1 1 NADH dehydrogenase 
(ubiquinone) 1 beta subcomplex, 4 (15kD, B15) [Homo 
sapiens] ref|XP_041367.1| NADH dehydrogenase 
(ubiquinone) 1 beta subcomplex, 4 (15kD, B15) [Homo 
sapiens] sp|095 168|NB5M_HUMAN NADH- 
UBIQUINONE OXIDOREDUCTASE B15 SUBUNIT 
(COMPLEX I-B15) (CI-B15) pir||JE0383 NADH 
dehydrogenase (ubiquinone) (EC 1.6.5.3) chain 
NDUFB4 - human gb|AAD0542 1 . 1| (AF044957) 
NADH:ubiquinone oxidoreductase B15 subunit [Homo 
sapiens] gb|AAH00855.1|AAH00855 (BC000855) 
NADH dehydrogenase (ubiquinone) 1 beta subcomplex, 
4 ( 1 5kD, B 1 5) [Homo sapiens] 


0.00002 


5422 


7296624 


gi|7296624|gb|AAF5 1905.1| (AE003600) CG10303 
gene product [Drosophila melanogaster] 


4.2 


5429 


6453299 


gi|6453299|emb|CAA04499.2| (AJ001045) P-type 
cation-transporting ATPase [Blastocladiella emersonii] 


6.2 


5430 


14784393 


gi|14784393|ref]XP_033306.1| sodium channel, 
nonvoltage-gated 1 alpha [Homo sapiens] 


7.6 


5438 


7657956 


gi|7657956|dbj|BAA94876.1| (AB028668) ORF1 [TT 
virus] 


3.4 


5449 


7206840 


gi|7206840|gb|AAF39999.1| (AC006832) similar to a 
family of C. elegans proteins; see (GB:AF016684) 
[Caenorhabditis elegans] 


6.3 


5451 


13636619 


gi|13636619|ref]XP_002437.3| cAMP-regulated guanine 
nucleotide exchange factor II [Homo sapiens] 


0.000001 


5454 


7303178 


gi|7303178|gb|AAF58242.1| (AE003814) CG17390 
gene product [Drosophila melanogaster] 


3.1 
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5457 


7446747 


gi|7446747|pir||T07607 phosphate transport protein 2 - 
potato emb|CAA67396. 1| (X98891) inorganic phosphate 
transporter 2 [Solanura tuberosum] 


4.2 


5458 


7471296 


gi|7471296|pir||A75450 conserved hypothetical protein - 
Deinococcus radiodurans (strain Rl) 
gb|AAF10584.1|AE001952_12 (AE001952) conserved 
hypothetical protein [Deinococcus radiodurans] 


0.32 


5460 


11267150 


gi|l 1267 1 50|pir|| A8 1338 H+/K+-exchanging ATPase 
(EC 3.6.1.36) B chain Cj0677 [imported] - 
Campylobacter jejuni (strain NCTC 1 1 168) 
emb|CAB72951.1| (AL139076) potassium-transporting 
ATPase B chain [Campylobacter jejuni] 


0.37 


5467 


1246530 


gi|1246530|emb|CAA64368.1| (X94742) olfactory 
receptor 2 [Gallus gallus] 


0.00000001 


5475 


1353257 


gi|1353257|gb|AAB06234.1| (U26665) dimethyl 
sulphoxide reductase subunit B [Haemophilus 
influenzae] 


4.2 


5476 


585053 


CONTROL PROTEIN DIS3 pir||A41944 mitotic 
control protein dis3+ - fission yeast 
(Schizosaccharomyces pombe) gb|AAA35302.1| 
(M74094) mitotic control protein [Schizosaccharomyces 
pombe] emb|CAA21 102. 1| (AL031743) mitotic control 
protein dis3 [Schizosaccharomyces pombe] 


2.6 


5477 


7388318 


gi|73883 18|sp|Q9ZL01|THIE_HELPJ PROBABLE 
THIAMINE-PHOSPHATE P YROPHO SPHOR YL A S F 
(TMP PYROPHOSPHORYLASE) (TMP-PPASE) 
(THIAMINE-PHOSPHATE SYNTHASE) pir||G71889 
thiamin-phosphate pyrophosphorylase (EC 2.5.1.3) - 
Helicobacter pylori (strain J99) gb|AAD06361 . 1| 
(AE001508) THIAMINE PHOSPHATE 
PYROPHOSPHORYLASE [Helicobacter pylori J99] 


7 


5483 


6754362 


gi|6754362|refINP_035962.1| insulin receptor-related 
receptor [Mus museums] dbj|BAA77835.1| (AB007135) 
insulin receptor-related receptor [Mus musculus] 


7.5 
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5486 


10697032 


gi|10697032|emb|CAC12661.1| (AJ296086) cytochrome 
c oxidase subunit 1 [Anabaena variabilis] 


0.96 


5491 


8919908 


gi|8919908|emb|CAB96228.1| (AJ133067) env 
polypeptide [Human immunodeficiency virus type 1] 


7.4 


5496 


7658073 


gi|7658073|dbj|BAA94924.1| (AB028715) ORF1 [TT 
virus] 


3.8 


5500 


9437326 


gi|9437326|gb|AAF87312.1|AF124441_l (AF124441) 
NBC-like protein [Rattus norvegicus] 


6.5 


5501 


6707844 


gi|6707844|gb|AAF25692.1| (AF113517) ventral 
anterior homeobox 3 [Xenopus laevis] 


3.1 


5502 


12698075 


gi|12698075|dbj|BAB21856.1| (AB051552) KIAA1765 
protein [Homo sapiens] 


1.9 


5503 


7673065 


gi|7673065|gb|AAF66723. 1|AF146723_1 (AF146723) 
cytochrome b [Tapinoma sp. ACBJ.l] 


4.2 


5508 


6754932 


gi|6754932|refiNP_035 121. 1| olfactory receptor 49 
[Mus musculus] gb|AAD13315.1| (AF102523) olfactory 
receptor C6 [Mus musculus] 


8E-12 


5512 


7296803 


gi|7296803Jgb|AAF52080.1| (AE003604) CG2008 gene 
product [Drosophila melanogaster] 


3.7 


5514 


5824783 


gi|5824783|emb|CAB54433.1| (AL1 10487) contains 
imilarity to Pfam domain: PF01529 (DHHC zinc finger 
domain), Score=108.2, E-value=5e-29, N=l~cDNA 
EST yk282dl2.5 comes from this gene [Caenorhabditis 
elegans] 


4.9 


5516 


14750790 


gi|14750790lref|XP 034677.11 general transcriDtion 
factor II, i, isoform 5 [Homo sapiens] ref|XP_01 1605.4| 
general transcription factor II, i, isoform 5 [Homo 
sapiens] ref|XP_034678.1| similar to general 
transcription factor II, i (H. sapiens) [Homo sapiens] 
ref|XP_034682. 1| similar to general transcription factor 
[I, i (H. sapiens) [Homo sapiens] 


4.2 




1 

3327362 < 


gi|3327362|dbj|BAA3 1704.1| (AB015754) cytochrome c 
oxidase subunit I [Spirometra erinaceieuropaei] 


5.2 


5520 


I 
1 

14149807 ( 


>i| 14 149807|refINP_l 155 1 7. 1 1 hypothetical protein 
DKFZp434K1421 [Homo sapiens] emb|CAB66740.1| 
AL136806) hypothetical protein [Homo sapiens] 


5E-53 
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5521 


10567777 


gi| 1 0567777|gb|AAGl 8583 . 1 |AF292395_1 (AF292395) 
KRP170 [Strongylocentrotus purpuratus] 


8.2 


5524 


5931705 


gi|5931705|emb|CAB56603.1| (Y18890) pol protein 
[Human endogenous retrovirus K] 


6.2 


5528 


11271464 


gi|l 1271464|pir||C82792 methionyl-tRNA synthetase 
XF0549 [imported] - Xylella fastidiosa (strain 9a5c) 
gb|AAF83359.1|AE003902_4 (AE003902) methionyl- 
tRNA synthetase [Xylella fastidiosa 9a5c] 


6.5 


5530 


2193879 


gi|2193879|emb|CAA54180.1| (X76785) hypothetical 
protein [Homo sapiens] 


8.7 


5531 


7292567 


gi|7292567|gb|AAF47967.1| (AE003484) CG2186 gene 
product [Drosophila melanogaster] 


6.7 


5532 


729093 


gi|729093|sp|P39881|CUTl_CANFA CCAAT 
DISPLACEMENT PROTEIN (HOMEOBOX 
PROTEIN CLOX) (CLOX-1) pir||S33121 homeotic 
protein CDP - dog (fragment) emb|CAA48782. 1| 
(X69017) Clox[Canis sp] 


0.14 


5534 


13569850 


gi|13569850|ref|NP_076357.1| RIKEN cDNA 
9330127120 [Mus musculus] gb|AAG34081.1| 
(AF295105) cardiac Ca2+ release channel [Mus 
musculus] 


0.00000006 


5535 


14250321 


gi| 1 425032 1 |gb|AAH08590. 1 1 AAH08590 (BC0085 90) 
ivpothetical protein FLJ21313 [Homo sapiensl 


1E-60 


5536 


2143962 


gi|2143962|pir||I59422 rsec8 - rat (fragment) 
gb|AAC52265.1| (U32498) rsec8 [Rattus norvegicus] 


3E-99 


5539 


13475196 


gi|l 3475 196|ref|NP_l 06760. 1| transposase 
Mesorhizobium loti] dbj|BAB52546.1| (AP003008) 
transposase [Mesorhizobium loti] 


5.6 


5544 


13376066 


gi|13376066|ref|NP_079019.1| hypothetical protein 
FLJ21934 [Homo sapiens] ref|XP_017673.2| 
ivpothetical protein FLJ21934 [Homo sapiensl 
dbj|BAB15179.1|(AK025587) unnamed protein product 
Homo sapiens] 


1E-40 


5545 


13365831 


gi| 1 336583 1 |dbj|BAB3930 1 . 1 1 (AB056753) hypothetical 
protein [Macaca fascicularis] 


4.7 


5547 


2865238 


gi|2865238|gb|AAC38862.1| (U89706) DNA 
polymerase alpha [Urostyla grandis] 


5.5 


5548 


14752983 


gi|14752983|ref|XP_004626.3| hypothetical protein 
7 LJ10377 [Homo sapiens] 


2.5 
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5550 


13489060 


gi|13489060|reflNP_l 09590. 1| retinoic acid induced 1; 
hypothetical protein DKFZp434A139 [Homo sapiens] 
emb|CAC20423.1| (AJ271790) retinoid-acid induced 
protein 1 [Homo sapiens] 


1E-21 


5556 


7512077 


gi|7512077|pir||T30878 dynein heavy chain isotype 4 - 
sea urchin (Tripneustes gratilla) (fragment) 
gb|AAA63587. 1| (U03973) dynein heavy chain isotype 
4 [Tripneustes gratilla] 


4E-27 


5564 


9971630 


gi|9971630|dbj|BAB12582.1| (AB046525) polymerase 
protein [Hepatitis B virus] 


9.1 


5565 


1072920 


gi|1072920|pir||S49369 mobilization protein - 
Campylobacter coli plasmid pCCTl and PCCT2 
emb|CAA57597.1| (X82080) Mob [Campylobacter coli] 
emb|CAA57594. 1| (X82079) mobilization protein 
[Campylobacter coli] 


4.7 


5568 


12644030 


gi|12644030|sp|Q28295|VWF_CANFA VON 
WILLEBRAND FACTOR PRECURSOR (VWF) 


8.8 


5572 


9964333 


gi|9964333|reflNP_064801.1| AMV019 [Amsacta 
moorei entomopoxvirus] gb|AAG02725.1|AF250284_19 
(AF250284) AMV019 [Amsacta moorei 
entomopoxvirus] 


8.3 


5579 


10436768 


gi|10436768|dbj|BAB14906.1| (AK024391) unnamed 
protein product [Homo sapiens] 


1.2 


5580 


13786443 


gi| 1 3786443|gb|AAK39568. 1 |AC025296_3 
(AC025296) hypothetical protein [Oryza sativa] 


0.75 


5581 


13376632 


gi|13376632|ref|NP_079355.1| hypothetical protein 
FLJ2323 1 [Homo sapiens] dbj|BAB 1558 1 . 1 1 
(AK026884) unnamed protein product [Homo sapiens] 
gb|AAH05001.1|AAH05001 (BC005001) hypothetical 
protein FLJ2323 1 [Homo sapiens] 


0.58 


5584 


12641960 


gi| 1 264 1960|gb|AAK00073. 1 |AF200382_1 (AF200382) 
cytochrome oxidase subunit I (COI) [Ceratosolen nanus] 


4.9 


5585 


1708893 


gi|1708893|sp|P51782|LYC_TRTVU LYSOZYME C 
PRECURSOR (1,4-BETA-N- 
ACETYLMURAMIDASE C) gb|AAB97109.1| 
(U40664) lysozyme [Trichosurus vulpecula] 


2.3 


5586 


10047155 


gi| 1 0047 155 |dbj |BAB 1 337 1 . 1 1 (AB046765) KIAA1545 
protein [Homo sapiens] 


1.7 
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5587 


7446806 


gi|7446806|pir||F69791 conserved hypothetical protein 
yebB - Bacillus subtilis gb|AAB62312.1| (U51 1 15) 
unknown protein [Bacillus subtilis] emb|CAB 12456. 1| 
(Z99107) similar to hypothetical proteins [Bacillus 
subtilis] 


9.3 


5591 


400222 


gi|400222|sp|P22533|MANB_CALSA BETA- 
MANNANASE/ENDOGLUCANASE A 
PRECURSOR [INCLUDES: MANNAN ENDO- 1,4- 
BETA-MANNOSIDASE A (BETA-MANNANASE) 
(ENDO- 1 ,4-MANNANASE); ENDO- 1 ,4-BETA- 
GLUCANASE (CELLULASE)] pir||A48954 mannan 
endo-l,4-beta-mannosidase (EC 3.2.1.78) - Caldocellum 
saccharolyticum gb|AAA71887.1| (L01257) beta- 
mannanase [Caldicellulosiruptor saccharolyticus] 


8.6 


5593 


14029388 


gi|14029388|gb|AAK52669.1|AF319948_l (AF319948) 
MMS19 [Drosophila melanogaster] 


7.7 


5595 


1196482 


gi|1196482|gb|AAA88209.1| (M20307) unknown 
protein [Plasmid PI] 


5.2 


5599 


14762995 


gi|14762995|reflXP_044123.1| cadherin 20, type 2 
[Homo sapiens] 


4E-17 


5600 


13383732 


gi|13383732|gb|AAK21 107.1|AF327877_3 (AF327877) 
envelope polyprotein [Equine infectious anemia virus] 


3.7 


5611 


7521539 


gi|7521539|pir||A70410 processing proteinase (EC 3.4.-.- 
) - Aquifex aeolicus gb|AAC07272.1| (AE000732) 
processing protease [Aquifex aeolicus] 


9.5 


5612 


14721452 


gi|14721452|ref|XP_049513.1| 48294 [Homo sapiens] 


1 


5615 


13512594 


gi|13512594|gb|AAK28688.1| (AF078553) unknown 
function U3 [Ehrlichia canis] 


9.1 


5618 


7490184 


gi|7490184|pirj|T37997 carboxypeptidase y - fission 
yeast (Schizosaccharomyces pombe) pir||T43236 
carboxypeptidase C (EC 3.4.16.5) precursor [validated] 
fission yeast (Schizosaccharomyces pombe) 
emb|CAB10121. 1| (Z97209) carboxypeptidase y 
[Schizosaccharomyces pombe] dbj|BAA25568.1| 
(D86560) carboxypeptidase Y [Schizosaccharomyces 
pombe] 


0.01 


5619 


11119139 


gi|l 1 1 19139|gb|AAG305 18. 1| (AF308549) 
immunoglobulin heavy chain [Homo sapiens] 


1.1 
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5622 


7507209 


gi|7507209|pir||T29623 hypothetical protein T05E8.3 - 
Caenorhabditis elegans gb|AAB52427.1| (U97014) 
strong similarity to the 'DEArT subfemily of the 'DEAD' 
box family of helicases [Caenorhabditis elegans] 


0.7 


5623 


7484413 


gi|7484413|pir||T08026 hypothetical protein B - 
Chlamydomonas reinhardtii chloroplast 
gb|AAB05800.1| (U62943) unknown [Chlamydomonas 
reinhardtii] 


9.3 


5624 


14766128 


gi|14766128|re£lXP_038109.1| KIAA1683 protein 
[Homo sapiens] emb|CAB66801.1| (AL136867) 
hypothetical protein [Homo sapiens] 


0.15 


5629 


6491915 


gi|649 1 9 1 5 |gb|AAF 1 4073 . 1 1 AF 1 0423 1_1 (AF 1 0423 1 ) 
paired-homeodomain transcription factor PAX4 [Mus 
musculus] 


2.8 


5630 


14149940 


gi|14149940|ref|NP_115610.1| hypothetical protein 
FLJ23059 [Homo sapiens] dbj|BAB15536.1| 
(AK026712) unnamed protein product [Homo sapiens] 


1E-10 


5636 


7500466 


gi|7500466|pir||T21747 hypothetical protein F35C12.2 - 
Caenorhabditis elegans 


3.7 


5638 


7490377 


gi|7490377|pir||T41496 conserved hypothetical protein 
SPCC622.16c - fission yeast (Schizosaccharomyces 
pombe) emb|CAA21872.1| (AL033127) conserved 
hypothetical protein [Schizosaccharomyces pombe] 


6.3 


5642 


6322907 


eil6322907lreffNP 012980 11 heaw chain of 
cytoplasmic dynein; Dynlp [Saccharomyces cerevisiae] 
sp|P36022|DYHC_YEAST DYNEIN HEAVY CHAIN, 
CYTOSOLIC (DYHC) pir||S38128 dynein heavy chain, 
cytosolic - yeast (Saccharomyces cerevisiae) 
emb|CAA82 132. 1| (Z28279) ORF YKR054c 
[Saccharomyces cerevisiae] 


4 


5646 


7594617 


gi|7594617|emb|CAB88 111.1| (AL078581) dJ12G14.1 
(novel cyclophilin type peptidyl-prolyl cis-trans 
isomerase) [Homo sapiens] 


8E-73 


5647 


14916439 


gi|14916439|refINP_149094.1| rhophilin-like protein 
Homo sapiens] gb|AAK58588.1|AF268032_l 
[AF268032) rhophilin-like protein [Homo sapiens] 


2E-14 
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5648 


7227910 


gi|722791 0|sp|O77408|OARl_LYMST OCTOPAMINE 
RECEPTOR 1 (OA1) gb|AAC61296.1| (U62771) 
octopamine receptor type 1 [Lymnaea stagnalis] 


5.5 




5649 


13161815 


gi| 1 3 1 6 1 8 1 5|emb|CAC32956. 1 1 (AJ293063) cytochrome 
oxidase I [Aleochara punctatella] 


7.9 




5651 


13631750 


gi|13631750|ref|XP_010294.3| arylsulfotase E precursor 
[Homo sapiens] 


2E-12 




5653 


9181886 


gi|9 1 8 1 886|gb|AAF85678 . 1 |AF266288_4 (AF266288) 
C protein [Measles virus] 


3.3 




5654 


14755042 


gi|14755042|ref|XP_045122.1| KIAA1451 protein 
[Homo sapiens] 


0.000000005 


£3 

i n 


5655 


9408429 


gi|9408429|gb|AAF87294.1| (AF228467) unknown 
[Letharia vulpina] 


2.4 




5656 


14530763 


gi|14530763|emb|CAC42469. 1| (AL137139) 
bA134015.1 (similar to citrate lyase) [Homo sapiens] 


2E-11 


CP 

O 
CQ 


5661 


2496882 


gi|2496882|sp|Q 1 1 1 87|YPD8 CAEEL 
HYPOTHETICAL 99.0 KD PROTEIN C05D1 1.8 IN 
CHROMOSOME III gb|AAB53828.1| (U00048) 
C05D1 1.8 gene product [Caenorhabditis elegans] 


4.9 


%sr - 


5663 


1276867 


gi| 1276867|gb|AAA97866. 1| (U40233) alkane 
hydroxylase [Stenotrophomonas maltophilia] 


8.2 


!:=;:? 
3"""" 


5664 


4867907 


gi|4867907|dbj|BAA77721.1| (AB008177) hepatic 
nuclear factor 1-beta short form [Mus musculus] 


3.8 


• 


5667 


7292501 


gi|7292501|gb|AAF47904.1| (AE003481) CGI 1345 
gene product [Drosophila melanogaster] 


3.9 




5673 


1346543 


gi| 1 346543 |sp|P49285|ML 1 A_CHICK MELATONIN 
RECEPTOR TYPE 1A (MEL-1A-R) (CKA) 
gb|AAA92498. 1| (U3 1820) Mel-la melatonin receptor 
Gallus gallus] 


7 




5675 


14731714 


gi|14731714|reflXP_028009.1| KIAA1563 protein 
Homo sapiens] 


4E-26 




5676 


9628467 


gi|9628467|ref]NP_043350.1| putative [Human 
papillomavirus type 21] gb|AAA79398.1| (U31779) 
putative [Human papillomavirus type 21] 


1.2 




JDOU 


13241978 


gi| 1 324 1 978|gb|AAK 16497. 1 |AF329 1 99_1 (AF329 1 99) 
CocoaCrisp [Gallus gallus] 


1.9 




5681 


1 
1 

1 

11466217 


gi| 1 14662 1 7|reflNP_066540. 1 1 SecY-independent 
transporter protein [Naegleria gruberi] 
gb|AAG17818.1|AF288092_43 (AF288092) SecY- 
independent transporter protein [Naegleria gruberi] 


4.2 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5682 


10581459 


gi|l 058 1459|gb|AAG20 194.1| (AE005096) enoyl-CoA 
hydratase; Fadl [Halobacterium sp. NRC-1] 


5 


5684 


4903124 


gi|4903124|dbj|BAA78009.1| (AB027308) nucleotide- 
binding protein [Plasmid R64] 


3.1 


5685 


13242251 


gi|1324225 l|ref|NP_077336. 1| hairy and enhancer of 
split 1, (Drosophila) [Rattus norvegicus] 
sp|Q04666|HESl_RAT TRANSCRIPTION FACTOR 
HES-1 (HAIRY AND ENHANCER OF SPLIT 1) 
(HAIRY-LIKE) (RHL) pir||S36748 transcription factor 
HES-1 - rat dbj|BAA02682.1| (D13417) HES-1 factor 
[Rattus norvegicus] prf|| 19053 15A HES-1 protein 
[Rattus norvegicus] 


9.4 


5689 


9957880 


gi|9957880|gb|AAG03352.1| (AY005440) 51-kDa 
antigen [Ehrlichia risticii] 


6.9 


5691 


7509017 


gi|7509017|pir||T33819 hypothetical protein W05F2.7 - 
Caenorhabditis elegans gb|AAC78217.1| (AF 1065 82) 
Hypothetical protein W05F2. 7 [Caenorhabditis elegans] 


0.82 


5692 


1082343 


gi|1082343|pir||S50832 atrophin-1 - human 


0.05 


5696 


1 1595629 


gi|l 1595629|emb|CAC 18249. 1| (AL451018) conserved 
hypothetical protein [Neurospora crassa] 


3.6 


5698 


11465898 


gi|11465898|reflNP_066447.1| ATP synthase F0 subunit 
6 [Ochromonas danica] gb|AAG18413.1|AF287134_38 
(AF287134) ATP synthase F0 subunit 6 [Ochromonas 
danica] 


6.6 


5699 


13384736 


gi|13384736|ref|NP_084514.1| dynein, cytoplasmic, 
heavy chain 1 ; dynein heavy chain, retrograde transport 
[Mus musculus] sp|Q9JHU4|DYHC_MOUSE DYNEIN 
HEAVY CHAIN, CYTOSOLIC (DYHC) 
(CYTOPLASMIC DYNEIN HEAVY CHAIN) 
gb|AAF91078.1| (AY004877) cytoplasmic dynein heavy 
chain [Mus musculus] 


3E-12 


5701 


11431299 


gi|l 143 1299|ref|XP_007961 . 1| phosphorylase kinase, 
beta [Homo sapiens] 


8.8 


5704 


7486830 


gi|7486830|pir||T04917 hypothetical protein T10I14.190 
- Arabidopsis thaliana emb|CAA16786.1| (AL021712) 
putative protein [Arabidopsis thaliana] 
emb|CAB79191.1| (AL161557) putative protein 
[Arabidopsis thaliana] 


0.4 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5707 


7470729 


gi|7470729|piii|S75327 lysostaphin - Synechocystis sp. 
(strain PCC 6803) dbj|BAA17241.1| (D90904) 
lysostaphin [Synechocystis sp. PCC 6803] 


8.8 


5708 


7330072 


gi|7330072|gb|AAF6006 1 . 1 |AF2 1 0726_82 (AF2 1 0726) 
ORFRU4-R [Macaca mulatto rhadinovirus 26-95] 


0.24 


5711 


14774911 


gi|1477491 l|ref|XP_027365.1| ADP-ribosylation factor- 
like 6 interacting protein [Homo sapiens] 


1E-11 


5712 


14721018 


gi|14721018|ref]XP_051562.1| similar to agrin (H. 
sapiens) [Homo sapiens] 


0.14 


5716 


6324014 


gi|6324014|re£lNP_014084.1| FIFO ATPase assembly 
protein; Atpllp [Saccharomyces cerevisiae] 
sp|P32453|ATPS_YEAST ATP1 1 PROTEIN 
PRECURSOR pir||S51297 ATP1 1 protein - yeast 
(Saccharomyces cerevisiae) gb|AAA34447.1| (M87006) 
ATP1 1 protein [Saccharomyces cerevisiae] 
emb|CAA8638 1 . 1 1 (Z46259) ATP 1 1 [Saccharomyces 
cerevisiae] emb|CAA96245.1| (Z71591) ORF YNL315c 
[Saccharomyces cerevisiae] 


4.1 


5718 


12861848 


gi|12861848|dbj|BAB32292.1| (AK021073) putative 
[Mus musculus] 


0.07 


5719 


14744130 


gi|14744130|ref|XP_045895.1| 57406 [Homo sapiens] 


1.4 


5722 


11612206 


gi|11612206|gb|AAG37299.1| (AY009937) unknown 
[Sinorhizobium fredii] 


7.4 


5723 


4494967 


gi|4494967|gb|AAD2 1389.1| (AF083501) Rll [Macaca 
mulatta rhadinovirus 17577] 
gb|AAF60041.1|AF210726_62 (AF210726) vIRF 
[Macaca mulatta rhadinovirus 26-95] 


3.3 


5727 


12644379 


gi|12644379|sp|Q02099|RAD3_SCHPO DNA REPAIR 
PROTEIN RAD3 pir||T3991 1 rad3 checkpoint protein - 
fission yeast (Schizosaccharomyces pombe) 
emb|CAB40165. 1| (AL049558) rad3 checkpoint protein 
[Schizosaccharomyces pombe] 


9.3 


5732 


7492633 


gi|7492633|pir||T40241 probable guanine nucleotide 
exchange factor - fission yeast (Schizosaccharomyces 
pombe) emb|CAB58 155. 1| (AL121815) putative 
guanine nucleotide exchange factor 
[Schizosaccharomyces pombe] 


8.2 


5737 


10047255 


gi|10047255|dbj|BAB13416.1| (AB046810) KIAA1590 
protein [Homo sapiens] 


0.00000002 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQ ID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5742 


2498204 


gi|2498204|sp|Q05682|CALD_HUMAN 
CALDESMON (CDM) pir||JH0628 caldesmon - human 
gb|AAA58419.1| (M83216) caldesmon [Homo sapiens] 


8E-23 


5744 


11037059 


gi|l 1037059|ref|NP_036540.1| protein kinase C binding 
protein 1 [Homo sapiens] gb|AAF71262.1| (AF233453) 
RACK-like protein PRKCBP1 [Homo sapiens] 


0.00000001 


5746 


14575679 


gi|14575679|gb|AAK68690.1|AF156100_l (AF156100) 
hemicentin [Homo sapiens] 


1.9 


5748 


11466210 


gi|l 1466210|refJNP_066533. 1| NADH dehydrogenase 
subunit 2 [Naegleria gruberi] 
gb|AAG1781 1.1|AF288092_36 (AF288092) NADH 
dehydrogenase subunit 2 [Naegleria gruberi] 


8.2 


5750 


8096340 


gi|8096340|dbj|BAA95898.1| (AB036737) RERE 
[Homo sapiens] 


0.5 


5751 


14275752 


gi|14275752|emb|CAC40032.1| (AJ3 10844) P-type 
ATPase [Hordeum vulgare] 


0.53 


5752 


5834582 


gi|5834582|emb|CAB553 13.1| (AJ132948) rfg7 protein 
[Homo sapiens] 


1.7 


5754 


13877921 


gi|13877921|gb|AAK44038.1|AF370223_l (AF370223) 
unknown protein [Arabidopsis thaliana] 


4 


5755 


5869818 


gi|5869818|emb|CAB55575.1| (AJ249395) NADH- 
ubiquinone oxidoreductase subunit 6 [Globodera 
pallida] 


4.2 


5756 


7023033 


gi|7023033|dbj|BAA91809.1| (AK001649) unnamed 
protein product [Homo sapiens] 


e-102 


5757 


14729667 


gi|14729667|ref]XP_029 101.1| KIAA0947 protein 
[Homo sapiens] 


0.22 


5758 


14726213 


gi|14726213|ref)XP_010556.3| PR domain containing 16 
[Homo sapiens] 


0.87 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5761 


4757900 


gi|4757900|reflNP_004334.1| calreticulin precursor; 
Sicca syndrome antigen A (autoantigen Ro; 
calreticulin); autoantigen Ro [Homo sapiens] 
ref]XP_032020. 1| calreticulin precursor [Homo sapiens] 
ref]XP_032023.1| calreticulin precursor [Homo sapiens] 
ref|XP_032022. 1| calreticulin precursor [Homo sapiens] 
ref|XP_009055.3| calreticulin precursor [Homo sapiens] 
ref]XP_032021 . 1| calreticulin precursor [Homo sapiens] 
sp|P27797|CRTC_HUMAN CALRETICULIN 
PRECURSOR (CRP55) (CALREGULIN) (HACBP) 
(ERP60) (52 KDA RIBONUCLEOPROTEIN 
AUTOANTIGEN RO/SS-A) pir||A37047 calreticulin 
precursor - human gb|AAA51916.1| (M84739) 
calreticulin [Homo sapiens] gb|AAA36582.1| (M32294) 
Ro ribonucleoprotein autoantigen (Ro/SS-A) precursor 
[Homo sapiens] gb|AAB5 1 176. 1| (AD000092) 
calreticulin [Homo sapiens] 

gb|AAH02500.1|AAH02500 (BC002500) calreticulin 
[Homo sapiens] gb|AAH079 11.1 |AAH079 1 1 
(BC00791 1) calreticulin [Homo sapiens] 


5E-16 


5762 


14714688 


gi|14714688|gb|AAH10485.1|AAH10485 (BC010485) 
Unknown (protein for MGC:7224) [Mus musculus] 


1.1 


5765 


14751380 


gi|14751380|ref|XP_041291.1| cAMP response element- 
binding protein CRE-BPa [Homo sapiens] 


5E-14 


5767 


2105193 


gi|2105193|gb|AAB57925.1| (U86889) hypothetical 
protein [Molluscum contagiosum virus subtype 1] 


7.8 


5771 


13278418 


gi| 1 32784 1 8|gb|AAH040 19.1 |AAH040 1 9 (BC0040 1 9) 
Similar to mesoderm specific transcript [Mus musculus] 


0.94 


5772 


14720481 


gi| 1472048 1 |ref|XP_0488 1 1 . 1 1 hypothetical protein 
FLJ221 16 [Homo sapiens] reflXP_048810. 1| 
lypothetical protein FLJ221 16 [Homo sapiens] 


2E-23 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5773 


6321548 


gi|6321548|ref(NP_01 1625.1| Ygrl lOwp 
[Saccharomyces cerevisiae] sp|P53264|YG2V YEAST 
HYPOTHETICAL 52.0 KD PROTEIN IN CLB6- 
SHY1 INTERGENIC REGION pir||S64418 
hypothetical protein YGR1 lOw - yeast (Saccharomyces 
cerevisiae) emb|CAA97118.1| (Z72895) ORF 
YGR1 lOw [Saccharomyces cerevisiae] 


2.4 


5776 


12853842 


gi|12853842|dbj|BAB29864.1| (AK015480) putative 
[Mus musculus] 


5.6 


J / /o 


13384736 


gi|13384736|re£INP_0845 14.1| dynein, cytoplasmic, 
heavy chain 1; dynein heavy chain, retrograde transport 
[Mus musculus] sp|Q9JHU4|DYHC_MOUSE DYNEIN 
HEAVY CHAIN, CYTOSOLIC (DYHC) 
(CYTOPLASMIC DYNEIN HEAVY CHAIN) 
gb|AAF91078.1| (AY004877) cytoplasmic dynein heavy 
chain [Mus musculus] 


2E-92 


^79 1 
3/51 


7498705 


gi|7498705|pir||T20640 hypothetical protein F09C3.3 - 
Caenorhabditis elegans 


9.7 




11356402 


gi|l 1356402|pir||T44074 hypothetical protein [imported] 
- Staphylococcus aureus (fragment) 


5.5 


D /oj 


10726396 


gi|10726396|gb|AAF54288.2| (AE003680) CGI 1773 
gene product [Drosophila melanogaster] 


4.1 




11935116 


gi| 1 1935 1 1 6|gb|AAG4 1 977. 1 |AF3 1 1 942_1 (AF3 1 1 942) 
ethylene receptor [Carica papaya] 


7.5 


^787 


4456467 


gi|4456467|emb|CAB37294.1| (AJ011001) TM7XN1 
protein [Homo sapiens] 


3.8 


5788 


13676779 


gi| 1 3676779|gb|AAK38272. 1 |AF330 1 97_1 (AF330 1 97) 
Arkadia [Mus musculus] 


2.2 


^78Q 

J / 0 7 


13676779 


gi|13676779|gb|AAK38272.1|AF330197_l (AF330197) 
Arkadia [Mus musculus] 


2.3 


5795 


11024704 


gi|l 1024704|ref]NP_061956.1| hypothetical protein 
FLJ11219 [Homo sapiens] dbj|BAA92074.1| 
AK002081) unnamed protein product [Homo sapiens] 


8E-23 


5797 


13606086 


JoUoUoo|gb|AAK.izy49.l| (U41014) Hypothetical 
protein C06G 1.1 [Caenorhabditis elegans] 


8.3 


5798 


10728595 


gi|10728595|gb|AAF52302.2| (AE003611) CG9011 
gene product [Drosophila melanogaster] 


8E-21 


5799 


12847975 


gi|12847975|dbj|BAB27780.1| (AK011690) putative 
Mus musculus] 


3E-44 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5801 


7243247 


gi|7243247|dbj|BAA92671.1| (AB037854) KIAA1433 
protein [Homo sapiens] 


3E-84 


5803 


10728595 


giil0728595|gb|AAF52302.2| (AE00361 1) CG901 1 
gene product [Drosophila melanogaster] 


8E-21 


5804 


1354082 


gi|1354082|gb|AAB37237.1| (U47033) polyprotein 
[bean yellow mosaic virus] 


6.8 


5808 


11354734 


gi|l 1354734|pir||C82043 conserved hypothetical protein 
VC2703 [imported] - Vibrio cholerae (group 01 strain 
N16961) gb|AAF95843.1| (AE004336) conserved 
hypothetical protein [Vibrio cholerae] 


4.9 


5809 


13272353 


gi|13272353|gb|AAK17116.1|AF291051_13 
(AF291051) transketolase [Candidatus Carsonella 
ruddii] 


8.9 


5810 


10728595 


gi|10728595|gb|AAF52302.2| (AE003611) CG9011 
gene product [Drosophila melanogaster] 


9E-21 


5818 


7340927 


gi|7340927|dbj|BAA92999.1| (AP001550) Similar to 
Schizosaccharomyces pombe chromosome I cosmid 
clD4; hypothetical protein &SPAC1D4_10 (Q10155) 
[Oryza sativa] 


5.6 


5821 


4115911 


gi|41 1591 l|gb|AAD03423.1| (U78517) cAMP-regulated 
guanine nucleotide exchange factor n [Rattus 
norvegicus] 


3E-11 


5822 


7498336 


gi|7498336|pir||T15086 hypothetical protein E03D2.4 - 
Caenorhabditis elegans gb|AAB94164.1| (AF039036) 
Hypothetical protein E03D2.4 [Caenorhabditis elegans] 


7.1 


5825 


7492270 


gi|7492270|pir||T40528 palmitoyl-protein thioesterase 
precursor - fission yeast (Schizosaccharomyces pombe) 
emb|CAA19178.I| (AL023634) palmitoyl-protein 
thioesterase precursor [Schizosaccharomyces pombe] 


1.2 


5827 


7497138 


gi|7497138|pir||T30158 hypothetical protein C37A2.6 - 
Caenorhabditis elegans gb|AAB52451.1| (U97194) 
Hypothetical protein C37A2.6 [Caenorhabditis elegans] 


5.4 


5830 


7469981 


gi|7469981|pir||S74598 hypothetical protein slll040 - 
Synechocystis sp. (strain PCC 6803) dbj|BAA16750.1| 
[D90900) ORF_ID:slll040~unknown protein 
Synechocystis sp. PCC 6803] 


9.4 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5831 


10177727 


gi| 1 0 1 77727|dbj|BAB 10973 . 1 1 (ABO 1 547 1 ) 
gene_id:K9B18.6~unknown protein [Arabidopsis 
thaliana] 


2.6 


5834 


2231323 


gi|2231323|gb)AAB61999.1| (U77045) bactinecin 6 
[Ovis aries] 


6.9 


5838 


7495511 


gi|7495511|pir||T18990 hypothetical protein C06B8.4 - 
Caenorhabditis elegans emb|CAB03847.1| (Z81463) 
predicted using Genefinder-Similarity to C. elegans 
olfectory receptor ODR-10 (TR:Q17376), contains 
similarity to Pfam domain: PF01461 (7TM 
chemoreceptor), Score=-92.4, E-value=4.9e-10, N=l 
[Caenorhabditis elegans] 


0.84 


5839 


14722156 


gi|14722156|ref]XP_001418.4| centromere protein F 
(350/400kD) [Homo sapiens] 


2 


5841 


14590902 


gi|14590902|refINP_142975.1| hypothetical protein 
[Pyrococcus horikoshii] pir||E71 100 hypothetical protein 
PH1064 - Pyrococcus horikoshii dbj|BAA30163.1| 
(AP000004) 718aa long hypothetical protein 
[Pyrococcus horikoshii] 


3.5 


5844 


10173304 


gi|10173304|dbj|BAB04409.1| (AP001509) transposase 
(04) [Bacillus halodurans] 


2.2 


5845 


7510388 


gi|7510388|pir||T27298 hypothetical protein Y68A4A.7 - 
Caenorhabditis elegans emb|CAA16418.1| (AL021503) 
predicted using Genefinder-contains similarity to Pfam 
domain: PF01604 (7TM chemoreceptor), Score=-48.3, 
E-value=7.1e-07, N=l [Caenorhabditis elegans] 


2.9 


5851 


13812127 


gi| 138 12 127|ref]NP_l 13254. 1| hypothetical protein 
[Guillardia theta] gb|AAK398 14. 1|AF 1658 1 8_22 
(AF165818) hypothetical protein [Guillardia theta] 


0.92 


5852 


6016842 


gi|6016842|dbj|BAA85 182.1| (AB033168) nuclear 
protein ZAP [Mus musculus] 


3.3 


5854 


8922744 


gi|8922744|ref]NP_060730.1| hypothetical protein 
FLJ10891 [Homo sapiens] dbj|BAA91884.1| 
(AK001753) unnamed protein product [Homo sapiens] 


8E-69 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 

N ' 


DESCRIPTION 


P VALUE 


5856 


118965 


gi|l 18965|sp|P23098|DYHC_TRIGR DYNEIN BETA 
CHAIN, CILIARY pir||S 17653 dynein beta heavy 
chain, ciliary - sea urchin (Tripneustes gratilla) 
emb|CAA42 1 70. 1 1 (X59603) Beta heavy chain of outer- 
arm axonemal dynein ATPase [Tripneustes gratilla] 
prf||1714372A dynein: SUB UNIT=beta heavy chain 
[Tripneustes gratilla] 


0.0000001 


5858 


10640323 


gi|10640323|emb|CAC12137.1| (AL445066) conserved 
hypothetical membrane protein [Thermoplasma 
acidophilum] 


1.3 


5859 


9964574 


gi|9964574|ref|NP_065042.1| AMV260 [Amsacta 
moorei entomopoxvirus] 

gb|AAG02966.1|AF250284_260 (AF250284) AMV260 
[Amsacta moorei entomopoxvirus] 


4 


5861 


5360226 


gi|5360226|dbj|BAA36472.1| (AB015177) FO-ATPase 
subunit 6 [Beta vulgaris] 


3 


5868 


7327641 


gi|7327641|gb|AAF45040.2| (AF146609) putative 
modification methyltransferase [Aeromonas hydrophila] 


2.8 


5871 


5031969 


gi|5031969|refINP_005758.1| purinergic receptor 
(family A group 5) [Homo sapiens] 
sp|P43657|P2Y5_HUMAN P2Y PURINOCEPTOR 5 
(P2Y5) (PURINERGIC RECEPTOR 5) (RB INTRON 
ENCODED G-PROTEIN COUPLED RECEPTOR) 
pir||T09508 intron 17 purinergic receptor P2Y5 - human 
gb|AAB62 190.1| (AF000546) purinergic receptor P2Y5 
[Homo sapiens] 


3.2 


5872 


92972 


gi|92972|pir||S04757 NADH dehydrogenase 
(ubiquinone) (EC 1.6.5.3) chain 5 - rat mitochondrion 


9.8 


5876 


13540669 


gi|13540669|reflNP_l 10480. 1| linker for activation of T 
cells [Rattus norvegicus] sp|O70601|LAT_RAT 
LINKER FOR ACTIVATION OF T CELLS (36 KDA 
PHOSPHO-TYROSINE ADAPTOR PROTEIN) 
(PP36) (P36-38) emb|CAA045 77.1J (AJ001 184) 36 kDa 
phospho-tyrosine [Rattus norvegicus] 


0.4 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 




SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 




5877 


7510482 


gi|7510482|pir||T27406 hypothetical protein Y75B8A.24 
- Caenorhabditis elegans emb|CAA22108. 1| 
(AL0335 14) contains similarity to Pfam domain: 
PF00454 (Phosphatidylinositol 3- and 4-kinases), 
Score=392.3, E-value=1.6e-l 14, N=2; PF00613 
(Phosphoinositide 3-kinase family, accessory domain 
(PIK domain)), Score=76.1, E-value=2.4e-19, 
N=l~cDNA EST yk2> 


0.32 




5881 


11284162 


gi|l 1284162|pir||H81077 hypothetical protein NMB1490 
[imported] - Neisseria meningitidis (group B strain 
MD58) gb|AAF4 1846.1| (AE002498) hypothetical 
protein [Neisseria meningitidis MC58] 


4.2 


t9 

3 3 3 

Fll 


5882 


4503801 


gi|4503801|reflNP_003893.1| far upstream element- 
binding protein; far upstream element binding protein; 
FUSE-binding protein [Homo sapiens] pir||A53 184 myc 
far upstream element-binding protein - human 
gb|AAA17976. 1| (U05040) FUSE binding protein 
Homo sapiens] 


0.4 


ffl 

t:r - 


5883 


9929953 


gi|9929953|dbj|BAB12133.1| (AB047609) hypothetical 
protein [Macaca fascicularis] 


9.7 




5884 


13631383 


gi| 1 363 1 383 |reflXP_0 1 0272.2| retinoblastoma-binding 
protein 7 [Homo sapiens] ref|XP_045 1 12. 1| 
retinoblastoma-binding protein 7 [Homo sapiens] 


7.3 


En 

Is: J 


5886 


7662084 


gi|7662084|reflNP_055474.1| KIAA0377 gene product 
Homo sapiens] dbj|BAA20831.1| (AB002375) 
CIAA0377 [Homo sapiens] 


2E-44 




5888 


4507023 ( 


gi|4507023|refINP_00303 1. 1| solute carrier family 4, 
anion exchanger, member 2 (erythrocyte membrane 
protein band 3-like 1) [Homo sapiens] 
sp|P04920|B3A2_HUMAN ANION EXCHANGE 
PROTEIN 2 (NON-ERYTHROID BAND 3-LIKE 
PROTEIN) (BND3L) pir||S21086 anion exchange 
protein 2 - human emb|CAA44067. 1| (X62 137) anion 
exchange protein 2 (AE2) [Homo sapiens] 


9.1 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


5892 


6321764 


gi|6321764|ref]NP_01 1840. 1| Yhl023cp 
[Saccharomyces cerevisiae] sp|P38742|YHC3_YEAST 
HYPOTHETICAL 130.0 KD PROTEIN IN SNF6- 
SPOl 1 INTERGENIC REGION pir||S46837 
hypothetical protein YHL023c - yeast (Saccharomyces 
cerevisiae; gD|AAi5o;>u/o.l| (Ul 1582) No definition line 
found [Saccharomyces cerevisiae] 


7.4 


5894 


7507827 


gi|7507827|pir||T16876 hypothetical protein T14E8.3 - 
Caenorhabditis elegans gb|AAA82386. 1| (U41036) 
Hypothetical protein T14E8.3 [Caenorhabditis elegans] 


2.4 


5896 


119714 


gi|l 19714|sp|P13983|EXTN_TOBAC EXTENSIN 
PRECURSOR (CELL WALL HYDROXYPROLINE- 
RICH GLYCOPROTEIN) pir||S06733 hydroxyproline- 
rich glycoprotein precursor - common tobacco 
emb|CAA32090.1| (X13885) extensin (AA 1-620) 
[Nicotiana tabacum] 


2.4 


5897 


13540669 


gi|13540669|ref]NP_l 10480. 1| linker for activation of T 
cells [Rattus norvegicus] sp|O70601|LAT_RAT 
LllNKfcK rUK AC 1 1VATION OF T CELLS (36 KDA 
PHOSPHO-TYROSINE ADAPTOR PROTEIN) 

(tjoos; emo|CAAU4^77.1| (AJ001184) 36 kDa 
phospho-tyrosine [Rattus norvegicus] 


0.4 


5898 


14787176 


gi|14787176|gb|AAG54083.1| (AY017475) CSMD1 
Mus musculus] 


0.5 


5899 


14192869 


gl|14iyz©oy|gD|AAKj3 / /4. l|AL,U/y03o 5 

(AC079038) Putative polyprotein [Oryza sativa] 


1.9 


5900 


11260604 


gi|11260604|pir||G82485 acetate kinase VCA0235 
importea| - vibrio cnolerae (group Ol strain N16961) 
gb|AAF96146.1| (AE004363) acetate kinase [Vibrio 
cholerae] 


5.4 


5914 


5688864 


gi|5688864|dbj|BAA82706.1| (AB030586) amino acid 
transporter-like protein 1 [Arabidopsis thaliana] 


0.74 


5915 


14571551 


gi| 1457 1 55 1 |gb|AAK645 1 1 . 1 1 (AY036902) degenerative 
spermatocyte-like protein RDES [Rattus norvegicus] 


7.1 


5917 


11496539 


gi|11496539|ref|NP_044549.1| ribosomal protein S3 
Toxoplasma gondii] gb|AAD4 1 136. 1|U87 145_5 
[U87145) ribosomal protein S3 [Toxoplasma gondii] 


2.4 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 




SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 




5919 


12275264 


gi|12275264|emb|CAC22282.1| (AJ303456) WASP 
interacting protein [Rattus norvegicus] 


0.29 




5920 


7158837 


gi|7158837|gb|AAF37557.1|AF214067_l (AF214067) 
serine-repeat antigen protein [Plasmodium falciparum] 


3.8 




5922 


7327641 


gi|7327641|gb|AAF45040.2| (AF146609) putative 
modification methyltransferase [Aeromonas hydrophila] 


3.2 




5934 


4321845 


gi|4321845|gb|AAD 15841.1| (AF064782) unknown 
[Mus musculus] 


4E-59 




5938 


6562754 


gi|6562754|emb|CAB62893.1| (AL035475) hypothetical 
protein, MAL4P2.52 [Plasmodium falciparum] 


0.69 


rH 


J7J7 


13814462 


gi|l 38 14462|gb|AAK4 1504.1| (AE006741) ABC 
transporter, ATP binding protein [Sulfolobus 
solfataricus] 


2.3 


ca 


J74 1 


5802786 


gi|5802786|gb|AAD5 1779. 1| (AF1245 1 1) BVES 
[Gallus gallus] 


1.7 






5596342 


gi|5596342|dbj|BAA82602.1| (AB026825) sALK-2 
[Ephydatia fluviatilis] 


7.2 




5946 


9802527 


gi|9802527|gb|AAF99729. 1|AC004557_8 (AC004557) 
F17L21.9 [Arabidopsis thaliana] 


6.8 


?~rh 




3820854 


gi|3820854|emb|CAA10852.1| (AJ222582) maturase- 
like protein [Euglena granulata] 


4.2 




5951 


7476228 


gi|7476228|pir||A70905 hypothetical protein Rv0174 - 
Mycobacterium tuberculosis (strain H37RV) 
emb|CAB09741 . 1| (Z97050) hypothetical protein 
RvO 1 74 [Mycobactenum tuberculosis] 


0.46 




J7JJ 


7159336 


gi|7l59336|gb|AAF37725. l|AF238235_l (AF238235) 
diaphanous protein [Entamoeba histolytica] 


0.24 




5954 


7294100 


gi|7294100|gb|AAF49454.1| (AE003527) CG12243 
gene product [Drosophila melanogaster] 


4.6 




5956 


2689578 


gi|2689578|gb|AAB91357. 1| (U96421) cytochrome b 
[Dennyus carljonesi fosteri] 


9.4 




5957 


11071788 


gi| 1 107 1 788|emb|CAC 14632. 1 1 (AL449 144) 
hypothetical protein P2 14.26 [Leishmania major] 


5.7 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


3938 


9631305 


gi|963 1305|ref|NP_048 1 16. 1| ORF MSV045 
hypothetical protein [Melanoplus sanguinipes 
entomopoxvirus] pir||T28206 hypothetical protein 
ORF45 - Melanoplus sanguinipes entomopoxvirus 
gb|AAC97618.1| (AF063866) ORF MSV045 
hypothetical protein [Melanoplus sanguinipes 
entomopoxvirus] 


3 


5y59 


14750752 


gi|14750752|ref]XP_03 1441.1) phosphodiesterase 8A 
[Homo sapiens] 


0.47 


5962 


4996347 


gi|4996347|dbj|BAA78416.1| (AB021177) complement 
B/C2-A2 [Cyprinus carpio] 


1.7 


5964 


7510076 


gi|7510076|pir||T31613 hypothetical protein Y50E8A.i - 
Caenorhabditis elegans 


7.1 


5965 


6958206 


gi|6958206|gb|AAF32493 . 1 |AF093 1 32_1 (AF093 132) 
kexin-like protease KEX1 [Pneumocystis carinii f. sp. 
muris] 


4.5 


5966 


13542701 


gi|13542701|gb|AAH05557. 1|AAH05557 (BC005557) 
Unknown (protein for MGC:7062) [Mus musculus] 


0.00003 


5967 


12852967 


gi|12852967|dbj|BAB29595.1| (AK014872) putative 
[Mus musculus] 


3.2 


5969 


6449214 


gi|6449214|gb|AAF08856.1|AF194824_l (AF194824) 
NADH dehydrogenase [Aptenia cordifolia] 


0.84 


5971 


7492532 


gi|7492532|pir||T39653 probable DNA repair and 
recombination protein - fission yeast 
(Schizosaccharomyces pombe) emb|CAA21300.1| 
I AL03 1856) putative DNA repair and recombination 
protein [Schizosaccharomyces pombe] 


8.4 


5972 


1171089 


gi|l 171089|sp|P10243|MYBA_HUMAN MYB- 
RELATED PROTEIN A (A-MYB) pir||S03423 
transforming protein A-myb - human 


2E-28 


5973 


4589488 


gi|4589488|dbj|BAA76772.1| (AB023145) KIAA0928 
jrotein [Homo sapiens] 


9.8 


5974 


6686326 


gi|6686326|sp|P77589|MHPT_ECOLI PUTATIVE 3- 
HYDROXYPHENYLPROPIONIC ACID 
TRANSPORTER 


1.8 


5976 


7298382 


gi|7298382|gb|AAF53607.1| (AE003655) CG15141 
gene product [Drosophila melanogaster] 


5.7 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 




SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 






7477896 


gi|7477896|pir||D70595 probable ATP-dependent RNA 
helicase - Mycobacterium tuberculosis (strain H37RV) 
emb|CAB08305.1| (Z95120) rhlE [Mycobacterium 
tuberculosis] gb|AAK47649.1| (AE007143) ATP- 
dependent RNA helicase DeaD [Mycobacterium 
tuberculosis CDC1551] 


4.7 






10726674 


gi|10726674|gb|AAF55880.2| (AE003734) CG16791 
gene product [Drosophila melanogaster] 


5.5 




5983 


10303299 


gi|10303299|emb|CAC10094.1| (AL442164) related to 
SEN1 protein [Neurospora crassa] 


9.4 






14625441 


gi|14625441|dbj|BAB61903.1| (AB053446) KIAA1773 
protein [Homo sapiens] 


2.4 


if! 




2496701 


gi|249670 1 |sp|P55552|Y4LL_RHISN 
HYPOTHETICAL 91.8 KD PROTEIN Y4LL 
gb|AAB91764.1| (AE000083) Y41L [Rhizobium sp. 
NGR234] 


4 


ru 

Q 


5988 


13652830 


gi|13652830|reflXP_017068.1| 65851 [Homo sapiens] 
ref|XP_039450. 1| similar to NONHISTONE 
CHROMOSOMAL PROTEIN HMG-14 (H. sapiens) 
[Homo sapiens] 


0.00001 




5989 


2098719 


gi|2098719|gb|AAB57675.1| (U85709) putative fimbrial- 
associated protein [Actinomyces naeslundii] 


5.4 




coon 


1142588 


gi|1142588|gb|AAA84740.1| (U05313) CR3 
Trypanosoma brucei] 


0.02 




5991 


1 1283273 


gi| 1 1 283273 |pir||A8 1 658 hypothetical protein TC0845 
imported] - Chlamydia muridarum (strain Nigg) 

gb|AAF39643.1| (AE002351) hypothetical protein 
Chlamydia muridarum] 


7.2 




5992 


13507856 


gi|13507856|ref[NP_109805.1| ribosomal protein L20 
Mycoplasma pneumoniae] sp|P78023|RL20_MYCPN 
50S RIBOSOMAL PROTEIN L20 pir||S73363 
ribosomal protein L20 - Mycoplasma pneumoniae 
(strain ATCC 29342) gb|AAG34734. 1 |AE000004_3 
[AE000004) ribosomal protein L20 [Mycoplasma 
pneumoniae] 


0.84 




5997 


7506563 


gi|7506563|pir||T24113 hypothetical protein R10D12.3 - 
Caenorhabditis elegans emb|CAB03243. 1| (Z81 109) 
predicted using Genefinder-similar to G-protein coupled 
receptor [Caenorhabditis elegans] 


6.3 




5998 


7510771 


gi|75 1 077 1 |pir(|T299 19 hypothetical protein ZC449.5 - 
Caenorhabditis elegans 


3.6 
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Table 3B Nearest Neighbor (BlastX vs. Non-Redundant Proteins) 


SEQID 
NO 


ACCESS 
N 


DESCRIPTION 


P VALUE 


6001 


14755125 


gi|14755125|reflXP_006601.4| hypothetical protein 
FLJ10659 [Homo sapiens] 


3E-96 


6005 


7508360 


gi|7508360|pir||T25220 hypothetical protein T24B8.4 - 
Caenornabditis elegans emb|CAA92756.1| (Z68338) 
predicted using Genefinder-contains similarity to Pfam 
domain: PF02205 (Wiskott Aldrich syndrome homology 
reeion 2) Score— 43 6 E-vahie=i 5e-0Q N=?~rTYNA 
EST yk96d7.5 comes from this gene-cDNA EST 
yk96d7.3 comes from this gene-cDNA EST yk76dl> 


1 


6006 


4960210 


gi|49602 1 0|gb| AAD34644 . 1 1 AF 1 54 1 1 2_1 (AF 1 54 1 1 2) 
transcription co-repressor Sin3 [Xenopus laevis] 


7 
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Table 4 

SEQ ID NC 


- 

> SEQ NAME 


CLUSTER 


PROFIT F MAMF 


ULK 


oLUKc 


6 


2102 R18 P74.1 775116 


CCO 1/4*7 

33514 / 


Ets Cterm 


for 


19.58 


9 


210"? M06 a?41 775519 


J / /OVO 


protkinase 


for 


20.71 


38 


2153 Kid P741 778917 




Dead box helic 


for 


172.21 


39 


2 1 54 M04 <T741 770 1 61 

A .7T . 1VAV/*T. gZ*TJ UJ 




protkinase 


for 


20.71 


61 


2165 H06 trzdl 78014? 




zf-c2h2 


for 


33.96 


69 


7166 Til £xt41 781168 


j / /oyo 


protkinase 


for 


20.71 


108 


2118 A09 tr/41 107075 


/ 


bzip 


for 


19.15 


117 


2131 Til P741 1080X5 


14A*7 1 


Wd40 


for 


37.45 


118 


2131 B14 P743 308094 

<<1J l.lii*t,g£iTJ JV/OV7T 


Zz J.O50 


protkinase 


for 


33.14 


228 


1573 F18 pz43 208848 






for 


42.77 


229 


1573 K19 £741 208869 




protkinase 


rev 


45.41 


415 


1585 G22 ff743 210545 


41 941 A 


Dead box helic 


for 


49.67 


445 


1587 B06 £741 211440 


4 A AGS 4 


AJNK 


rev 


23.12 


486 


1597 006 (^41 717711 




defensins 


rev 


18.27 


487 


1597 T06 <T741 717716 


33 /V / J 


ANK 


for 


35.63 


502 


1 597 F 1 8 <rv41 7 1 7474 


3yoo<$z 


zf-c2h2 


rev 


18.13 


700 


1 694 Ml 9 <rz41 7 1 4175 


4Z3VZJ 


zr-c2h2 


for 


32.76 


847 


1 706 P07 tr?41 716118 




zi-c2h2 


for 


19.43 


877 


1 707. J02.gz43_2 16453 


550237 


zf-ccch 


for 


26.74 


1511 


1755 P74 a^41 791195 


ao no 


rvt 


for 


37.6 


1714 


1790 PI 4 <rz41 776997 


7971 ^O 


bzip 


for 


24.2 


2034 


1878 T19 <rz41 71747? 


798101 


Zt-C2n2 


rev 


18.19 


2038 


1878 P71 <T741 717510 


juyo /o 


Retvir asp_protease 


for 


28.5 


2054 


1818 N05 a741 711070 


481 A1 4 


zt-c2n2 


for 


18.52 


2514 


1 888 O06 p^41 740769 


4^1 7A4 
43 1 /04 


rvt 


for 


49.99 


2973 


1974 HI 8 CT741 745579 


4QQ*7nn 


7tm 1 


rev 


73.7 


3013 


1915 F18 crz41 946500 


4VU5LO 


A XIV 

AJNK 


rev 


28.74 


3140 


1981 019 <T741 74806? 


CCQQyl Q 


zi-c3nc4 


rev 


19.16 


3403 


19581^17^41 750647 


jjOJUo 


zi-czilz 


for 


40.77 


3524 


1971 M99 <T7-41 757961 


^a?aoi 

JOZOUJ 


zr-cziiz 


rev 


42.42 


3653 


1995 C01 pz41 7561 17 


567 1 57 


zr-cznz 


rev 


18.97 


3689 


1995 P11 <T741 756790 




tiLrr 


rev 


19.4 


3723 


1995 R74 0^41 7 56457 


<I^AA17 


zr-czn2 


rev 


20.64 


3814 


2007 F09 ov41 757778 


jOUOOz 


zt-cznc 


rev 


21.49 


3931 


7008 F18 ov41 758108 




l>zip 


for 


20.27 


4151 


1669 Ol 1 CT7-41 760851 

A U\J 7 . VJ X A . gZ*Tj ^UUOJJ 


^01?T^ 


protkinase 


rev 


43.25 


4356 


168? 017 <T741 767495 


4^0? 1 1 
JUZ 1 1 


)Zlp 


rev 


26.06 


4373 


1682F21ez41 262550 


546740 


crnana 


rev 


18.72 


4688 : 


2018 K14 pz41 264760 


417970 

tji7 / \J 


rf_/*9h? 

ii-cznz 


tor 


48.43 


4979 : 


2041 C09 ez41 266976 


55661? 


?f-n91i9 

ZA-vznz 


rev 


20.55 


5467 : 


J067.I20.gz43_271090 


551617 


7tm_l 


rev 


19.77 


5508 : 


>068.F14.gz43_271375 


561707 


7tm 1 


rev 


24.27 


5522 : 


>068.D17.gz43_271421 


554774 1 


tgf-beta 


for 


18.24 


5756 : 


>176.J17.gz43_281945 


412416 ] 


Dead box helic 


for 


37.64 


6001 ] 


L561.C22.gz43_3 14731 


447072 ] 


PH 


for 


31.95 
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Table 5 












SEQ ID NO 


CLUSTER 


n a m 

PAIR 
Ad 




CLONES E 


RATIO 
PLUS 


RATIO 
MINUS 


6 


558147 


12,13 


3 


12 


-1 


3.87 


11 


402353 


12,13 


13 


4 


3.36 


-1 


14 


884 


03,04 


51 


20 


2.49 


-1 


14 


884 


15,17 


1 


10 


-1 


9.32 


14 


884 


27,28 


15 


3 


5.41 


-1 


14 


884 


28,29 


3 


21 


-1 


5.62 


22 


427571 


08,09 


6 


0 


8.38 


-1 


28 


6342 


30,31 


0 


7 


-1 


6.29 


29 


387530 


30,31 


2 


24 


-1 


10.79 


52 


24210 


08,09 


2 


13 


-1 


4.65 


52 


24210 


21,22 


0 


11 


-1 


11.18 


52 


24210 


23,24 


1 


9 


-1 


8.91 


52 


24210 


25,26 


12 


2 


5.79 


-1 


60 


1300 


25,26 


6 


0 


5.79 


-1 


64 


376808 


08,09 


0 


8 


-1 


5.72 


65 


6342 


30,31 


0 


7 


-1 


6.29 


67 


24210 


08,09 


2 


13 


-1 


4.65 


67 


24210 


21,22 


0 


11 


-1 


11.18 


67 


24210 


23,24 


1 


9 


-1 


8.91 


67 


24210 


25,26 


12 


2 


5.79 


-1 


68 


24210 


08,09 


2 


13 


-1 


4.65 


68 


24210 


21,22 


0 


11 


-1 


11.18 


68 


24210 


23,24 


1 


9 


-1 


8.91 


68 


24210 


25,26 


12 


2 


5.79 


-1 


71 


185432 


03,04 


0 


26 


-1 


26.65 


71 


185432 


08,09 


10 


33 


-1 


2.36 


75 


418763 


15,16 


15 


3 


5.28 


-1 


75 


418763 


15,17 


15 


2 


8.05 


-1 


75 


418763 


27,29 


11 


0 


14.84 


-1 


75 


418763 


28,29 


5 


0 


6.23 


-1 


79 


649035 


27,28 


0 


7 


-1 


6.46 


79 


649035 


28,29 


7 


0 


8.72 


-1 


92 


186594 


25,26 


12 


0 


11.58 


-1 


93 


218904 


08,09 


6 


1 


8.38 


-1 


99 


535955 


15,17 


1 


10 


-1 


9.32 


99 


535955 


16,17 


0 


10 


-1 


9.85 


112 


48238 


08,09 


6 


1 


8.38 


-1 


113 


226324 


15,17 


0 


8 


-1 


7.45 


113 


226324 


16,17 


0 


8 


-1 


7.88 


113 


226324 


27,29 


5 


0 


6.75 


-1 


115 


62016 


1A 17 

J.0, 1 / 


n 
u 


o 


-1 


5.91 


116 


48238 


08,09 


6 


1 


8.38 


-1 


121 


20453 


25,26 


3 


13 


-1 


4.49 


123 


37805 


08,09 


10 


0 


13.97 


-1 


125 


48238 


08,09 


6 


1 


8.38 


-1 


136 


120049 


15,17 


10 


2 


5.37 


-1 
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SEQ ID NO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


140 


446829 


27,29 


78 


44 


2.39 


-1 


147 


147196 


28,29 


16 


46 


-1 


2.31 


147 


147196 


30,31 


8 


30 


-1 


3.37 


153 


446614 


16,17 


7 


0 


7.11 


- 1 


160 


463487 


15,17 


8 


1 


8.59 


- 1 


170 


417078 


15,16 


8 


1 


8.46 




170 


417078 


15,17 


8 


0 


8.59 


- 1 


176 


446531 


16,17 


0 


6 


-1 


5.91 


178 


380127 


28,29 


9 


26 


-1 


2.32 


199 


468109 


15,17 


6 


0 


6.44 


" l 


199 


468109 


27,29 


6 


0 


8.09 


-1 


199 


468109 


28,29 


7 


0 


8.72 


' l 


200 


447326 


15,17 


6 


0 


6.44 


' l 


219 


650195 


15,16 


6 


0 


6.34 


" l 


219 


650195 


15,17 


6 


0 


6.44 


- 1 


238 


470462 


15,17 


7 


0 


7.51 


- 1 


242 


466697 


12,13 


6 


0 


6.2 


_1 


248 


447147 


27,29 


9 


0 


12.14 


-1 


255 


447750 


12,14 


9 


0 


9.43 


-1 


255 


447750 


27,29 


9 


0 


12.14 


" l 


255 


447750 


28,29 


5 


0 


6.23 


~ l 


261 


560868 


27,29 


6 


0 


8.09 


" l 


276 


640356 


15,17 


10 


0 


10.73 


'* 


287 


649852 


15,17 


6 


0 


6.44 


~ l 


292 


446974 


28,29 


5 


0 


6.23 


- 1 


307 


643924 


15,16 


6 


0 


6.34 


-1 


307 


643924 


15,17 


6 


0 


6.44 


'* 


309 


452986 


15,16 


8 


1 


8.46 


_1 


320 


449861 


16,17 


74 


26 


2.89 


- 1 


320 


449861 


27,29 


1 


16 


-1 


11.86 


326 


450225 


15,17 


11 


3 


3.94 




326 


450225 


27,28 


1 


24 


-1 


22.16 


326 


450225 


28,29 


24 


1 


29.9 




327 


452707 


30,31 


7 


0 


7.79 


" l 


337 


452204 


15,16 


9 


1 


9.51 


' l 


337 


452204 


16,17 


1 


8 


-1 


7.88 


337 


452204 


23,24 


3 


13 


-1 


4.29 


337 


452204 


27,28 


0 


14 


-1 


12.93 


337 


452204 


28,29 


14 


0 


17.44 


-1 


343 


639662 


15,16 


7 


0 


7.4 


-1 


343 


639662 


15,17 


7 


0 


7.51 


-1 


351 


448606 


15,17 


5 


20 


-1 


3.73 


IS 1 




77 7ft 




1 


-l 


rfC Ad 


374 


475184 


25,26 


6 


74 


-1 


12.78 


374 


475184 


27,28 


114 


48 


2.57 


-1 


374 


475184 


27,29 


114 


70 


2.2 


-1 


374 


475184 


30,31 


5 


19 


-1 


3.42 


403 


555193 


15,16 


6 


0 


6.34 


-1 



642 



SEQ ID NO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


417 


3 


01,02 


5284 


2168 


2.25 


-1 


417 


3 


08,09 


1095 


631 


2.43 


-1 


417 


3 


18,20 


2079 


463 


3.84 


-1 


417 


3 


19,20 


1419 


463 


2.29 


-1 


417 


3 


27,29 


993 


3994 


-1 


2.98 


417 


3 


28,29 


786 


3994 


-1 


4.08 


419 


237288 


15,16 


7 


0 


7.4 


-1 


419 


237288 


15,17 


7 


0 


7.51 


-1 


432 


639459 


15,17 


11 


0 


11.81 


-1 


432 


639459 


16,17 


9 


0 


9.14 


-1 


467 


639480 


27,28 


8 


0 


8.66 


-1 


467 


639480 


27,29 


8 


0 


10.79 


-1 


468 


644242 


15,16 


6 


0 


6.34 


-1 


468 


644242 


15,17 


6 


0 


6.44 


-1 


475 


640747 


15,17 


6 


0 


6.44 


-1 


488 


640356 


15,17 


10 


0 


10.73 


-1 


490 


31112 


15,17 


6 


0 


6.44 


-1 


490 


31112 


23,24 


107 


9 


12.01 


-1 


500 


23961 


15,16 


102 


44 


2.45 


-1 


500 


23961 


15,17 


102 


40 


2.74 


-1 


500 


23961 


25,26 


73 


169 


-1 


2.4 


514 


645538 


23,24 


0 


6 


-1 


5.94 


517 


556 


25,26 


29 


57 


-1 


2.04 


517 


556 


27,28 


34 


14 


2.63 


-1 


517 


556 


28,29 


14 


43 


-1 


2.47 


517 


556 


30,31 


29 


105 


-1 


3.26 


554 


446371 


15,16 


6 


0 


6.34 


-1 


558 


640221 


15,17 


8 


0 


8.59 


-1 


566 


5201 


03,04 


11 


2 


5.37 


-1 


566 


5201 


15,16 


17 


4 


4.49 


-1 


566 


5201 


15,17 


17 


1 


18.25 


-1 


566 


5201 


23,24 


8 


1 


8.08 


-1 


566 


5201 


27,28 


9 


0 


9.75 


-1 


566 


5201 


27,29 


9 


0 


12.14 


-1 


570 


639480 


27,28 


8 


0 


8.66 


-1 


570 


639480 


27,29 


8 


0 


10.79 


-1 


577 


649717 


16,17 


6 


0 


6.09 


-1 


587 


557401 


15,17 


10 


2 


5.37 


-1 


609 


650204 


15,17 


11 


0 


11.81 


-1 


624 


645073 


15,16 


6 


0 


6.34 


-1 


624 


645073 


15,17 


6 


0 


6.44 


-1 


637 


981 


18,19 


1 


9 


-1 


7.88 


637 


981 


27,28 


55 


17 


3.5 


-1 


637 


981 


28,29 


17 


47 


-1 


2.22 


637 


981 


30,31 


31 


224 


-1 


6.5 


661 


448450 


27,28 


0 


7 


-1 


6.46 


661 


448450 


28,29 


7 


0 


8.72 


-1 


662 


643804 


15,16 


6 


0 


6.34 


-1 



643 




SEQ ID NO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


662 


643804 


15,17 


6 


0 


6.44 


-1 


672 


607430 


15,16 


6 


0 


6.34 


-1 


678 


466697 


12,13 


6 


0 


6.2 


-1 


681 


462659 


15,16 


7 


0 


7.4 


-1 


681 


462659 


15,17 


7 


0 


7.51 


-1 


683 


24730 


21,22 


0 


12 


-1 


12.2 


716 


638854 


15,16 


32 


11 


3.07 


-1 


716 


638854 


15,17 


32 


0 


34.35 


-1 


716 


638854 


16,17 


11 


0 


11.17 


-1 


720 


643594 


15,16 


7 


0 


7.4 


-1 


720 


643594 


15,17 


7 


0 


7.51 


-1 


729 


644442 


27,28 


0 


7 


-1 


6.46 


729 


644442 


28,29 


7 


0 


8.72 


-1 


735 


447035 


16,17 


8 


1 


8.12 


-1 


743 


380550 


27,28 


14 


5 


3.03 


-1 


743 


380550 


27,29 


14 


0 


18.89 


-1 


743 


380550 


28,29 


5 


0 


6.23 


-1 


744 


645538 


23,24 


0 


6 


-1 


5.94 


746 


650773 


15,17 


6 


0 


6.44 


-1 


761 


650517 


15,16 


6 


0 


6.34 


-1 


761 


650517 


15,17 


6 


0 


6.44 


-1 


769 


640356 


15,17 


10 


0 


10.73 


-1 


773 


450559 


16,17 


2 


11 


-1 


5.42 


797 


644242 


15,16 


6 


0 


6.34 


-1 


797 


644242 


15,17 


6 


0 


6.44 


-1 


798 


644407 


30,31 


6 


0 


6.67 


-1 


814 


649170 


27,29 


6 


0 


8.09 


-1 


826 


447326 


15,17 


6 


0 


6.44 


-1 


832 


400741 


23,24 


37 


14 


2.67 


-1 


832 


400741 


30,31 


19 


2 


10.57 


-1 


855 


647952 


15,16 


6 


0 


6.34 


-1 


855 


647952 


15,17 


6 


0 


6.44 


-1 


855 


647952 


28,29 


8 


1 


9.97 


-1 


858 


455413 


23,24 


4 


17 


-1 


4.21 


866 


645092 


15,17 


8 


0 


8.59 


-1 


873 


204 


03,04 


120 


318 


-1 


2.72 


873 


204 


15,17 


35 


82 


-1 


2.18 


873 


204 


27,28 


41 


14 


3.17 


-1 


873 


204 


27,29 


41 


24 


2.3 


-1 


873 


204 


30,31 


287 


56 


5.7 


-1 


887 


645900 


15,17 


9 


0 


9.66 


-1 


887 


645900 


16,17 


9 


0 


9.14 


-1 


887 


645900 


23,24 


7 


0 


7.07 




905 


557852 


28,29 


6 


0 


7.48 




918 


451709 


27,28 


2 


31 


-1 


14.31 


918 


451709 


28,29 


31 


3 


12.87 




939 


448358 


27,28 


28 


15 


2.02 




945 


639480 


27,28 


8 


0 


8.66 





644 



SEQ ID NO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


945 


639480 


27,29 


8 


0 


10.79 


-1 


946 


1318 


01,02 


17 


42 


-1 


2.68 


946 


1318 


03,04 


42 


88 


-1 


2.15 


957 


451361 


23,24 


1 


8 


-1 


7.92 


958 


449891 


15,16 


8 


1 


8.46 


-1 


986 


418763 


15,16 


15 


3 


5.28 


-1 


986 


418763 


15,17 


15 


2 


8.05 


-1 


986 


418763 


27,29 


11 


0 


14.84 


-1 


986 


418763 


28,29 


5 


0 


6.23 


-1 


987 


619635 


25,26 


7 


0 


6.76 


-1 


989 


451899 


15,17 


9 


1 


9.66 


-1 


989 


451899 


27,28 


4 


21 


-1 


4.85 


991 


560860 


27,28 


0 


7 


-1 


6.46 


991 


560860 


28,29 


7 


0 


8.72 


-1 


996 


452775 


27,28 


1 


9 


-1 


8.31 


1006 


649556 


28,29 


6 


0 


7.48 


-1 


1007 


644611 


15,16 


7 


0 


7.4 


-1 


1007 


644611 


15,17 


7 


0 


7.51 


-1 


1009 


470462 


15,17 


7 


0 


7.51 


-1 


1010 


645662 


23,24 


4 


28 


-1 


6.93 


1011 


649259 


15,16 


7 


0 


7.4 


-1 


1011 


649259 


15,17 


7 


0 


7.51 


-1 


1011 


649259 


27,28 


8 


0 


8.66 


-1 


1011 


649259 


27,29 


8 


0 


10.79 


-1 


1034 


532307 


16,17 


0 


7 


-1 


6.89 


1044 


414739 


15,17 


6 


19 


-1 


2.95 


1044 


414739 


16,17 


2 


19 


-1 


9.35 


1047 


238586 


30,31 


9 


0 


10.01 


-1 


1068 


467057 


23,24 


0 


7 


-1 


6.93 


1090 


549786 


23,24 


0 


8 


-1 


7.92 


1101 


649259 


15,16 


7 


0 


7.4 


-1 


1101 


649259 


15,17 


7 


0 


7.51 


-1 


1101 


649259 


27,28 


8 


0 


8.66 


-1 


1101 


649259 


27,29 


8 


0 


10.79 


-1 


1106 


468689 


15,16 


6 


0 


6.34 


-1 


1106 


468689 


15,17 


6 


0 


6.44 


-1 


1112 


556325 


16,17 


1 


8 


-1 


7.88 


1123 


645530 


15,16 


10 


2 


5.28 


-1 


1123 


645530 


15,17 


10 


0 


10.73 


-1 


1132 


452026 


15,16 


38 


14 


2.87 


-1 


1132 


452026 


27,28 


7 


26 


-1 


3.43 


1132 


452026 


28,29 


26 


2 


16.2 


- 1 


1132 


452026 


30,31 


9 


2 


5.01 




1134 


612572 


15,16 


6 


0 


6.34 




1147 


14157 


28,29 


6 


0 


7.48 




1151 


454906 


27,28 


4 


18 


-1 


4.16 


1151 


454906 


28,29 


18 


2 


11.21 




1154 


62053 


25,26 


10 


1 


9.65 





645 




Is i 



SEQ ID NO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


1180 


645900 


15,17 


9 


0 


9.66 


-1 


1180 


645900 


16,17 


9 


0 


9.14 


-1 


1180 


645900 


23,24 


7 


0 


7.07 


-1 


1185 


463824 


15,16 


6 


0 


6.34 


-1 


1185 


463824 


15,17 


6 


0 


6.44 


-1 


1185 


463824 


27,28 


0 


8 


-1 


7.39 


1185 


463824 


28,29 


8 


0 


9.97 


-1 


1193 


649617 


28,29 


5 


0 


6.23 


-1 


1208 


452738 


28,29 


5 


0 


6.23 


-1 


1234 


647232 


16,17 


9 


0 


9.14 


-1 


1234 


647232 


28,29 


6 


0 


7.48 


-1 


1237 


503122 


25,26 


8 


178 


-1 


23.05 


1237 


503122 


27,29 


12 


2 


8.09 


-1 


1237 


503122 


30,31 


22 


98 


-1 




1238 


515350 


15,16 


14 


0 


14.8 


-1 


1238 


515350 


15,17 


14 


3 


5.01 


-1 


1244 


648996 


15,16 


6 


0 


6.34 


-1 


1244 


648996 


15,17 


6 


0 


6.44 


-1 


1255 


416624 


27,29 


6 


0 


8.09 


-1 


1261 


449956 


12,13 


6 


0 


6.2 


-1 


1261 


449956 


16,17 


10 


1 


10.16 


-1 


1261 


449956 


28,29 


10 


0 


12.46 


-1 


1261 


449956 


30,31 


8 


1 


8.9 


-1 


1270 


380477 


15,17 


7 


0 


7.51 


-1 


1276 


645100 


15,16 


7 


0 


7.4 


-1 


1276 


645100 


15,17 


7 


0 


7.51 


-1 


1278 


554581 


28,29 


7 


0 


8.72 


-1 


1290 


650820 


16,17 


8 


0 


8.12 


-1 


1306 


646309 


16,17 


6 


0 


6.09 


-1 


1315 


502683 


15,16 


6 


0 


6.34 


-1 


1315 


502683 


28,29 


5 


0 


6.23 


-1 


1342 


463487 


15,17 


8 


1 


8.59 


-1 


1352 


446987 


15,17 


10 


0 


10.73 


-1 


1354 


640922 


27,28 


0 


7 


-1 


6.46 


1354 


640922 


28,29 


7 


0 


8.72 


-1 


1355 


561793 


30,31 


6 


0 


6.67 


-1 


1382 


649354 


15,16 


6 


0 


6.34 


-1 


1382 


649354 


15,17 


6 


0 


6.44 


-1 


1386 


507050 


27,29 


9 


0 


12.14 


-1 


1386 


507050 


28,29 


7 


0 


8.72 


-1 


1392 


649272 


16,17 


8 


0 


8.12 


-1 


1412 


453470 


15,16 


12 


1 


12.68 


-1 


1412 


453470 


15,17 


12 


1 


12.88 




1423 


419255 


15,16 


11 


0 


11.63 




1423 


419255 


15,17 


11 


1 


11.81 




1424 


648996 


15,16 


6 


0 


6.34 




1424 


648996 


15,17 


6 


0 


6.44 




1425 


451361 


23,24 


1 


8 


-1 


7.92 



646 



# 



SEQ ID NO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


1426 


15296 


27,28 


6 


0 


6.5 


-1 


1429 


643327 


28,29 


10 


0 


12.46 


-1 


1432 


452646 


28,29 


5 


0 


6.23 


-1 


1442 


651073 


15,16 


7 


0 


7.4 


-1 


1442 


651073 


15,17 


7 


0 


7.51 


-1 


1442 


651073 


27,28 


0 


9 


-1 


8.31 


1442 


651073 


28,29 


9 


2 


5.61 


-1 


1452 


213 


03,04 


17 


4 


4.15 


-1 


1452 


213 


08,09 


137 


403 


-1 


2.1 


1452 


213 


21,22 


2 


14 


-1 


7.12 


1452 


213 


27,28 


4 


43 


-1 


9.93 


1452 


213 


27,29 


4 


47 


-1 


8.71 


1452 


213 


30,31 


123 


35 


3.91 


-1 


1468 


268336 


15,16 


8 


1 


8.46 


-1 


1478 


646060 


15,16 


13 


3 


4.58 


-1 


1478 


646060 


15,17 


13 


0 


13.95 


-1 


1497 


639378 


27,28 


8 


0 


8.66 


-1 


1497 


639378 


27,29 


8 


0 


10.79 


-1 


1507 


446910 


25,26 


80 


346 


-1 


4.48 


1507 


446910 


27,29 


210 


38 


7.46 


-1 


1507 


446910 


28,29 


210 


38 


6.88 


-1 


1508 


447126 


15,16 


19 


5 


4.02 


-1 


1508 


447126 


16,17 


5 


20 


-1 


3.94 


1508 


447126 


28,29 


5 


0 


6.23 


-1 


1514 


479131 


23,24 


1 


13 


-1 


12.87 


1523 


284586 


15,17 


8 


0 


8.59 


-1 


1523 


284586 


27,28 


0 


17 


-1 


15.7 


1523 


284586 


28,29 


17 


0 


21.18 


-1 


1529 


449437 


15,16 


14 


3 


4.93 


-1 


1529 


449437 


16,17 


3 


12 


-1 


3.94 


1529 


449437 


27,28 


0 


8 


-1 


7.39 


1529 


449437 


28,29 


8 


0 


9.97 


-1 


1552 


449438 


27,29 


5 


0 


6.75 


-1 


1552 


449438 


28,29 


9 


0 


11.21 


-1 


1561 


448152 


27,28 


1 


17 


-1 


15.7 


1561 


448152 


28,29 


17 


2 


10.59 


-1 


1564 


479880 


23,24 


0 


7 


-1 


6.93 


1594 


449521 


27,29 


7 


1 


9.44 


-1 


1602 


644190 


16,17 


6 


0 


6.09 


-1 


1620 


639991 


15,17 


6 


0 


6.44 


-1 


1638 


594994 


28,29 


6 


0 


7.48 


-1 


1660 


376342 


15,16 


0 


7 


-1 


6.62 


1662 


734646 


15,16 


0 


14 


-1 


13.25 


1662 


734646 


16,17 


14 


0 


14.22 


-1 


1666 


460284 


23,24 


6 


0 


6.06 


-1 


1666 


460284 


27,28 


6 


0 


6.5 


-1 


1685 


558412 


30,31 


6 


0 


6.67 


-1 


1689 | 640158 


16,17 


6 


0 


6.09 


-1 



647 




SEQ ID NO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


1706 


209 


01,02 


9 


36 


-1 


4.34 


1706 


209 


03,04 


445 


205 


2.12 


-1 


1706 


209 


15,16 


36 


188 


-1 


4.94 


1706 


209 


15,17 


36 


145 


-1 


3.75 


1706 


209 


18,19 


0 


12 


-1 


10.5 


1706 


209 


19,20 


12 


1 


8.98 


-1 


1706 


209 


21,22 


19 


101 


-1 


5.4 


1706 


209 


27,28 


250 


36 


7.52 


-1 


1706 


209 


27,29 


250 


69 


4.89 


-1 


1713 


423420 


30,31 


12 


0 


13.35 


-1 


1717 


448758 


23,24 


12 


27 


-1 


2.23 


1736 


470462 


15,17 


7 


0 


7.51 


-1 


1740 


729779 


15,16 


0 


8 


-1 


7.57 


1740 


729779 


16,17 


8 


0 


8.12 


-1 


1758 


649722 


15,17 


8 


0 


8.59 


-1 


1758 


649722 


16,17 


6 


0 


6.09 


-1 


1759 


562137 


23,24 


8 


0 


8.08 


-1 


1769 


27083 


16,17 


11 


0 


11.17 


-1 


1769 


27083 


25,26 


17 


56 


-1 


3.41 


1769 


27083 


28,29 


1 


14 


-1 


11.24 


1769 


27083 


30,31 


31 


99 


-1 


2.87 


1784 


498194 


27,28 


0 


7 


-1 


6.46 


1784 


498194 


28,29 


7 


0 


8.72 


-1 


1813 


734646 


15,16 


0 


14 


-1 


13.25 


1813 


734646 


16,17 


14 


0 


14.22 


-1 


1816 


730282 


15,16 


0 


7 


-1 


6.62 


1816 


730282 


16,17 


7 


0 


7.11 


-1 


1834 


640116 


15,16 


19 


4 


5.02 


-1 


1834 


640116 


15,17 


19 


0 


20.39 


-1 


1842 


465446 


25,26 


26 


11 


2.28 


-1 


1879 


27083 


16,17 


11 


0 


11.17 


-1 


1879 


27083 


25,26 


17 


56 


-1 


3.41 


1879 


27083 


28,29 


1 


14 


-1 


11.24 


1879 


27083 


30,31 


31 


99 


-1 


2.87 


1880 


478458 


27,29 


5 


0 


6.75 


-1 


1892 


734622 


23,24 


5 


17 


-1 


3.37 


1896 


381623 


15,16 


10 


2 


5.28 


-1 


1896 


381623 


15,17 


10 


0 


10.73 


-1 


1898 


446575 


27,28 


1 


10 


-1 


9.23 


1898 


446575 


28,29 


10 


1 


12.46 


-1 


1940 


649106 


15,17 


7 


0 


7.51 


-1 


1971 


727760 


27,28 


0 


8 


-1 


7.39 


1971 


727760 


28,29 


8 


0 


9.97 


-1 


1972 


454087 


15,16 


14 


3 


4.93 


-1 


1972 


454087 


15,17 


14 


1 


15.03 


-1 


1972 


454087 


25,26 


4 


14 


-1 


3.63 


1978 


4584 


01,02 


1 


11 


-1 


11.93 


1978 


4584 


25,26 


6 


0 


5.79 


-1 



648 



SEQ ID NO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


2009 


734622 


23,24 


5 


17 


-1 


3.37 


2027 


48619 


30,31 


6 


0 


6.67 


-1 


2033 


646309 


16,17 


6 


0 


6.09 


-1 


2040 


447150 


23,24 


0 


6 


-1 


5.94 


2041 


728273 


15,16 


0 


7 


-1 


6.62 


2041 


728273 


16,17 


7 


0 


7.11 


-1 


2048 


438663 


15,16 


4 


16 


-1 


3.78 


2048 


438663 


25,26 


97 


210 


-1 


2.24 


2048 


438663 


27,28 


48 


171 


-1 


3.29 


2048 


438663 


28,29 


171 


58 


3.67 


-1 


2048 


438663 


30,31 


13 


30 


-1 


2.07 


2064 


128773 


15,16 


4 


25 


-1 


5.91 


2064 


128773 


16,17 


25 


2 


12.69 


-1 


2064 


128773 


25,26 


79 


261 


-1 


3.42 


2064 


128773 


30,31 


13 


33 


-1 


2.28 


2074 


504513 


15,17 


6 


0 


6.44 


-1 


2082 


549801 


28,29 


8 


0 


9.97 


-1 


2083 


730484 


23,24 


1 


12 


-1 


11.88 


2100 


606076 


23,24 


2 


22 


-1 


10.89 


2122 


732712 


15,16 


0 


7 


-1 


6.62 


2122 


732712 


16,17 


7 


0 


7.11 


-1 


2132 


730059 


15,16 


0 


6 


-1 


5.68 


2132 


730059 


16,17 


6 


0 


6.09 


-1 


2137 


451184 


16,17 


14 


4 


3.55 


-1 


2140 


152 


03,04 


153 


566 


-1 


3.79 


2140 


152 


08,09 


136 


395 


-1 


2.08 


2140 


152 


15,16 


59 


194 


-1 


3.11 


2140 


152 


15,17 


59 


455 


-1 


7.18 


2140 


152 


16,17 


194 


455 


-1 


2.31 


2140 


152 


21,22 


232 


565 


-1 


2.48 


2140 


152 


30,31 


75 


211 


-1 


2.53 


2150 


648774 


15,17 


6 


0 


6.44 


-1 


2157 


548275 


25,26 


16 


3 


5.15 


-1 


2159 


479572 


25,26 


20 


53 


-1 


2.75 


2159 


479572 


28,29 


96 


55 


2.17 


-1 


2200 


448046 


15,17 


0 


12 


-1 


11.18 


2200 


448046 


16,17 


3 


12 


-1 


3.94 


2200 


448046 


27,28 


1 


9 


-1 


8.31 


2200 


448046 


28,29 


9 


0 


11.21 


-1 


2204 


732756 


28,29 


6 


0 


7.48 


-1 


2215 


171511 


15,16 


0 


7 


-1 


6.62 


2215 


171511 


16,17 


7 


0 


7.11 


-1 


2232 


203793 


16,17 


12 


3 


4.06 


-1 


2232 


203793 


25,26 


12 


188 


-1 


16.23 


2232 


203793 


27,28 


185 


66 


3.04 


-1 


2232 


203793 


27,29 


185 


100 


2.5 


-1 


2236 


725825 


15,16 


0 


8 


-1 


7.57 


2236 


725825 


16,17 


8 


0 


8.12 


-1 



649 



SEQ ID NO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


2276 


407723 


12,13 


6 


0 


6.2 


-1 


2285 


411128 


12,13 


24 


8 


3.1 


-1 


2285 


411128 


13,14 


8 


29 


-1 


3.57 


2285 


411128 


18,19 


387 


158 


2.8 


-1 


2285 


411128 


19,20 


158 


634 


-1 


5.36 


2285 


411128 


25,26 


6272 


2943 


2.06 


-1 


2285 


411128 


27,29 


4900 


2229 


2.97 


-1 


2285 


411128 


28,29 


4750 


2229 


2.65 


-1 


2289 


726173 


15,16 


0 


6 


-1 


5.68 


2289 


726173 


16,17 


6 


0 


6.09 


-1 


2322 


732712 


15,16 


0 


7 


-1 


6.62 


2322 


732712 


16,17 


7 


0 


7.11 


-1 


2337 


4255 


08,09 


28 


7 


5.59 


-1 


2338 


554080 


16,17 


1 


9 


-1 


8.86 


2358 


4244 


28,29 


8 


28 


-1 


2.81 


2376 


737087 


28,29 


5 


0 


6.23 


-1 


2378 


735871 


23,24 


0 


13 


-1 


12.87 


2388 


735292 


15,16 


0 


9 


-1 


8.51 


2388 


735292 


16,17 


9 


0 


9.14 


-1 


2400 


732223 


27,29 


5 


0 


6.75 


-1 


2401 


595506 


15,16 


0 


6 


-1 


5.68 


2405 


728884 


15,16 


0 


8 


-1 


7.57 


2405 


728884 


16,17 


8 


0 


8.12 


-1 


2417 


453508 


25,26 


27 


9 


2.9 


-1 


2417 


453508 


27,28 


9 


1 


9.75 


-1 


2442 


620462 


23,24 


2 


19 


-1 


9.4 


2445 


735028 


15,16 


0 


6 


-1 


5.68 


2445 


735028 


16,17 


6 


0 


6.09 


-1 


2449 


447075 


27,28 


3 


37 


-1 


11.39 


2449 


447075 


28,29 


37 


14 


3.29 


-1 


2483 


645139 


16,17 


9 


0 


9.14 


-1 


2493 


401368 


27,29 


48 


32 


2.02 


-1 


2514 


451764 


16,17 


16 


5 


3.25 


-1 


2519 


105056 


15,16 


1 


10 


-1 


9.46 


2529 


560868 


27,29 


6 


0 


8.09 


-1 


2532 


1030 


21,22 


13 


3 


4.26 


-1 


2532 


1030 


27,29 


21 


12 


2.36 


-1 


2532 


1030 


30,31 


14 


5 


3.11 


-1 


2545 


455581 


27,28 


118 


49 


2.61 


-1 


2545 


455581 


27,29 


118 


29 


5.49 


-1 


2545 


455581 


28,29 


49 


29 


2.11 


-1 


2573 


447550 


23,24 


6 


0 


6.06 


-1 


2573 


447550 


25,26 


48 


197 


-1 


4.25 


2573 


447550 


30,31 


6 


20 


-1 


3 


2591 


447003 


28,29 


6 


0 


7.48 


-1 


2597 


649852 


15,17 


6 


0 


6.44 


-1 


2598 


650297 


15,17 


6 


0 


6.44 


-1 


2609 


402516 


30,31 


6 


0 


6.67 


-1 



650 



# • 







PAIR 






RATIO 


RATIO 


SEQ ID NO 


CLUSTER 


AB 


CLONES A 


CLONES B 


PLUS 


MINUS 


2629 


405016 


16,17 


15 


4 


3.81 


-1 


2655 


734031 


27,28 


0 


7 


-1 


6.46 


2655 


734031 


28,29 


7 


0 


8.72 


-1 


2663 


736595 


15,16 


0 


6 


-1 


5.68 


2663 


736595 


16,17 


6 


0 


6.09 


-1 


2669 


734209 


15,16 


0 


9 


-1 


8.51 


2669 


734209 


16,17 


9 


0 


9.14 


-1 


2673 


561632 


27,29 


5 


0 


6.75 


-1 


2681 


530883 


15,16 


0 


7 


-1 


6.62 


2682 


729173 


15,16 


0 


8 


-1 


7.57 


2682 


729173 


16,17 


8 


0 


8.12 


-1 


2685 


726786 


12,13 


6 


0 


6.2 


-1 


2685 


726786 


15,16 


0 


10 


-1 


9.46 


2685 


726786 


16,17 


10 


0 


10.16 


-1 


2685 


726786 


30,31 


6 


0 


6.67 


-1 


2687 


448770 


15,17 


6 


0 


6.44 


-1 


2712 


726449 


27,28 


16 


1 


17.33 


-1 


2712 


726449 


27,29 


16 


0 


21.59 


-1 


2718 


446752 


12,14 


1 


12 


-1 


11.45 


2750 


289328 


12,13 


6 


0 


6.2 


-1 


2750 


289328 


30,31 


8 


1 


8.9 


-1 


2772 


81 


15,16 


30 


79 


-1 


2.49 


2772 


81 


15,17 


30 


114 


-1 


3.54 


2772 


81 


18,19 


0 


46 


-1 


40.25 


2772 


81 


19,20 


46 


4 


8.6 


-1 


2772 


81 


27,29 


49 


175 


-1 


2.65 


2772 


81 


30,31 


52 


116 


-1 


2.01 


2775 


220107 


15,17 


9 


25 


-1 


2.59 


2775 


220107 


28,29 


9 


39 


-1 


3.48 


2780 


402024 


12,13 


2 


12 


-1 


5.81 


2780 


402024 


12,14 


2 


11 


-1 


5.25 


2782 


451888 


27,29 


79 


26 


4.1 


-1 


2782 


451888 


28,29 


70 


26 


3.35 


-1 


2791 


731467 


15,16 


0 


6 


-1 


5.68 


2791 


731467 


16,17 


6 


0 


6.09 


-1 


2801 


724781 


28,29 


10 


2 


6.23 


-1 


2807 


553850 


28,29 


5 


0 


6.23 


-1 


2849 


555103 


15,17 


0 


7 


-1 


6.52 


2849 


555103 


23,24 


0 


6 


-1 


5.94 


2861 


735477 


15,16 


0 


7 


-1 


6.62 


2861 


735477 


16,17 


7 


0 


7.11 


-1 


2878 


736014 


15,16 


0 


6 


-1 


5.68 


2878 


736014 


16,17 


6 


0 


6.09 


-1 


2879 


42 


08,09 


190 


121 


2.19 


-1 


2879 


42 


27,28 


792 


286 


3 


-1 


2879 


42 


28,29 


286 


1257 


-1 


3.53 


2882 


42 


08,09 


190 


121 


2.19 


-1 


2882 


42 


27,28 


792 


286 


3 


-1 



651 




SEQ ID NO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


2882 


42 


28,29 


286 


1257 


-1 


3.53 


2883 


736014 


15,16 


0 


6 


-1 


5.68 


2883 


736014 


16,17 


6 


0 


6.09 


-1 


2885 


4470 


03,04 


8 


0 


7.81 


-1 


2885 


4470 


15,16 


10 


24 


-1 


2.27 


2885 


4470 


15,17 


10 


0 


10.73 


-1 


2885 


4470 


16,17 


24 


0 


24.37 


-1 


2885 


4470 


25,26 


7 


0 


6.76 


-1 


2897 


554703 


15,17 


0 


9 


-1 


8.38 


2897 


554703 


16,17 


1 


9 


-1 


8.86 


2898 


546642 


15,17 


10 


1 


10.73 


-1 


2898 


546642 


16,17 


22 


1 


22.34 


-1 


2910 


732300 


15,16 


0 


7 


-1 


6.62 


2910 


732300 


16,17 


7 


0 


7.11 


-1 


2938 


892 


15,16 


0 


6 


-1 


5.68 


2938 


892 


27,28 


6 


0 


6.5 


-1 


2938 


892 


27,29 


6 


0 


8.09 


-1 


2941 


546642 


15,17 


10 


1 


10.73 


-1 


2941 


546642 


16,17 


22 


1 


22.34 


-1 


2949 


734582 


15,16 


0 


6 


-1 


5.68 


2949 


734582 


16,17 


6 


0 


6.09 


-1 


2983 


448110 


15,17 


2 


25 


-1 


11.65 


2983 


448110 


16,17 


1 


25 


-1 


24.62 


2994 


450027 


23,24 


0 


6 


-1 


5.94 


2999 


1015 


08,09 


10 


31 


-1 


2.22 


2999 


1015 


12,14 


62 


28 


2.32 


-1 


2999 


1015 


13,14 


84 


28 


3.05 


-1 


2999 


1015 


30,31 


31 


6 


5.75 


-1 


3006 


402070 


27,28 


1 


9 


-1 


8.31 


3006 


402070 


28,29 


9 


0 


11.21 


-1 


3015 


446964 


15,17 


1 


12 


-1 


11.18 


3020 


414739 


15,17 


6 


19 


-1 


2.95 


3020 


414739 


16,17 


2 


19 


-1 


9.35 


3038 


450410 


16,17 


0 


7 


-1 


6.89 


3044 


553316 


15,16 


12 


3 


4.23 


-1 


3057 


14573 


30,31 


11 


3 


4.08 


-1 


3093 


503452 


16,17 


1 


8 


-1 


7.88 


3099 


553158 


16,17 


1 


8 


-1 


7.88 


3113 


551289 


23,24 


0 


7 


-1 


6.93 


3121 


554581 


28,29 


7 


0 


8.72 


-1 


3126 


447667 


16,17 


0 


11 


-1 


10.83 


3126 


447667 


27,28 


22 


10 


2.38 


-1 


3126 


447667 


27,29 


22 


3 


9.89 


-1 


3126 


447667 


28,29 


10 


3 


4.15 


-1 


3129 


551617 


15,16 


9 


0 


9.51 


-1 


3129 


551617 


16,17 


0 


7 


-1 


6.89 


3145 


551117 


16,17 


0 


6 


-1 


5.91 


3150 


1093 


27,28 


43 


20 


2.33 


-1 



652 




SEQ ID NO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


3150 


1093 


30,31 


5 


18 


-1 


3.24 


3151 


2284 


23,24 


6 


17 


-1 


2.8 


3151 


2284 


25,26 


17 


4 


4.1 


-1 


3151 


2284 


30,31 


14 


32 


-1 


2.05 


3168 


275 


15,17 


3 


15 


-1 


4.66 


3168 


275 


18,19 


0 


12 


-1 


10.5 


3172 


551718 


15,17 


0 


8 


-1 


7.45 


3192 


143346 


25,26 


44 


435 


-1 


10.24 


3211 


551553 


28,29 


7 


0 


8.72 


-1 


3248 


556216 


15,17 


0 


7 


-1 


6.52 


3248 


556216 


16,17 


0 


7 


-1 


6.89 


3291 


446814 


25,26 


10 


27 


-1 


2.8 


3291 


446814 


27,29 


8 


1 


10.79 


-1 


3301 


550694 


15,16 


21 


1 


22.2 


-1 


3301 


550694 


15,17 


21 


7 


3.22 


-1 


3307 


450963 


28,29 


6 


0 


7.48 


-1 


3328 


554764 


25,26 


32 


0 


30.89 


-1 


3339 


550855 


16,17 


1 


10 


-1 


9.85 


3355 


452506 


15,16 


8 


1 


8.46 


-1 


3355 


452506 


28,29 


6 


0 


7.48 


-1 


3359 


408130 


30,31 


10 


0 


11.12 


-1 


3363 


549964 


23,24 


8 


1 


8.08 


-1 


3372 


380127 


28,29 


9 


26 


-1 


2.32 


3378 


549320 


15,17 


0 


7 


-1 


6.52 


3382 


558103 


27,28 


1 


11 


-1 


10.16 


3382 


558103 


28,29 


11 


0 


13.7 


-1 


3382 


558103 


30,31 


6 


0 


6.67 


-1 


3383 


548864 


30,31 


6 


0 


6.67 


-1 


3391 


10397 


03,04 


10 


0 


9.76 


-1 


3391 


10397 


27,28 


6 


0 


6.5 


-1 


3391 


10397 


27,29 


6 


0 


8.09 


-1 


3393 


561892 


15,17 


0 


7 


-1 


6.52 


3398 


548965 


16,17 


4 


14 


-1 


3.45 


3435 


549829 


16,17 


0 


6 


-1 


5.91 


3452 


257547 


23,24 


29 


8 


3.66 


-1 


3452 


257547 


27,28 


0 


8 


-1 


7.39 


3452 


257547 


28,29 


8 


0 


9.97 


-1 


3457 


450255 


16,17 


0 


6 


-1 


5.91 


3469 


448663 


28,29 


5 


0 


6.23 


-1 


3474 


559575 


27,28 


1 


9 


-1 


8.31 


3474 


559575 


28,29 


9 


0 


11.21 


-1 


3485 


4244 


28,29 


8 


28 


-1 


2.81 


3499 


349 


01,02 


78 


160 


-1 


2.22 


3499 


349 


03,04 


91 


3 


29.59 


-1 


3499 


349 


12,13 


33 


13 


2.62 


-1 


3499 


349 


13,14 


13 


28 


-1 


2.12 


3499 


349 


16,17 


15 


35 


-1 


2.3 


3499 


349 


27,28 


12 


29 


-1 


2.23 



653 




SEQ ID NO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


3512 


498194 


27,28 


0 


7 


-1 


6.46 


3512 


498194 


28,29 


7 


0 


8.72 


-1 


3518 


453667 


23,24 


3 


12 


-1 


3.96 


3538 


275 


15,17 


3 


15 


-1 


4.66 


3538 


275 


18,19 


0 


12 


-1 


10.5 


3559 


447429 


27,28 


0 


8 


-1 


7.39 


3559 


447429 


28,29 


8 


0 


9.97 


-1 


3563 


449956 


12,13 


6 


0 


6.2 


-1 


3563 


449956 


16,17 


10 


1 


10.16 


-1 


3563 


449956 


28,29 


10 


0 


12.46 


-1 


3563 


449956 


30,31 


8 


1 


8.9 


-1 


3573 


134392 


23,24 


20 


2 


10.1 


-1 


3573 


134392 


25,26 


0 


6 


-1 


6.22 


3583 


551380 


16,17 


4 


14 


-1 


3.45 


3600 


450242 


30,31 


7 


0 


7.79 


-1 


3603 


451361 


23,24 


1 


8 


-1 


7.92 


3608 


402916 


23,24 


8 


0 


8.08 


-1 


3608 


402916 


27,28 


22 


5 


4.76 


-1 


3608 


402916 


27,29 


22 


4 


7.42 


-1 


3613 


555502 


16,17 


0 


9 


-1 


8.86 


3619 


461 


15,16 


14 


39 


-1 


2.64 


3619 


461 


15,17 


14 


34 


-1 


2.26 


3619 


461 


18,19 


1 


10 


-1 


8.75 


3619 


461 


19,20 


10 


0 


7.48 


-1 


3619 


461 


27,29 


41 


124 


-1 


2.24 


3619 


461 


28,29 


37 


124 


-1 


2.69 


3619 


461 


30,31 


21 


119 


-1 


5.09 


3625 


450867 


15,16 


7 


0 


7.4 


-1 


3627 


502683 


15,16 


6 


0 


6.34 


-1 


3627 


502683 


28,29 


5 


0 


6.23 


-1 


3637 


447405 


15,17 


27 


83 


-1 


2.86 


3637 


447405 


18,20 


2 


11 


-1 


6.43 


3637 


447405 


19,20 


0 


11 


-1 


14.71 


3637 


447405 


27,29 


163 


60 


3.66 


-1 


3637 


447405 


30,31 


14 


36 


-1 


2.31 


3641 


560984 


16,17 


0 


6 


-1 


5.91 


3650 


554604 


15,17 


0 


7 


-1 


6.52 


3662 


447858 


15,16 


12 


3 


4.23 


-1 


3721 


555830 


15,16 


16 


2 


8.46 


-1 


3721 


555830 


15,17 


16 


2 


8.59 


-1 


3731 


562550 


16,17 


0 


6 


-1 


5.91 


3736 


873 


15,17 


6 


21 


-1 


3.26 


3736 


873 


27,29 


15 


50 


-1 


2.47 


3736 


873 


28,29 


17 


50 


-1 


2.36 


3736 


873 


30,31 


14 


32 


-1 


2.05 


3744 


126 


15,16 


103 


260 


-1 


2.39 


3744 


126 


15,17 


103 


571 


-1 


5.16 


3744 


126 


16,17 


260 


571 


-1 


2.16 



654 




SEQ ID NO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


3744 


126 


18,19 


4 


37 


-1 


8.09 


3744 


126 


18,20 


4 


13 


-1 


3.8 


3744 


126 


19,20 


37 


13 


2.13 


-1 


3744 


126 


27,28 


638 


323 


2,14 


-1 


3762 


555103 


15,17 


0 


7 


-1 


6.52 


3762 


555103 


23,24 


0 


6 


-1 


5.94 


3774 


531145 


28,29 


6 


0 


7.48 


-1 


3782 


129715 


08,09 


3 


27 


-1 


6.44 


3807 


554764 


25,26 


32 


0 


30.89 


-1 


3810 


556561 


15,17 


0 


10 


-1 


9.32 


3810 


556561 


16,17 


1 


10 


-1 


9.85 


3823 


553787 


28,29 


10 


0 


12.46 


-1 


3848 


556759 


12,13 


8 


1 


8.26 


-1 


3848 


556759 


15,16 


11 


2 


5.81 


-1 


3848 


556759 


16,17 


2 


18 


-1 


8.86 


3848 


556759 


27,29 


21 


1 


28.33 


-1 


3848 


556759 


28,29 


18 


1 


22.43 


-1 


3848 


556759 


30,31 


10 


1 


11.12 


-1 


3857 


503452 


16,17 


1 


8 


-1 


7.88 


3861 


2284 


23,24 


6 


17 


-1 


2.8 


3861 


2284 


25,26 


17 


4 


4.1 


-1 


3861 


2284 


30,31 


14 


32 


-1 


2.05 


3864 


560984 


16,17 


0 


6 


-1 


5.91 


3873 


551444 


23,24 


6 


0 


6.06 


-1 


3881 


548858 


16,17 


0 


11 


-1 


10.83 


3885 


411113 


16,17 


0 


6 


-1 


5.91 


3894 


594994 


28,29 


6 


0 


7.48 


-1 


3904 


562550 


16,17 


0 


6 


-1 


5.91 


3922 


460445 


16,17 


0 


6 


-1 


5.91 


3925 


931 


01,02 


23 


59 


-1 


2.78 


3925 


931 


18,19 


0 


9 


-1 


7.88 


3925 


931 


30,31 


70 


195 


-1 


2.5 


3940 


388688 


27,29 


8 


2 


5.4 


-1 


3940 


388688 


28,29 


17 


2 


10.59 


-1 


4009 


380127 


28,29 


9 


26 


-1 


2.32 


4016 


378459 


23,24 


1 


9 


-1 


8.91 


4017 


550571 


16,17 


0 


6 


-1 


5.91 


4036 


607430 


15,16 


6 


0 


6.34 


-1 


4039 


558098 


15,16 


6 


0 


6.34 


-1 


4039 


558098 


30,31 


9 


1 


10.01 


-1 


4041 


557928 


16,17 


0 


6 


-1 


5.91 


4079 


557928 


16,17 


0 


6 


-1 


5.91 


4100 


450242 


30,31 


7 


0 


7.79 


-1 


4106 


448450 


27,28 


0 


7 


-1 


6.46 


4106 


448450 


28,29 


7 


0 


8.72 


-1 


4111 


560538 


16,17 


0 


8 


-1 


7.88 


4115 


420892 


13,14 


0 


6 


-1 


5.91 


4138 


450883 


28,29 


5 


0 


6.23 


-1 



655 



# • 



SEQ ID NO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


4139 


638971 


15,17 


8 


0 


8.59 


-1 


4149 


643804 


15,16 


6 


0 


6.34 


-1 


4149 


643804 


15,17 


6 


0 


6.44 


-1 


4150 


97909 


27,28 


31 


12 


2.8 


-1 


4150 


97909 


28,29 


12 


35 


-1 


2.34 


4150 


97909 


30,31 


18 


54 


-1 


2.7 


4157 


603857 


27,29 


17 


3 


7.64 


-1 


4157 


603857 


28,29 


31 


3 


12.87 


-1 


4162 


641683 


15,16 


8 


0 


8.46 


-1 


4162 


641683 


15,17 


8 


0 


8.59 


-1 


4176 


640889 


15,17 


6 


0 


6.44 


-1 


4178 


643594 


15,16 


7 


0 


7.4 


-1 


4178 


643594 


15,17 


7 


0 


7.51 


-1 


4195 


641728 


28,29 


7 


1 


8.72 


-1 


4203 


359500 


12,13 


14 


4 


3.61 


-1 


4203 


359500 


27,28 


18 


4 


4.87 


-1 


4203 


359500 


28,29 


4 


17 


-1 


3.41 


4203 


359500 


30,31 


8 


22 


-1 


2.47 


4204 


649558 


15,16 


12 


3 


4.23 


-1 


4204 


649558 


15,17 


12 


0 


12.88 


-1 


4231 


451401 


15,17 


9 


1 


9.66 


-1 


4234 


417259 


15,17 


4 


14 


-1 


3.26 


4234 


417259 


16,17 


1 


14 


-1 


13.79 


4240 


453006 


27,28 


0 


8 


-1 


7.39 


4240 


453006 


28,29 


8 


0 


9.97 


-1 


4247 


498194 


27,28 


0 


7 


-1 


6.46 


4247 


498194 


28,29 


7 


0 


8.72 


-1 


4250 


556326 


16,17 


0 


8 


-1 


7.88 


4257 


649106 


15,17 


7 


0 


7.51 


-1 


4264 


284586 


15,17 


8 


0 


8.59 


-1 


4264 


284586 


27,28 


0 


17 


-1 


15.7 


4264 


284586 


28,29 


17 


0 


21.18 


-1 


4265 


642535 


27,28 


0 


8 


-1 


7.39 


4265 


642535 


28,29 


8 


0 


9.97 


-1 


4270 


801 


30,31 


25 


7 


3.97 


-1 


4271 


449956 


12,13 


6 


0 


6.2 


-1 


4271 


449956 


16,17 


10 


1 


10.16 


-1 


4271 


449956 


28,29 


10 


0 


12.46 


-1 


4271 


449956 


30,31 


8 


1 


8.9 


-1 


4283 


455113 


27,29 


11 


3 


4.95 


-1 


4283 


455113 


28,29 


13 


3 


5.4 


-1 


4285 


1558 


03,04 


25 


97 


-1 


3.98 


4287 


546705 


16,17 


0 


6 


-1 


5.91 


4293 


452212 


15,16 


6 


0 


6.34 


-1 


4298 


37862 


25,26 


14 


0 


13.51 


-1 


4299 


644609 


15,17 


7 


0 


7.51 


-1 


4311 


553877 


16,17 


1 


8 


-1 


7.88 


4319 


550562 


27,28 


1 


9 


-1 


8.31 



656 




SEQ ID NO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


4319 


550562 


28,29 


9 


1 


11.21 


-1 


4320 


648320 


15,16 


6 


0 


6.34 


-1 


4320 


648320 


15,17 


6 


0 


6.44 


-1 


4327 


27083 


16,17 


11 


0 


11.17 


-1 


4327 


27083 


25,26 


17 


56 


-1 


3.41 


4327 


27083 


28,29 


1 


14 


-1 


11.24 


4327 


27083 


30,31 


31 


99 


-1 


2.87 


4336 


453079 


16,17 


8 


1 


8.12 


-1 


4346 


561558 


28,29 


6 


0 


7.48 


-1 


4349 


451037 


23,24 


5 


15 


-1 


2.97 


4358 


639232 


23,24 


0 


6 


-1 


5.94 


4358 


639232 


25,26 


10 


0 


9.65 


-1 


4358 


639232 


30,31 


9 


0 


10.01 


-1 


4361 


461835 


15,16 


7 


0 


7.4 


-1 


4361 


461835 


28,29 


5 


0 


6.23 


-1 


4366 


1093 


27,28 


43 


20 


2.33 


-1 


4366 


1093 


30,31 


5 


18 


-1 


3.24 


4371 


644240 


15,17 


7 


0 


7.51 


-1 


4375 


388688 


27,29 


8 


2 


5.4 


-1 


4375 


388688 


28,29 


17 


2 


10.59 


-1 


4380 


648996 


15,16 


6 


0 


6.34 


-1 


4380 


648996 


15,17 


6 


0 


6.44 


-1 


4406 


449836 


15,17 


8 


1 


8.59 


-1 


4413 


640525 


15,16 


7 


0 


7.4 


-1 


4413 


640525 


15,17 


7 


0 


7.51 


-1 


4417 


388085 


15,16 


9 


0 


9.51 


-1 


4417 


388085 


15,17 


9 


0 


9.66 


-1 


4421 


448787 


15,17 


23 


9 


2.74 


-1 


4421 


448787 


16,17 


22 


9 


2.48 


-1 


4435 


554742 


16,17 


0 


6 


-1 


5.91 


4441 


549640 


27,28 


0 


7 


-1 


6.46 


4441 


549640 


30,31 


15 


6 


2.78 


-1 


4445 


530774 


15,17 


5 


16 


-1 


2.98 


4446 


375814 


15,16 


8 


0 


8.46 


-1 


4446 


375814 


15,17 


8 


1 


8.59 


-1 


4447 


446789 


15,16 


16 


5 


3.38 


-1 


4450 


503491 


16,17 


6 


0 


6.09 


-1 


4452 


639441 


23,24 


1 


8 


-1 


7.92 


4454 


649035 


27,28 


0 


7 


-1 


6.46 


4454 


649035 


28,29 


7 


0 


8.72 


-1 


4461 


470602 


15,16 


12 


1 


12.68 


-1 


4461 


470602 


16,17 


1 


9 


-1 


8.86 


4477 


453708 


15,17 


1 


19 


-1 


17.7 


4477 


453708 


16,17 


1 


19 


-1 


18.71 


4483 


551527 


15,17 


0 


7 


-1 


6.52 


4503 


549945 


15,16 


12 


2 


6.34 


-1 


4503 


549945 


15,17 


12 


2 


6.44 


-1 


4505 


391511 


27,28 


8 


0 


8.66 


-1 
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PAIR 






RATIO 


RATIO 


SEQ ID NO 


CLUSTER 


AB 


CLONES A 


CLONES B 


PLUS 


MINUS 


4515 


420686 


16,17 


0 


8 


-1 


7.88 


4517 


551995 


28,29 


7 


0 


8.72 


-1 


4523 


451032 


15,16 


6 


0 


6.34 


-1 


4538 


557852 


28,29 


6 


0 


7.48 


-1 


4542 


554500 


15,16 


6 


0 


6.34 


-1 


4550 


43642 


16,17 


0 


6 


-1 


5.91 


4551 


595506 


15,16 


0 


6 


-1 


5.68 


4553 


555702 


15,16 


11 


2 


5.81 


-1 


4556 


519109 


23,24 


1 


34 


-1 


33.65 


4557 


450829 


15,17 


0 


8 


-1 


7.45 


4557 


450829 


16,17 


0 


8 


-1 


7.88 


4598 


386940 


27,28 


0 


14 


-1 


12.93 


4598 


386940 


28,29 


14 


0 


17.44 


-1 


4611 


375380 


15,17 


1 


9 


-1 


8.38 


4611 


375380 


16,17 


0 


9 


-1 


8.86 


4619 


553850 


28,29 


5 


0 


6.23 


-1 


4627 


557401 


15,17 


10 


2 


5.37 


-1 


4632 


349744 


16,17 


0 


6 


-1 


5.91 


4635 


449437 


15,16 


14 


3 


4.93 


-1 


4635 


449437 


16,17 


3 


12 


-1 


3.94 


4635 


449437 


27,28 


0 


8 


-1 


7.39 


4635 


449437 


28,29 


8 


0 


9.97 


-1 


4645 


562292 


16,17 


0 


6 


-1 


5.91 


4652 


224812 


16,17 


31 


63 


-1 


2 


4652 


224812 


25,26 


200 


686 


-1 


3.55 


4652 


224812 


27,29 


84 


38 


2.98 


-1 


4652 


224812 


28,29 


80 


38 


2.62 


-1 


4670 


446739 


28,29 


5 


0 


6.23 


-1 


4684 


247 


15,17 


15 


44 


-1 


2.73 


4684 


247 


18,19 


0 


15 


-1 


13.13 


4684 


247 


30,31 


11 


51 


-1 


4.17 


4686 


491799 


15,16 


0 


11 


-1 


10.41 


4691 


461 


15,16 


14 


39 


-1 


2.64 


4691 


461 


15,17 


14 


34 


-1 


2.26 


4691 


461 


18,19 


1 


10 


-1 


8.75 


4691 


461 


19,20 


10 


0 


7.48 


-1 


4691 


461 


27,29 


41 


124 


-1 


2.24 


4691 


461 


28,29 


37 


124 


-1 


2.69 


4691 


461 


30,31 


21 


119 


-1 


5.09 


4696 


562292 


16,17 


0 


6 


-1 


5.91 


4702 


487182 


15,17 


2 


11 


-1 


5.12 


4702 


487182 


16,17 


1 


11 


-1 


10.83 


4702 


487182 


25,26 


3 


72 




24.87 


4706 


561046 


16,17 


0 


6 




5.91 


4746 


556040 


23,24 


2 


15 




7.42 


4748 


452822 


15,16 


9 


23 




2.42 


4758 


455820 


16,17 


0 


7 




6.89 


4767 


556802 


28,29 


8 


0 


9.97 


-1 



658 




SEQ ID NO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


4771 


465446 


25,26 


26 


11 


2.28 


-1 


4826 


452775 


27,28 


1 


9 


-1 


8.31 


4827 


560868 


27,29 


6 


0 


8.09 


-1 


4835 


558534 


16,17 


0 


7 


.1 


6.89 


4850 


549591 


15,17 


2 


24 


.1 


11.18 


4850 


549591 


16,17 


7 


24 


-1 


3.38 


4885 


27586 


12,13 


7 


22 


-1 


3.04 


4885 


27586 


12,14 


7 


21 


-1 


2.86 


4885 


27586 


21,22 


9 


0 


8.85 


-1 


4885 


27586 


25,26 


17 


0 


16.41 


-1 


4885 


27586 


30,31 


24 


0 


26.69 


-1 


4888 


561558 


28,29 


6 


0 


7.48 


-1 


4900 


2435 


15,17 


0 


8 


-1 


7.45 


4900 


2435 


27,28 


0 


7 


-1 


6.46 


4900 


2435 


28,29 


7 


1 


8.72 


-1 


4907 


554604 


15,17 


0 


7 


-1 


6.52 


4922 


559057 


15,17 


0 


7 


-1 


6.52 


4927 


553877 


16,17 


1 


8 


-1 


7.88 


4950 


549911 


16,17 


0 


6 


-1 


5.91 


4959 


409612 


25,26 


6 


0 


5.79 


-1 


4972 


226324 


15,17 


0 


8 


-1 


7.45 


4972 


226324 


16,17 


0 


8 


-1 


7.88 


4972 


226324 


27,29 


5 


0 


6.75 


-1 


4986 


413915 


12,13 


6 


0 


6.2 


-1 


4986 


413915 


12,14 


6 


0 


6.29 


-1 


5007 


2284 


23,24 


6 


17 


-1 


2.8 


5007 


2284 


25,26 


17 


4 


4.1 


-1 


5007 


2284 


30,31 


14 


32 


-1 


2.05 


5018 


365634 


15,16 


12 


2 


6.34 


-1 


5018 


365634 


16,17 


2 


14 


-1 


6.89 


5018 


365634 


25,26 


10 


0 


9.65 


-1 


5026 


549829 


16,17 


0 


6 


-1 


5.91 


5033 


411113 


16,17 


0 


6 


-1 


5.91 


5042 


1079 


03,04 


24 


55 


-1 


2.35 


5042 


1079 


28,29 


16 


44 


-1 


2.21 


5047 


397581 


28,29 


6 


20 


-1 


2.68 


5047 


397581 


27,29 


1 


20 


-1 


14.83 


5051 


23961 


15,16 


102 


44 


2.45 


-1 


5051 


23961 


15,17 


102 


40 


2.74 


-1 


5051 


23961 


25,26 


73 


169 


-1 


2.4 


5058 


446900 


15,17 


1 


11 


-1 


10.25 


5058 


446900 


16,17 


2 


11 


-1 


5.42 


5065 


448677 


15,16 


11 


1 


11.63 


-1 


5067 


560538 


16,17 


0 


8 


-1 


7.88 


5079 


62458 


15,16 


2 


14 


-1 


6.62 


5079 


62458 


15,17 


2 


11 


-1 


5.12 


5079 


62458 


25,26 


20 


227 


-1 


11.76 


5079 


62458 


30,31 


19 


245 


-1 


11.59 



659 



SEQ ID NO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


5102 


556216 


15,17 


0 


7 


-1 


6.52 


5102 


556216 


16,17 


0 


7 


-1 


6.89 


5117 


549041 


16,17 


0 


6 


-1 


5.91 


5133 


453004 


27,28 


0 


8 


-1 


7.39 


5133 


453004 


28,29 


8 


0 


9.97 


-1 


5135 


560868 


27,29 


6 


0 


8.09 


-1 


5147 


403419 


13,14 


0 


9 


-1 


8.87 


5147 


403419 


27,29 


7 


0 


9.44 


-1 


5161 


559806 


16,17 


0 


6 


-1 


5.91 


5168 


550562 


27,28 


1 


9 


-1 


8.31 


5168 


550562 


28,29 


9 


1 


11.21 


-1 


5186 


91178 


15,17 


0 


7 


-1 


6.52 


5188 


561485 


15,17 


0 


7 


-1 


6.52 


5188 


561485 


16,17 


0 


7 


-1 


6.89 


5195 


558412 


30,31 


6 


0 


6.67 


-1 


5200 


453846 


15,17 


0 


11 


-1 


10.25 


5221 


562565 


15,16 


0 


8 


-1 


7.57 


5221 


562565 


27,28 


11 


1 


11.91 


-1 


5221 


562565 


27,29 


11 


0 


14.84 


-1 


5228 


553705 


15,16 


12 


0 


12.68 


-1 


5228 


553705 


28,29 


8 


0 


9.97 


-1 


5231 


562459 


16,17 


2 


10 


-1 


4.92 


5231 


562459 


27,28 


13 


29 


-1 


2.06 


5231 


562459 


27,29 


13 


1 


17.54 


-1 


5231 


562459 


28,29 


29 


1 


36.13 


-1 


5236 


62458 


15,16 


2 


14 


-1 


6.62 


5236 


62458 


15,17 


2 


11 


-1 


5.12 


5236 


62458 


25,26 


20 


227 


-1 


11.76 


5236 


62458 


30,31 


19 


245 


-1 


11.59 


5240 


448741 


28,29 


6 


0 


7.48 


-1 


5249 


451401 


15,17 


9 


1 


9.66 


-1 


5258 


451802 


15,17 


0 


9 


-1 


8.38 


5258 


451802 


16,17 


1 


9 


-1 


8.86 


5264 


452775 


27,28 


1 


9 


-1 


8.31 


5268 


92639 


12,14 


2 


11 


-1 


5.25 


5271 


452500 


27,28 


0 


15 


-1 


13.85 


5271 


452500 


28,29 


15 


5 


3.74 


-1 


5272 


452204 


15,16 


9 


1 


9.51 


-1 


5272 


452204 


16,17 


1 


8 


-1 


7.88 


5272 


452204 


23,24 


3 


13 


-1 


4.29 


5272 


452204 


27,28 


0 


14 


-1 


12.93 


5272 


452204 


28,29 


14 


0 


17.44 


-1 


5273 


447025 


15,16 


48 


19 


2.67 


-1 


5273 


447025 


27,28 


0 


8 


-1 


7.39 


5273 


447025 


27,29 


0 


13 


-1 


9.64 


5277 


452052 


15,17 


8 


1 


8.59 


-1 


5277 


452052 


27,28 


2 


14 


-1 


6.46 


5277 


452052 


28,29 


14 


0 


17.44 


-1 



660 




SEQ ID NO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


5281 


452142 


15,16 


1 


10 


-1 


9.46 


5281 


452142 


16,17 


10 


2 


5.08 


-1 


5282 


451994 


27,28 


4 


17 


-1 


3.92 


5297 


4244 


28,29 


8 


28 


-1 


2.81 


5308 


450262 


21,22 


0 


8 


-1 


8.13 


5308 


450262 


27,28 


30 


14 


2.32 


-1 


5308 


450262 


28,29 


14 


46 


-1 


2.64 


5311 


452506 


15,16 


8 


1 


8.46 


-1 


5311 


452506 


28,29 


6 


0 


7.48 


-1 


5313 


7022 


25,26 


7 


0 


6.76 


-1 


5313 


7022 


27,28 


4 


16 


-1 


3.69 


5313 


7022 


28,29 


16 


5 


3.99 


-1 


5315 


2930 


01,02 


3 


14 


-1 


5.06 


5315 


2930 


27,29 


5 


0 


6.75 


-1 


5315 


2930 


28,29 


7 


0 


8.72 


-1 


5317 


454226 


28,29 


5 


0 


6.23 


-1 


5321 


453470 


15,16 


12 


1 


12.68 


-1 


5321 


453470 


15,17 


12 


1 


12.88 


-1 


5324 


454050 


27,28 


0 


7 


-1 


6.46 


5338 


454518 


27,29 


6 


0 


8.09 


-1 


5338 


454518 


28,29 


6 


0 


7.48 


-1 


5350 


23649 


27,28 


37 


12 


3.34 


-1 


5350 


23649 


27,29 


37 


0 


49.92 


-1 


5350 


23649 


28,29 


12 


0 


14.95 


-1 


5357 


519109 


23,24 


1 


34 


-1 


33.65 


5360 


453783 


27,28 


0 


8 


-1 


7.39 


5360 


453783 


28,29 


8 


0 


9.97 


-1 


5365 


454509 


25,26 


7 


0 


6.76 


-1 


5365 


454509 


27,28 


6 


0 


6.5 


-1 


5366 


454562 


23,24 


13 


4 


3.28 


-1 


5366 


454562 


25,26 


7 


0 


6.76 


-1 


5370 


453783 


27,28 


0 


8 


-1 


7.39 


5370 


453783 


28,29 


8 


0 


9.97 


-1 


5373 


801 


30,31 


25 


7 


3.97 


-1 


5374 


453494 


27,28 


7 


0 


7.58 


-1 


5374 


453494 


30,31 


6 


0 


6.67 


-1 


5375 


453202 


15,16 


6 


0 


6.34 


-1 


5375 


453202 


16,17 


0 


11 


-1 


10.83 


5381 


387530 


30,31 


2 


24 


-1 


10.79 


5382 


453846 


15,17 


0 


11 


-1 


10.25 


5391 


551995 


28,29 


7 


0 


8.72 


-1 


5397 


446531 


16,17 


0 


6 


-1 


5.91 


5401 


453508 


25,26 


27 


9 


2.9 


-1 


5401 


453508 


27,28 


9 


1 


9.75 


-1 


5413 


560868 


27,29 


6 


0 


8.09 


-1 


5448 


554742 


16,17 


0 


6 


-1 


5.91 


5467 


551617 


15,16 


9 


0 


9.51 


-1 


5467 


551617 


16,17 


0 


7 I -1 


6.89 



661 







PAIR 






RATIO 


RATIO 


SEQ ID NO 


CLUSTER 


AB 


CLONES A 


CLONES B 


PLUS 


MINUS 


5489 


468672 


15,16 


6 


0 


6.34 


-1 


5489 


468672 


16,17 


0 


8 


-1 


7.88 


5501 


402836 


12,13 


130 


63 


2.13 


-1 


5501 


402836 


23,24 


17 


4 


4.29 


-1 


5508 


561707 


27,29 


6 


0 


8.09 


-1 


5508 


561707 


30,31 


9 


1 


10.01 


-1 


5509 


561180 


15,16 


11 


2 


5.81 


-1 


5513 


562137 


23,24 


8 


0 


8.08 


-1 


5518 


449356 


15,17 


7 


21 


-1 


2.79 


5518 


449356 


16,17 


4 


21 


-1 


5.17 


5525 


549511 


15,17 


0 


7 


-1 


6.52 


5525 


549511 


16,17 


0 


7 


-1 


6.89 


5526 


560700 


16,17 


0 


6 


-1 


5.91 


5535 


452523 


15,17 


10 


2 


5.37 


-1 


5537 


406092 


18,19 


16 


2 


9.14 


-1 


5537 


406092 


25,26 


7 


0 


6.76 


-1 


5537 


406092 


27,28 


1 


26 


-1 


24.01 


5537 


406092 


27,29 


1 


28 


-1 


20.76 


5537 


406092 


30,31 


13 


4 


3.61 


-1 


5542 


235874 


12,13 


62 


239 


-1 


3.73 


5542 


235874 


12,14 


62 


317 


-1 


4.88 


5542 


235874 


25,26 


102 


21 


4.69 


-1 


5542 


235874 


27,28 


73 


16 


4.94 


-1 


5542 


235874 


28,29 


16 


70 


-1 


3.51 


5542 


235874 


30,31 


119 


9 


14.71 


-1 


5550 


452957 


27,29 


5 


0 


6.75 


-1 


5550 


452957 


28,29 


6 


0 


7.48 


-1 


5554 


455855 


27,29 


8 


0 


10.79 


-1 


5559 


510254 


15,16 


17 


1 


17.97 


-1 


5559 


510254 


16,17 


1 


8 


-1 


7.88 


5560 


451812 


27,29 


7 


1 


9.44 


-1 


5565 


450225 


15,17 


11 


3 


3.94 


-1 


5565 


450225 


27,28 


1 


24 


-1 


22.16 


5565 


450225 


28,29 


24 


1 


29.9 


-1 


5572 


503122 


25,26 


8 


178 


-1 


23.05 


5572 


503122 


27,29 


12 


2 


8.09 


-1 


5572 


503122 


30,31 


22 


98 


-1 


4 


5578 


446936 


23,24 


10 


26 


-1 


2.57 


5578 


446936 


25,26 


17 


38 


-1 


2.32 


5578 


446936 


27,28 


158 


31 


5.52 


-1 


5578 


446936 


27,29 


158 


27 


7.89 


-1 


5589 


453079 


16,17 


8 


1 


8.12 


-1 


5599 


454226 


28,29 


5 


0 


6.23 


-1 


5600 


452973 


27,28 


0 


9 


-1 


8.31 


5600 


452973 


28,29 


9 


2 


5.61 


-1 


5606 


452648 


23,24 


2 


15 


-1 


7.42 


5611 


366607 


27,28 


1 


12 


-1 


11.08 


5611 


366607 


28,29 


12 


0 


14.95 


-1 



662 




SEQ ID NO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


5617 


521840 


15,16 


6 


0 


6.34 


-1 


5620 


523674 


28,29 


5 


0 


6.23 


-1 


5624 


452775 


27,28 


1 


9 


-1 


8.31 


5634 


454460 


27,28 


0 


13 


-1 


12.01 


5634 


454460 


28,29 


13 


2 


8.1 


-1 


5662 


456001 


28,29 


10 


1 


12.46 


-1 


5665 


450914 


15,16 


0 


6 


-1 


5.68 


5666 


455855 


27,29 


8 


0 


10.79 


-1 


5688 


400258 


16,17 


6 


0 


6.09 


-1 


5688 


400258 


27,28 


7 


o 


7.58 


-1 


5697 


2544 


01,02 


23 


9 


2.36 


-1 


5697 


2544 


03,04 


13 


30 


-1 


2.37 


5699 


402534 


12,13 


8 


21 


-1 


2.54 


5704 


456567 


28,29 


5 


0 


6.23 


-1 


5710 


455601 


15,17 


10 


0 


10.73 


-1 


5710 


455601 


16,17 


8 


0 


8.12 


-1 


5712 


402916 


23,24 


8 


0 


8.08 


-1 


5712 


402916 


27,28 


22 


5 


4.76 


-1 


5712 


402916 


27,29 


22 


4 


7.42 


-1 


5714 


27586 


12,13 


7 


22 


-1 


3.04 


5714 


27586 


12,14 


7 


21 


-1 


2.86 


5714 


27586 


21,22 


9 


0 


8.85 


-1 


5714 


27586 


25,26 


17 


0 


16.41 


-1 


5714 


27586 


30,31 


24 


0 


26.69 


-1 


5732 


407711 


15,16 


0 


6 


-1 


5.68 


5733 


411113 


16,17 


0 


6 


-1 


5.91 


5742 


400426 


12,14 


22 


10 


2.31 


-1 


5752 


155374 


15,16 


6 


0 


6.34 


-1 


5752 


155374 


15,17 


6 


0 


6.44 


-1 


5752 


155374 


27,28 


27 


1 


29.24 


-1 


5752 


155374 


27,29 


27 


0 


36.42 


-1 


5753 


409612 


25,26 


6 


0 


5.79 


-1 


5759 


1054 


03,04 


49 


23 


2.08 


-1 


5759 


1054 


12,14 


54 


24 


2.36 


-1 


5759 


1054 


15,17 


64 


28 


2.45 


-1 


5759 


1054 


18,20 


3 


19 


-1 


7.41 


5759 


1054 


19,20 


5 


19 


-1 


5.08 


5759 


1054 


27,29 


64 


31 


2.79 


-1 


5759 


1054 


28,29 


69 


31 


2.77 


-1 


5759 


1054 


30,31 


27 


15 


2 


-1 


5761 


400454 


12,14 


9 


1 


9.43 


-1 


5765 


409589 


27,29 


5 


0 


6.75 


-1 


5768 


20517 


12,13 


18 


3 


6.2 


-1 


5768 


20517 


13,14 


3 


18 


-1 


5.91 


5769 


413915 


12,13 


6 


0 


6.2 


-1 


5769 


413915 


12,14 


6 


0 


6.29 


-1 


5772 


401510 


12,14 


8 


0 


8.39 


-1 


5775 


417259 


15,17 


4 


14 


-1 


3.26 



663 








PAIR 






RATIO 


RATIO 


SEQ ID NO 


CLUSTER 


AB 


CLONES A 


CLONES B 


PLUS 


MINUS 


5775 


417259 


16,17 


1 


14 


-1 


13.79 


5776 


20517 


12,13 


18 


3 


6.2 


-1 


5776 


20517 


13,14 


3 


18 


-1 


5.91 


5778 


402534 


12,13 


8 


21 


-1 


2.54 


5780 


419255 


15,16 


11 


0 


11.63 


-1 


5780 


419255 


15,17 


11 


1 


11.81 


-1 


5788 


402070 


27,28 


1 


9 


-1 


8.31 


5788 


402070 


28,29 


9 


0 


11.21 


-1 


5789 


402070 


27,28 


1 


9 


-1 


8.31 


5789 


402070 


28,29 


9 


0 


11.21 


-1 


5792 


402353 


12,13 


13 


4 


3.36 


-1 


5794 


163970 


18,20 


12 


25 


-1 


2.44 


5794 


163970 


19,20 


7 


25 


-1 


4.77 


5794 


163970 


27,28 


7 


39 


-1 


5.15 


5794 


163970 


28,29 


39 


7 


6.94 


-1 


5794 


163970 


30,31 


29 


6 


5.38 


-1 


5801 


268336 


15,16 


8 


1 


8.46 


-1 


5807 


20517 


12,13 


18 


3 


6.2 


-1 


5807 


20517 


13,14 


3 


18 


-1 


5.91 


5822 


420686 


16,17 


0 


8 


-1 


7.88 


5823 


447579 


23,24 


3 


13 


-1 


4.29 


5823 


447579 


28,29 


7 


0 


8.72 


-1 


5825 


463824 


15,16 


6 


0 


6.34 


-1 


5825 


463824 


15,17 


6 


0 


6.44 


-1 


5825 


463824 


27,28 


0 


8 


-1 


7.39 


5825 


463824 


28,29 


8 


0 


9.97 


-1 


5827 


388688 


27,29 


8 


2 


5.4 


-1 


5827 


388688 


28,29 


17 


2 


10.59 


-1 


5840 


446964 


15,17 


1 


12 


-1 


11.18 


5860 


403949 


12,13 


11 


1 


11.36 


«1 


5862 


235874 


12,13 


62 


239 


-1 


3.73 


5862 


235874 


12,14 


62 


317 


-1 


4.88 


5862 


235874 


25,26 


102 


21 


4.69 


-1 


5862 


235874 


27,28 


73 


16 


4.94 


-1 


5862 


235874 


28,29 


16 


70 


-1 


3.51 


5862 


235874 


30,31 


119 


9 


14.71 


-1 


5876 


644342 


27,29 


6 


0 


8.09 


-1 


5897 


644342 


27,29 


6 


0 


8.09 


-1 


5898 


419479 


23,24 


2 


11 


-1 


5.44 


5906 


451508 


30,31 


7 


0 


7.79 


-1 


5924 


218416 


16,17 


0 


6 


-1 


5.91 


5933 


463824 


15,16 


6 


0 


6.34 


-1 


5933 


463824 


15,17 


6 


0 


6.44 


-1 


5933 


463824 


27,28 


0 


8 


-1 


7.39 


5933 


463824 


28,29 


8 


0 


9.97 


-1 


5934 


389377 


27,28 


7 


0 


7.58 


-1 


5934 


389377 


30,31 


10 


1 


11.12 


-1 


5943 


18786 


15,17 


6 


0 


6.44 


-1 



664 




SEQ ID NO 


CLUSTER 


PAIR 
AB 


CLONES A 


CLONES B 


RATIO 
PLUS 


RATIO 
MINUS 


5943 


18786 


30,31 


6 


0 


6.67 




5944 


447494 


15,16 


26 


8 


3.44 


.j 


5966 


1454 


03,04 


38 


14 


2.65 




5966 


1454 


12,13 


37 


15 


2.55 


_! 


5966 


1454 


13,14 


15 


35 


-1 


2.3 


5966 


1454 


25,26 


12 


3 


3.86 




5966 


1454 


30,31 


7 


22 


-1 


2.83 


5969 


15296 


27,28 


6 


0 


6.5 




5979 


446673 


16,17 


8 


1 


8.12 




5991 


446341 


28,29 


6 


0 


7.48 




6002 


379335 


15,16 


11 


0 


11.63 


_l 


6002 


379335 


15,17 


11 


0 


11.81 


_1 


6003 


228873 


27,29 


20 


0 


26.98 




6003 


228873 


28,29 


14 


0 


17.44 




6004 


446663 


15,17 


14 


32 


-1 


2.13 


6004 


446663 


16,17 


6 


32 


-1 


5.25 


6004 


446663 


18,20 


1 


8 


-1 


9.36 


6004 


446663 


19,20 


0 


8 


-1 


10.7 
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Comment 


invasive 
adenocarcinom 
a, moderately 
differentiated; 
focal perineural 

miroci/Mi <c coon 

invasion is seen 


Hyperplastic 
polyp in 
appendix. 


Perineural 
invasion; donut 
anastomosis 
Neg. One 
tubulovillous 

CUIVA LU-UUlal 

adenoma with 
no high grade 
dysplasia. 


patient history 
of metastatic 
melanoma 




Dist 
Met 

Grade 


MX 


MO 


MO 


MO 


MO 


Dist Met 
&Loc 


Neg 


Neg 


Neg 


Neg 


Neg 


Reg 
Lymph 
Grade 


Z 


NO ! 


NO 


NO 


Z 


Lymph 
Met 
Incid 


oo 


0/12 ! 


0/34 


0/19 


to 


Lymph 
Met 


Pos 


Neg 


Neg 


Neg 


Pos 


Local Invasion 


Extending into 
subserosal adipose 
tissue 


Invasion through 
muscularis 
propria, subserosal 
involvement; 
ileocec. valve 
involvement 


Invasion of 
muscularis propria 
into serosa, 
involving 
submucosa of 
urinary bladder 


Invasion through 
the muscularis 
propria into 
suserosal adipose 
tissue. Ileocecal 
junction. 


Invasion of 
muscularis propria 
into percolonic fat 


Histo 
Grade 




a 


ZO 


G2 


rs 
O 


Grade 


T3 


T3 


T4 


T3 


T3 


Size 


o 


o 

On 






p 

to* 


Anatom 
Loc 


Ascending 
colon 


Cecum 


Sigmoid 


Cecum 


Transverse 
colon 


Grp 


III 








III 


"§ s 


I— H 


r- 


o 


Tf 


r- 

i— < 


PtID 


to 


IT) 


i— J 


*o 

<N 


oo 



I 



666 



Comment 




Small separate 
tubular 
adenoma (0.4 
cm) 


Perineural 

invasion 

identified 

adjacent to 

metastatic 

adenocarcinom 

a. 


Separate 
tubolovillous 
and tubular 
adenomas 


Dist 
Met 

r> i _ 

Grade 


Ml 


MO 


Ml 


MO 


Dist Met 
& Loc 


Neg 


Neg 


Pos- 
Liver 


Neg 


Reg 
Lymph 
Grade ; 


N2 


NO 


N2 


2 


Lymph 
Met 
Incid 


10/24 


Os 

o 


7/21 


2/13 


Lymph 
Met 


Pos 


Neg 


Pos 


Pos 


Local Invasion 


through wall and 
into surrounding 
adipose tissue 


Invasion through 
muscularis propria 
into non- 
peritonealized 
pericolic tissue; 
gross 

wiuigui auuii is 

annular. 


Invasion of 
muscularis propria 
into pericolonic 
adipose tissue, but 
not through serosa. 
Arising from 
tubular adenoma. 


Invasion through 
mucsularis propria 
into 

subserosa/pericolic 
adipose, no serosal 
involvement. 

configuration 
annular. 


Histo 
Grade 




G2 


G2 


30 


Grade 


T3 


T3 


T3 


T3 


.8 




o 


*°. 


OO 

m 


Anatom 
Loc 


Splenic 
flexure 


Rectum 


Cecum 


Hepatic 
flexure 


Grp 




>— « 






f a 

Oh ~ 


as 


fN 


o 

SO 




PtID 


o 

CO 

f—4 


ro 
ro 


2 


SO 
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•a u 
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80S 
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J3 
13 



1 
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11 
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a S « 

►5 Q.O 



S-8 
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2^ 



a 



O 



a 



O 



1 



p 



m 
H 



H 



N 



to* 



On 



vo* 



S 



op 



E 

1 



§ s 

^3 



§ 



£ 8 



v© 
H 



00 



00 



vo 



00 



VO 
CM 



8 



00 



00 
VO 
<N 



On 



OO 
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# 



Comment 


Tubulovillous 
adenoma (2.0 
cm) with no 
high grade 
dysplasia. Neg. 
liver hionsv 


1 hyperplastic 
polyp identified 






Two mucosal 
polyps 


Tumor arising 
at prior 
ileocolic 
surgical 
anastomosis. 


Dist 
Met 
trrade 


MO 


MO 


MX 


MO 


MO 




Dist Met 
& Loc 


Neg 


Neg 


Neg 


Neg 


GO 


Pos- 
Liver 


Reg 
Lymph 
Grade 


Nl 


NO 


NO 


NO 




S 


Lymph 
Met 
Incid 


2/12 


o 


o 


O 




NO 


Lymph 
Met 


Pos 


Neg 


Neg 


Neg 


Pos 


Pos 


Local Invasion 


Invasion through 
muscularis propria 
and invades 
pericolic adipose 
tissue. Ileocecal 
junction. 


Extends into 
perirectal fat but 
does not reach 
serosa 


Invasion through 
muscularis propria 
to involve 
pericolonic fat. 
Arising from 
villous adenoma. 


Through colon 
wall into 

subserosal adipose 
tissue. No serosal 
spread seen. 


Invasion thru 
muscularis propria 
to pericolonic tat 


Invasion through 
muscularis propria 
into subserosal 
adipose tissue, not 
serosa. 


Histo 
Grade 


ZO 


G2 


G2 


G2 


G2 


G2 


Grade 


T3 


T3 


T3 


CO 

H 


T3 


CO 

H 


Size 




NO 


e ^ P 

° .3 "« 


*n 


CO 


CN 


Anatom 
Loc 


Cecum 


Rectosigm 
oid 


Ascending 
colon 


Sigmoid 


Ascending 
colon 


Ascending 
colon 


Grp 


s 






>— i 


III 


> 


3 e 


CO 


OO 

</~> 

CO 


o 

NO 
CO 


»o 

C^ 

CO 






PtID 


NO 
ON 
CN 


ON 
CO 
CO 


CO 


NO 

»o 

CO 


O 
NO 
CO 


ON 
CO 



SO 

3 
H 



669 



m 



Comment 




rediagnosis of 
oophorectomy 
path to 
metastatic 
colon cancer. 


Anatomical 
location of 
primary not 
notated in 
report. 

chronic colitis. 


No mention of 
distant met in 
report 


Dist 
Met 
Grade 


MO 


Ml 


Ml 


MO 


Dist Met 
& Loc 


Neg 


Pos- 
Liver 


Pos- 
Liver 


Neg 


Reg 
Lymph 
Grade 


NO 


NO 


Z 


N2 


Lymph 
Met 
Incid 


0/21 


o 


2/17 


\o 
Co 


Lymph 
Met 


Neg 


Neg 


Pos 


Pos 


Local Invasion 


Cecum, invades 
through 

muscularis propria 
to involve 
subserosal adipose 
tissue but not 


Invasive through 
muscularis to 
involve periserosal 
fat; abutting 
ileocecal junction. 


Invasion through 
muscularis propria 
involving pericolic 
adipose, serosal 
surface uninvolved 


penetrates 
muscularis 
propria, involves 
pericolonic fat. 


Histo 
Grade 


G2 


ZO 


30 


G2 


Grade 


P 


T3 


m 
H 


T3 


Size 

L ,, 


O 

so 


oo 


*o 


m 


Anatom 
Loc 


Cecum 


Cecum 




Sigmoid 


Grp 






£ 


> 

M 






v© 
-3- 


m 
oo 
en 


»n 

ON 

CO 


PtID 


m 

ON 

m 


5 


»o 
o 
io 





H 
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v© 
3 



Comment 


Omentum with 
fibrosis and fat 
necrosis. Small 
bowel with 
acute and 
chronic 
serositis, focal 
abscess and 
adhesions. 




Appendix 
dilated and 
fibrotic, but not 
involved by 
tumor 


Dist 
Met 

vJlaUw 


o 






Dist Met 
& Loc 


60 


Pos- 
Liver 


M 


Reg 
Lymph 
Grade 


o 
Z 


fN 

z 


O 

Z 


Lymph 
Met 
Incid 


CO 


CM 

SO 


oo 
o 


Lymph 
Met 


CP 

z 


CO 

O 


bO 

z 


Local Invasion 


Invasion through 
the muscularis 
propria involving 
pericolic fat. 
Serosa free of 
tumor. 


Invasion through 
muscularis propria 
extensively 
through 

submucosal and 
extending to 
serosa. 


Invasion through 
the bowel wall, 
into suberosal 
adipose. Serosal 
surface free of 
tumor. 


Histo 
Grade 


o 


a 


o 


Grade 


CO 

H 


m 
H 


CO 

H 










Anatom 
Loc 


Ascending 
colon 


Ascending 
colon 


Cecum 




h-H 






t a 

a, ~ 


m 
*o 
to 


»o 


VO 

0\ 


PtID 


m 
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• 



vo 



1 Comment 


moderately 
differentiated 
adenocarcinom 
a with 
mucinous 
di ferentiati on 
(% not stated), 
tubular 
adenoma and 
hyperplstic 
polyps present, 


invasive poorly 
differentiated 
adenosquamous 
carcinoma 


moderately 

differentiated 

invasive 

adenocarcinom 

a 


Peritumoral 
lymphocytic 
response; 5 LN 
examined in 
pericolic fat, no 

observed. 


Three fiingating 

lesions 

examined. 


Dist 
Met 

VJloUC 






S 




S 


Dist Met 
&Loc 


oo 


Pos- 
Liver 


Pos- 
Liver 


00 


Pos- 
Liver 


Reg 
Lymph 
Grade 


o 
Z 


Z 


o 

z 


o 
Z 


z 


Lymph 
Met 
Incid 


CN 

o 


5/17 


0/12 




5/10 


Lymph 
Met 


<u 
Z 


CO 

O 


GO 
Z 


00 
CD 

z 


8 

Oh 


Local Invasion 


extending through 
bowel wall into 
serosal fat 


through 

muscularis propria 
into pericolic soft 
tissues 


through 

muscularis propria 
into pericolic fat, 
but not at serosal 
surface 


Invasion of 
muscularis propria 
into soft tissue 


Extending through 
muscularis propria 
into pericolonic fat 


Histo 
Grade 


rs 

O 


o 


O 


G2-G3 


G2-G3 


Grade 


m 
H 


H 


CO 

H 


m 
H 


ro 
H 


N 
C/3 


o 


v> 


OS 


v> 


o 


Anatom 
Loc 


Cecum 


Ascending 
colon 


Descendin 
g colon 


Rectosigm 
oid 


Cecum 


O 






& 






H Q 




m 
o 

00 


o 
oo 


VO 

o 

00 


oo 
o 
oo 


PtID 


IT) 

ON 

VO 


oo 


vo 
oo 
r- 


oo 


On 
00 
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* 



s 

H 



Comment 




poorly 

differentiated 

invasive 

colonic 

adenocarcinom 


well to 
moderately 
differentiated 
adenocarcinom 
as; this patient 

litl J lUlllvIO U-L 

the ascending 
colon and the 
sigmoid colon 


moderately 

differentiated 

adenocarcinom 

la 




Perineural 

invasion 

present. 


Dist 
Met 
Grade 


s 


Ss 




S 




3 


Dist Met 
&Loc 


Pos- 
Liver 


Pos- 
Liver 


Pos- 
Liver 


Pos- 
Liver 


Pos- 
Liver 


Pos- 
Liver 


Reg 
Lymph 
Grade 






o 
Z 


z 


IN 

Z 


Z 


! Lymph 
Met 
Incid 


m 

r-H 

CO 


13/25 


rn 




11/15 

i 


f— < 

^ 


Lymph 
Met 


co 
O 

On 


CO 

O 


CO 

O 

a. 


CO 

O 


CO 

O 
PU 


CO 

O 
Ph 


Local Invasion 


Invading through 
muscularis propria 
into perirectal fat 


j Through the 
muscularis propria 
into pericolic fat 


Into muscularis 
propria 


Through 

muscularis propria 
int subserosal 
tissue 


Through 

muscularis propria 
into subserosa. 


Invasion through 
muscularis propria 
into perirectal soft 
tissue 


Histo 
Grade 


G1-G2 


o 


3 


O 


<n 
O 


a 


Grade 


H 


CO 

H 


<N 

H 


CO 

H 


CO 

H 


CO 

H 




oo 


oo 


o 


oo 




<N 


Anatom 
Loc 


Rectum 


Ascending 
colon 


Ascending 
colon 


Cecum 


Ascending 
colon 


Rectum 


& 
O 
















ON 

o 
oo 


o 
oo 


oo 
o 

ON 


On 
O 
On 


o 

On 


ON 


PtID 


o 
on 


On 


oo 
oo 
oo 


On 
OO 
OO 


O 

ON 
OO 


ON 
OO 
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Comment 


Perineural 
invasion 
present, 
extensive. 
Patient with a 

cancer. 


Perineural 
invasion focally 
present. 
Omentum 
mass, but 

rf*<iprtinn with 

no tumor 
identified. 


Primary 
adenocarcinom 
a arising from 
tubulovillous 
adenoma. 


Dist 
Met 
Grade 




i 




Dist Met 
& Loc 


Pos- 
Liver, 

left and 
right 
lobe, 

omentu 
m 


Pos- 
Liver 


Pos- 
Liver 


Jll 

"So 


Z 


Z 




Lymph 
Met 
Incid 


oo 


14/17 




Lymph 
Met 


CO 

O 
Oh 


CO 

O 


CO 

O 


Local Invasion 


Invasion into 
pericolic sort 
tissue. Tumor 
focally invading 
skeletal muscle 
attached to colon. 


Through 

muscularis propria 
into pericolic fat 


Invasion through 
colon wall and 
focally involving 
subserosal tissue. 


Histo 
Grade 


O 


G2-G3 


O 


Grade 


m 
H 


CO 

H 


m 
H 


a 


o 


o 


o 


Anatom 
Loc 


Sigmoid 


Transverse 
colon 


Sigmoid 


& 
O 








to 


On 


m 

r— 1 
ON 


1009 


PtID 


CM 
On 
OO 


co 

ON 
OO 


ON 
OO 
ON 
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Table 8 



SEQ ID NO 


SpotID 


T/N Colon >2x 


T/N Colon <halfx 


T/N Colon Num Ratios 


6 


43971 


0.0 


75.0 


8.0 


31 


40453 


0.0 


42.9 


7.0 


40 


40457 


0.0 


71.4 


7.0 


44 


46308 


0.0 


50.0 


8.0 


50 


45610 


0.0 


62.5 


8.0 


70 


42816 


0.0 


50.0 


8.0 


72 


44673 


0.0 


50.0 


8.0 


74 


42422 


0.0 


37.5 


8.0 


77 


43983 


0.0 


37.5 


8.0 


81 


44679 


0.0 


50.0 


8.0 


84 


42418 


0.0 


37.5 


8.0 


133 


39755 


0.0 


42.9 


7.0 


139 


44916 


0.0 


50.0 


8.0 


147 


45618 


0.0 


37.5 


8.0 


149 


44926 


0.0 


50.0 


8.0 


152 


44216 


0.0 


37.5 


8.0 


153 


38367 


0.0 


42.9 


7.0 


158 


38357 


0.0 


57.1 


7.0 


161 


41869 


0.0 


42.9 


7.0 


162 


43508 


0.0 


37.5 


8.0 


164 


38365 


0.0 


57.1 


7.0 


166 


39069 


0.0 


42.9 


7.0 


171 


39061 


0.0 


57.1 


7.0 


180 


39767 


0.0 


42.9 


7.0 


184 


43881 


0.0 


37.5 


8.0 


186 


43873 


0.0 


37.5 


8.0 


195 


39769 


0.0 


57.1 


7.0 


196 


39775 


0.0 


57.1 


7.0 


197 


46330 


0.0 


37.5 


8.0 


198 


42471 


0.0 


37.5 


8.0 


200 


41173 


0.0 


42.9 


7.0 


202 


42479 


0.0 


50.0 


8.0 


216 


39621 


0.0 


42.9 


7.0 


217 


46007 


0.0 


50.0 


8.0 


218 


46015 


0.0 


62.5 


8.0 


225 


45301 


A A 

0.0 


37.5 


O A 

5.0 


IDS 




u.u 


j l . D 


o.U 


250 


41033 


0.0 


57.1 


7.0 


260 


41035 


0.0 


57.1 


7.0 


268 


41027 


0.0 


42.9 


7.0 


274 


41737 


0.0 


42.9 


7.0 


301 


39647 


0.0 


42.9 


7.0 


307 


38943 


0.0 


42.9 


7.0 
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Tabl 


e8 


SEQ ID NO 


SpotID 


T/N Colon >2x 


T/N Colon <halfx 


T/N Colon Num Ratios 


309 


38939 


0.0 


42.9 


7.0 


315 


44939 


0.0 


37.5 


8.0 


324 


42827 


0.0 


37.5 


8.0 


326 


38231 


0.0 


42.9 


7.0 


334 


42819 


0.0 


37.5 


8.0 


352 


43521 


0.0 


62.5 


8.0 


358 


45633 


0.0 


50.0 


8.0 


364 


44931 


0.0 


50.0 


8.0 


365 


45635 


0.0 


50.0 


8.0 


366 


46345 


0.0 


37.5 


8.0 


390 


44947 


0.0 


50.0 


8.0 


391 


44247 


0.0 


50.0 


8.0 


403 


43501 


0.0 


37.5 


8.0 


406 


43489 


0.0 


50.0 


8.0 


407 


44951 


0.0 


37.5 


8.0 


413 


41755 


0.0 


42.9 


7.0 


420 


43541 


0.0 


37.5 


8.0 


424 


44953 


0.0 


50.0 


8.0 


426 


46365 


0.0 


62.5 


8.0 


432 


44909 


0.0 


50.0 


8.0 


435 


38210 


0.0 


42.9 


7.0 


443 


38928 


0.0 


42.9 


7.0 


444 


44911 


0.0 


50.0 


8.0 


446 


46361 


0.0 


50.0 


8.0 


450 


39632 


0.0 


42.9 


7.0 


452 


39620 


0.0 


42.9 


7.0 


455 


46363 


0.0 


62.5 


8.0 


458 


41736 


0.0 


57.1 


7.0 


464 


38944 


0.0 


42.9 


7.0 


467 


45605 


0.0 


62.5 


8.0 


468 


45609 


0.0 


100.0 


8.0 


471 


38228 


0.0 


57.1 


7.0 


472 


41740 


0.0 


42.9 


7.0 


476 


41032 


0.0 


42.9 


7.0 


480 


39638 


0.0 


57.1 


7.0 


482 


41760 


0.0 


42.9 


7.0 


490 


41754 


0.0 


71.4 


7.0 


496 


39980 


0.0 


57.1 


7.0 


497 


46315 


0.0 


37.5 


8.0 


507 


40674 


0.0 


42.9 


7.0 


509 


38566 


0.0 


57.1 


7.0 


519 


38590 


0.0 


42.9 


7.0 


539 


42813 


0.0 


37.5 


8.0 
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Tabl 


e8 


SEQ ID NO 


SpotID 


T/N Colon >2x 


T/N Colon <halfx 


T/N Colon Num Ratios 


554 


43515 


0.0 


50.0 


8.0 


558 


41400 


0.0 


42.9 


7.0 


560 


40702 


0.0 


42.9 


7.0 


563 


40000 


0.0 


42.9 


7.0 


573 


38185 


0.0 


42.9 


7.0 


582 


39587 


0.0 


42.9 


7.0 


587 


44925 


0.0 


50.0 


8.0 


592 


39597 


0.0 


57.1 


7.0 


593 


39593 


0.0 


42.9 


7.0 


603 


38893 


0.0 


42.9 


7.0 


606 


42842 


0.0 


62.5 


8.0 


607 


43540 


0.0 


50.0 


8.0 


611 


42840 


0.0 


50.0 


8.0 


614 


43548 


0.0 


37.5 


8.0 


617 


43538 


0.0 


50.0 


8.0 


618 


46340 


0.0 


37.5 


8.0 


644 


39586 


0.0 


42.9 


7.0 


651 


45656 


0.0 


37.5 


8.0 


654 


44254 


0.0 


50.0 


8.0 


655 


45652 


0.0 


37.5 


8.0 


666 


46285 


0.0 


37.5 


8.0 


667 


40290 


0.0 


42.9 


7.0 


668 


40304 


0.0 


42.9 


7.0 


680 


39592 


0.0 


42.9 


7.0 


682 


44950 


0.0 


37.5 


8.0 


691 


45571 


0.0 


37.5 


8.0 


702 


45654 


0.0 


37.5 


8.0 


703 


45660 


0.0 


37.5 


8.0 


705 


40292 


0.0 


42.9 


7.0 


711 


40294 


0.0 


42.9 


7.0 


722 


46364 


0.0 


37.5 


8,0 


724 


38892 


0.0 


42.9 


7.0 


733 


40998 


0.0 


57.1 


7.0 


736 


40996 


0.0 


57.1 


7.0 


738 


41712 


0.0 


42.9 


7.0 


757 


38196 


0.0 


42.9 


7.0 


773 


A A OO 1 

4455 1 


u.u 


in < 

5 f .j 


o.U 


776 


39610 


0.0 


42.9 


7.0 


790 


41016 


0.0 


42.9 


7.0 


793 


39942 


0.0 


42.9 


7.0 


795 


41718 


0.0 


42.9 


7.0 


798 


39938 


0.0 


42.9 


7.0 


801 


46289 


0.0 


37.5 


8.0 
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Table 8 



SEQ ID NO 


SpotID 


T/N Colon >2x 


T/N Colon <halfx 


T/N Colon Num Ratios 


804 


41024 


0.0 


42.9 


7.0 


807 


38536 


0.0 


71.4 


7.0 


810 


39948 


0.0 


42.9 


7.0 


816 


39236 


0.0 


A 

71.4 


7.0 


818 


38540 


0.0 


42.9 


7.0 


820 


41720 


0.0 


42.9 


7.0 


821 


41728 


0.0 


42.9 


7.0 


831 


46293 


0.0 


37.5 


8.0 


843 


41358 


0.0 


71.4 


7.0 


846 


39954 


0.0 


57.1 


7.0 


850 


41360 


0.0 


42.9 


7.0 


864 


38550 


0.0 


42.9 


7.0 


866 


38409 


0.0 


31.7 


41.0 


868 


40652 


0.0 


42.9 


7.0 


881 


42070 


0.0 


57.1 


7.0 


883 


42072 


0.0 


57.1 


7.0 


884 


42074 


0.0 


42.9 


7.0 


886 


40658 


0.0 


42.9 


7.0 


889 


41372 


0.0 


42.9 


7.0 


895 


40670 


0.0 


42.9 


7.0 


905 


38147 


0.0 


42.9 


7.0 


915 


39563 


0.0 . 


42.9 


7.0 


916 


38863 


0.0 


42.9 


7.0 


918 


38859 


0.0 


42.9 


7.0 


937 


40346 


0.0 


42.9 


7.0 


941 


41046 


0.0 


42.9 


7.0 


945 


45605 


0.0 


62.5 


8.0 


946 


40326 


0.0 


71.4 


7.0 


948 


40328 


0.0 


42.9 


7.0 


950 


41032 


0.0 


42.9 


7.0 


955 


40342 


0.0 


42.9 


7.0 


960 


41742 


0.0 


42.9 


7.0 


962 


41056 


0.0 


42.9 


7.0 


972 


43215 


0.0 


50.0 


8.0 


974 


43203 


u.u 


11 ^ 


o.O 


OTP 

975 


A*\ A C\*l 


o.u 


in 


o.O 


QQ 1 




n n 

u.u 


OZ. J 


o.U 


984 


43209 


0.0 


50.0 


8.0 


985 


38431 


0.0 


57.1 


7.0 


986 


24379 


0.0 


36.6 


41.0 


989 


43909 


0.0 


100.0 


8.0 


991 


41667 


0.0 


42.9 


7.0 


992 


40985 


0.0 


42.9 


7.0 
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Table 8 



SEQ ID NO 


SpotID 


T/N Colon >2x 


T/N Colon <halfx 


T/N Colon Num Ratios 


996 


38873 


0.0 


42.9 


7.0 


998 


38875 


0.0 


42.9 


7.0 


999 


40977 


0.0 


42.9 


7.0 


1001 


38169 


0.0 


42.9 


7.0 


1005 


40987 


0.0 


42.9 


7.0 


1006 


40261 


0.0 


42.9 


7.0 


1010 


39809 


0.0 


42.9 


7.0 


1015 


40973 


0.0 


42.9 


7.0 


1016 


39579 


0.0 


42.9 


7.0 


1018 


40965 


0.0 


42.9 


7.0 


1024 


40263 


0.0 


42.9 


7.0 


1026 


39811 


0.0 


57.1 


7.0 


1028 


40513 


0.0 


57.1 


7.0 


1031 


39821 


0.0 


42.9 


7.0 


1032 


38871 


0.0 


42.9 


7.0 


1038 


38175 


0.0 


42.9 


7.0 


1053 


40267 


0.0 


42.9 


7.0 


1054 


40273 


0.0 


42.9 


7.0 


1057 


40525 


0.0 


42.9 


7.0 


1064 


41685 


0.0 


42.9 


7.0 


1066 


40991 


0.0 


42.9 


7.0 


1067 


41217 


0.0 


71.4 


7.0 


1072 


39907 


0.0 


57.1 


7.0 


1076 


41221 


0.0 


42.9 


7.0 


1085 


42027 


0.0 


42.9 


7.0 


1106 


41227 


0.0 


42.9 


7.0 


1112 


41923 


0.0 


71.4 


7.0 


1114 


41223 


0.0 


42.9 


7.0 


1124 


38503 


0.0 


42.9 


7.0 


1130 


41933 


0.0 


42.9 


7.0 


1132 


40623 


0.0 


42.9 


7.0 


1135 


38527 


0.0 


42.9 


7.0 


1138 


39905 


0.0 


42.9 


7.0 


1141 


40613 


0.0 


42.9 


7.0 


1142 


40615 


0.0 


42.9 


7.0 


1146 


39925 


0.0 


42.9 


7.0 


1 1 AH 

1 147 


41333 


ft (\ 






1152 


40627 


0.0 


42.9 


7.0 


1153 


41339 


0.0 


42.9 


7.0 


1157 


39933 


0.0 


42.9 


7.0 


1159 


40629 


0.0 


42.9 


7.0 


1166 


42045 


0.0 


42.9 


7.0 


1167 


39921 


0.0 


42.9 


7.0 
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Table 8 



SEQ ID NO 


SpotID 


T/N Colon >2x 


T/N Colon <halfx 


T/N Colon Num Ratios 


1170 


40637 


0.0 


HT 1 jI 

71.4 


T A 

7.0 


1181 


42035 


o.o 


42.9 


T A 

7.0 


1186 


43931 


A r\ 

0.0 


37.5 


8.0 


1189 


46029 


A r\ 

0.0 


37.5 


8.0 


1193 


42523 


A f\ 

0.0 


37.5 


O A 

8.0 


1199 


^ ao i r\ 

39829 


A r\ 

0.0 


42.9 


*7 A 

7.0 


1203 


43923 


A A 

0.0 


62.5 


O A 

8.0 


1206 


43229 


A rv 

0.0 


C A A 

50.0 


O A 

8.0 


1208 


44629 


A A 

0.0 


37.5 


O A 

8.0 


1220 


43219 


A A 

0.0 


C A A 

50.0 


O A 

5.0 


1222 


39835 


A A 

0.0 


1 AA A 

100.0 


"7 A 

7.0 


1231 


40529 


a rv 

0.0 


1 A A A 

100.0 


T A 

7.0 


1234 


43921 


0.0 


37.5 


O A 

8.0 


1238 


45319 


a rv 

0.0 


C A A 

50.0 


O A 

8.0 


1241 


45313 


a rv 

0.0 


37.5 


O A 

8.0 


1245 


44627 


0.0 


37.5 


8.0 


1246 


44631 


0.0 


37.5 


8.0 


1250 


40531 


A A 

0.0 


42.9 


7.0 


1255 


46035 


0.0 


62.5 


8.0 


1270 


41233 


A a 

0.0 


85.7 


"T A 

7.0 


1274 


40537 


A A 

0.0 


^ 1 A 

42.9 


*T A 

7.0 


1280 


44637 


A A 

0.0 


37.5 


O A 

8.0 


1281 


45335 


0.0 


37.5 


O A 

8.0 


1290 


40535 


0.0 


57.1 


7.0 


1292 


41241 


A A 

0.0 


42.9 


T A 

7.0 


1293 


41943 


0.0 


42.9 


T A 

7.0 


1311 


41947 


A A 

0.0 


A O A 

42.9 


*T A 

7.0 


1382 


38765 


A A 

0.0 


57.1 


a 

7.0 


1392 


39467 


f\ A 

0.0 


57.1 


*T A 

7.0 


1398 


42861 


A A 

0.0 


62.5 


O A 

8.0 


1399 


43559 


A A 

0.0 


37.5 


O A 

8.0 


1401 


38146 


A A 

0.0 


37.5 


O A 

o.O 


1402 


43553 


A A 


D i.D 


Q A 
O.O 


1 A AO 

1408 


A 1 e e c 

43555 


A A 


A ^ A 


n a 

7.0 


1412 


39463 


A A 

0.0 


/ 1.4 


*7 A 

/.0 


1413 


4j557 


A A 


4z.y 


n a 


141 ^ 
14 1 D 


401 7^ 
*fU I/O 


W.v/ 


4.7 Q 


7 0 


1418 


40167 


0.0 


42.9 


7.0 


1422 


40260 


0.0 


37.5 


8.0 


1429 


44965 


0.0 


37.5 


8.0 


1430 


44969 


0.0 


42.9 


7.0 


1432 


44967 


0.0 


42.9 


7.0 


1442 


40165 


0.0 


42.9 


7.0 
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Table 8 



SEQ ID NO 


SpotID 


T/N Colon >2x 


T/N Colon <halfx 


T/N Colon Num Ratios 


1446 


44265 


0.0 


42.9 


7.0 


1448 


38162 


0.0 


37.5 


8.0 


1450 


41678 


0.0 


37.5 


8.0 


1452 


40974 


0.0 


37.5 


8.0 


1454 


41674 


0.0 


37.5 


8.0 


1458 


46379 


0.0 


37.5 


8.0 


1463 


41670 


0.0 


37.5 


8.0 


1467 


42871 


0.0 


50.0 


8.0 


1472 


38172 


0.0 


37.5 


8.0 


1474 


44273 


0.0 


50.0 


8.0 


1475 


44277 


0.0 


50.0 


8.0 


1476 


43569 


0.0 


37.5 


8.0 


1483 


38872 


0.0 


50.0 


8.0 


1486 


43577 


0.0 


50.0 


8.0 


1492 


39576 


0.0 


57.1 


7.0 


1493 


44977 


0.0 


50.0 


8.0 


1501 


39580 


0.0 


62.5 


8.0 


1502 


45689 


0.0 


37.5 


8.0 


1503 


44985 


0.0 


50.0 


8.0 


1504 


45681 


0.0 


75.0 


8.0 


1507 


39578 


0.0 


57.1 


7.0 


1508 


40984 


0.0 


50.0 


8.0 


1510 


39584 


0.0 


42.9 


7.0 


1512 


40990 


0.0 


37.5 


8.0 


1514 


46391 


0.0 


37.5 


8.0 


1516 


41682 


0.0 


42.9 


7.0 


1526 


38769 


0.0 


42.9 


7.0 


1530 


44612 


0.0 


37.5 


8.0 


1532 


44622 


0.0 


37.5 


8.0 


1548 


39473 


0.0 


57.1 


7.0 


1550 


42281 


0.0 


42.9 


7.0 


1553 


45320 


0.0 


37.5 


8.0 


1554 


39479 


0.0 


42.9 


7.0 


1560 


42287 


0.0 


42.9 


7.0 


1561 


45314 


0.0 


37.5 


8.0 


1562 


45326 


0.0 


37.5 


8.0 


1567 


42213 


0.0 


42.9 


7.0 


1568 


43210 


0.0 


37.5 


8.0 


1573 


43910 


0.0 


37.5 


8.0 


1575 


42279 


0.0 


42.9 


7.0 


1584 


46034 


0.0 


37.5 


8.0 


1585 


43934 


0.0 


50.0 


8.0 


1586 


43936 


0.0 


50.0 


8.0 
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Table 8 



SEQ ID NO 


SpotID 


T/N Colon >2x 


T/N Colon <halfx 


T/N Colon Num Ratios 


1587 


44632 


0.0 


50.0 


8.0 


1588 


43222 


0.0 


50.0 


8.0 


1589 


40187 


0.0 


42.9 


7.0 


1590 


44626 


0.0 


50.0 


8.0 


1597 


44640 


0.0 


50.0 


8.0 


1599 


43232 


0.0 


37.5 


8.0 


1601 


43930 


0.0 


37.5 


8.0 


1603 


44628 


0.0 


37.5 


8.0 


1609 


44638 


0.0 


37.5 


8.0 


1610 


45332 


0.0 


50.0 


O f\ 

8.0 


1611 


46042 


f\ A 

0.0 


37.5 


o /\ 

8.0 


1613 


43228 


0.0 


37.5 


8.0 


1615 


43932 


0.0 


37.5 


8.0 


1619 


40183 


0.0 


57.1 


7.0 


1623 


44260 


0.0 


37.5 


8.0 


1628 


43562 


0.0 


62.5 


8.0 


1632 


43564 


0.0 


37.5 


8.0 


1634 


45666 


0.0 


50.0 


8.0 


1636 


44968 


0.0 


37.5 


8.0 


1638 


42852 


0.0 


37.5 


8.0 


1642 


44974 


0.0 


50.0 


8.0 


1645 


41587 


0.0 


42.9 


7.0 


1646 


44266 


0.0 


37.5 


8.0 


1647 


44268 


0.0 


37.5 


8.0 


1648 


44962 


0.0 


37.5 


8.0 


1653 


44972 


0.0 


37.5 


O A 

8.0 


1654 


45668 


0.0 


50.0 


O f\ 

8.0 


1662 


41593 


0.0 


42.9 


n a 

7.0 


1664 


45676 


0.0 


50.0 


O A 

8.0 


1667 


42866 


0.0 


62.5 


O A 

8.0 


1669 


44274 


0.0 


37.5 


8.0 


1673 


42874 


a a 

o.u 


^A A 


Q A 
O.U 


1675 


42876 


A A 

0.0 


37.5 


Q A 
O.U 


1679 


42289 


f\ A 

0.0 


57. 1 


T A 

7.U 


1681 


42880 


A A 

0.0 


37.5 


Q A 
O.U 


1682 


A 1 £ OA 

43580 


A A 

0.0 


^A A 

5U.U 


Q A 
O.U 


lOoO 




0 0 


^7 5 


8 0 

O .V/ 


1689 


45682 


0.0 


37.5 


8.0 


1698 


46396 


0.0 


50.0 


8.0 


1703 


38406 


0.0 


57.1 


7.0 


1705 


44282 


0.0 


37.5 


8.0 


1706 


46400 


0.0 


37.5 


8.0 


1717 


46388 


0.0 


37.5 


8.0 
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SEQ ID NO 


SpotID 


T/N Colon >2x 


T/N Colon <halfx 


T/N Colon Num Ratios 


1722 


38416 


0.0 


42.9 


7.0 


1727 


42301 


0.0 


42.9 


7.0 


1728 


44978 


0.0 


37.5 


8.0 


1729 


42543 


0.0 


37.5 


8.0 


1732 


42535 


0.0 


37.5 


8.0 


1733 


45684 


0.0 


50.0 


8.0 


1737 


44990 


0.0 


50.0 


8.0 


1738 


45686 


0.0 


62.5 


8.0 


1739 


46390 


0.0 


37.5 


8.0 


1740 


42531 


0.0 


50.0 


8.0 


1746 


43243 


0.0 


37.5 


8.0 


1747 


43947 


0.0 


50.0 


8.0 


1749 


46055 


0.0 


50.0 


8.0 


1753 


44651 


0.0 


37.5 


8.0 


1756 


45347 


0.0 


37.5 


8.0 


1757 


42547 


0.0 


37.5 


8.0 


1758 


39816 


0.0 


42.9 


7.0 


1760 


44643 


0.0 


50.0 


8.0 


1763 


42555 


0.0 


37.5 


8.0 


1764 


39114 


0.0 


57.1 


7.0 


1770 


43945 


0.0 


37.5 


8.0 


1771 


44647 


0.0 


37.5 


8.0 


1776 


45359 


0.0 


37.5 


8.0 


1777 


42551 


0.0 


50.0 


8.0 


1781 


46049 


0.0 


37.5 


8.0 


1785 


42545 


0.0 


37.5 


8.0 


1787 


43261 


0.0 


37.5 


8.0 


1788 


44657 


0.0 


50.0 


8.0 


1793 


43249 


0.0 


37.5 


8.0 


1794 


43255 


0.0 


37.5 


8.0 


1796 


43959 


0.0 


50.0 


8.0 


1797 


40524 


0.0 


42.9 


7.0 


1801 


40526 


0.0 


42.9 


7.0 


1808 


43961 


0.0 


50.0 


8.0 


1814 


44661 


0.0 


50.0 


8.0 


1816 


40520 


0.0 


42.9 


7.0 


1819 


46075 


u.u 


DKJ.y) 


8.0 


1821 


46079 


0.0 


50.0 


8.0 


1822 


45375 


0.0 


37.5 


8.0 


1823 


41222 


0.0 


42.9 


7.0 


1826 


45367 


0.0 


37.5 


8.0 


1827 


46067 


0.0 


37.5 


80 


1831 


41224 


0.0 


42.9 


7.0 
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Table 8 



abQ ID NU 


bpotiu 


1/lN l^OlOll -^ZX 


I/in coion "Miaitx 


I/in colon fNiun Kauos 


1 Ol A 

1834 


41Z3U 


a n 
u.u 


^7 1 


O A 

/.u 


1 0 O Z" 

1836 


39204 


n a 


AO 0 
4Z.y 


O A 

/.u 


1 0 a e 

1845 


38504 


n a 
U.U 


4Z.y 


O A 

/.u 


1850 


40612 


n a 
U.U 


/IO Q 

4z.y 


7 A 

/.u 


1 Of 1 

1851 


40616 


a a 
U.U 


AO O 

4z.y 


O A 

/.u 


1 OC A 

1854 


40614 


U.U 


4z.y 


O A 

/ .u 


1 0 e c 

1855 


40624 


a n 
U.U 


AO Q 

4z.y 


O A 

/.u 


1859 


inn 1 1 
39912 


a a 

U.U 


AO O 

4z.y 


O A 

/ .u 


1 on. 1 

1861 


ion 1 0 
39918 


a n 
u.u 


AO Q 


7 A 

/ .u 


1 o^o 

1868 


39906 


U.U 


AO Q 
4Z.y 


7 A 

/.u 


1870 


38528 


a a 
U.U 


4Z.V 


7 A 

/ .u 


1 O T C 

1875 


1 nil/ 

39226 


a a 
U.U 


A~i O. 

4Z.9 


7 A 


100 c 
1885 


IOC 1 /I 

38514 


n a 
U.U 


AO O 

4z.y 


7 A 

/.u 


1000 
1888 


38522 


a a 
U.U 


AO 0 
4Z.9 


7 A 

/.u 


1891 


39230 


a a 
U.U 


AO O 
4Z.V 


7 n 
/.u 


1892 


39922 


A A 
U.U 


A1 Q 

4z.y 


7 A 

/.u 


1898 


39924 


A A 

U.U 


AO O 
4Z.y 


7 A 
/ ,U 


1906 


39936 


A A 

U.U 


AO Q 

4z.y 


7 n 

/ .u 


1907 


40626 


A A 

U.U 


AO Q 


7 n 

/ .u 


1913 


/I 1 1 A A 

41240 


A A 

U.U 


^7 1 

0 /. 1 


7 A 

/ .u 


1916 


40225 


a n 
U.U 


AO Q 

4z.y 


7 n 

/ ,u 


1922 


A 1 £ A 1 

41641 


A A 

U.U 


AO Q 

4z.y 


7 n 
/.u 


1927 


42036 


A A 
U.U 


AO O 

4z.y 


7 n 
/ .u 


1929 


41938 


A A 
U.U 


AO O 

4z.y 


7 n 
/ .u 


1932 


40235 


A A 
U.U 


AO O 

4z.y 


7 n 

/.u 


1935 


■501 17 
381 1 / 


A A 
U.U 


AO Q 

4z.y 


7 n 

/ .u 


1 f\ A A 

1944 


40929 


A A 
U.U 


/IO 0 

4z.y 


7 A 
/ .U 


1946 


a 1 nci 
41952 


A A 
U.U 


AO O 

4z.y 


7 n 
/ .u 


1949 


39527 


A A 
U.U 


^7 1 

J /. 1 


7 A 

/.U 


1950 


39533 


A A 

U.U 


AO Q 

4z.y 


7 ft 
/ .u 


1 r\c a 

1954 


41944 


A A 
U.U 


AO O 

4z.y 


7 ft 


1957 


42046 


A A 

U.U 


AO O 

4z.y 


7 ft 


1963 


4134Z 


A A 
U.U 


AO Q 


7 ft 


1964 


39535 


A A 
U.U 


AO Q 

4z.y 


7 n 
/ .u 


1969 


40j44 


u.u 


AO O 


7 ft 


19/0 


'300') 1 

Joozl 


u.u 


AO 0 


7 0 


1971 


40231 


0.0 


42.9 


7.0 


1972 


41647 


0.0 


42.9 


7.0 


1973 


41344 


0.0 


42.9 


7.0 


1977 


38823 


0.0 


42.9 


7.0 


1980 


40943 


0.0 


42.9 


7.0 


1988 


38831 


0.0 


42.9 


7.0 


1990 


38127 


0.0 


42.9 


7.0 
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Tabl 


e8 


SEQ ID NO 


SpotID 


T/N Colon >2x 


T/N Colon <halfx 


T/N Colon Num Ratios 


1992 


42044 


0.0 


42.9 


7.0 


2007 


40945 


0.0 


42.9 


7.0 


2008 


40953 


0.0 


42.9 


7.0 


2013 


38135 


0.0 


42.9 


7.0 


2015 


40959 


0.0 


42.9 


7.0 


2022 


40249 


0.0 


42.9 


7.0 


2034 


39551 


0.0 


42.9 


7.0 


2036 


40949 


0.0 


42.9 


7.0 


2038 


41651 


0.0 


42.9 


7.0 


2042 


38143 


0.0 


42.9 


7.0 


2043 


38835 


0.0 


42.9 


7.0 


2045 


38843 


0.0 


42.9 


7.0 


2060 


41987 


0.0 


42.9 


7.0 


2068 


40587 


0.0 


42.9 


7.0 


2072 


39875 


0.0 


42.9 


7.0 


2076 


40589 


0.0 


42.9 


7.0 


2077 


38471 


0.0 


42.9 


7.0 


2079 


38483 


0.0 


42.9 


7.0 


2081 


41283 


0.0 


42.9 


7.0 


2120 


39195 


0.0 


42.9 


7.0 


2121 


39891 


0.0 


42.9 


7.0 


2125 


39193 


0.0 


42.9 


7.0 


2130 


39199 


0.0 


42.9 


7.0 


2158 


40593 


0.0 


42.9 


7.0 


2163 


40603 


0.0 


42.9 


7.0 


2177 


42009 


0.0 


42.9 


7.0 


2185 


39526 


0.0 


42.9 


7.0 


2187 


39536 


0.0 


42.9 


7.0 


2193 


40942 


0.0 


42.9 


7.0 


2195 


38120 


0.0 


42.9 


7.0 


2199 


40238 


0.0 


42.9 


7.0 


2202 


40240 


0.0 


42.9 


7.0 


2204 


39522 


0.0 


42.9 


7.0 


2206 


39534 


0.0 


42.9 


7.0 


2208 


42011 


0.0 


42.9 


7.0 


2214 


42013 


0.0 


42.9 


7.0 


2224 


38132 


0.0 


42.9 


7.0 


2229 


40256 


0.0 


42.9 


7.0 


2235 


42343 


0.0 


37.5 


8.0 


2236 


43041 


0.0 


37.5 


8.0 


2237 


38144 


0.0 


42.9 


7.0 


2239 


39548 


0.0 


57.1 


7.0 


2243 


38842 


0.0 


42.9 


7.0 
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Table 8 



SEO ID NO 


SnntTD 


T/N Colon >2x 


T/N Pnlnn <hn]fv 

1/1" V^vJHJIl ^"IlclIlX 


v^OlOn l>lim JvallOS 


2747 

Z,Zr*T / 


18147 


0 0 

V/ . v/ 


49 0 


7 n 


2250 


18118 


0 0 


49 0 

HZ. . -7 


7 n 
/.u 


9957 


10559 


0 0 


S7 1 


7 fl 


9961 


10544 


0 0 


49 0 


7 n 


2970 


41650 


0 0 


49 0 


7 n 


2271 


40052 


0.0 


42 0 


7 0 


2272 


41657 


0.0 


49 0 

HZr . 7 


7 0 


2278 


18470 

.j o*t / v/ 


0.0 


49 0 


7 0 

/ .V/ 


2279 


40954 


0.0 


42 0 


7 0 

/ .v/ 


2288 


41751 


0.0 


50 0 


8 0 

O.v/ 


2290 


10176 


0.0 


57 1 


7 0 


9901 


10874 


0 0 

V/.V/ 


49 0 


7 n 


2294 


40590 


0.0 


42 0 

^Z, . 7 


7 0 

/ . V/ 


9100 


40S09 


0 0 


49 0 


7 0 


7104 


41 907 


0 0 

V/.V/ 


49 0 

HZ. 7 


7 n 


711 7 


101 80 


0 0 

V/.V/ 


49 0 

4/*. " 


7 n 


2314 


41294 


0.0 


42 0 


7 0 


7171 


10109 


0 0 

\J . V/ 


49 0 


7 0 


7176 


10888 


0.0 


49 0 


7 0 


2177 


40584 

*TV/-/ o*t 


0 0 


49 0 


7 0 


2328 


41282 


0.0 


42 0 

^Z. . 7 


7 0 


7170 

Zr./Z<>7 


41000 


0.0 


49 0 


7 0 


7116 


10184 


0 0 

w . V/ 


49 0 


7 0 


7118 


44450 

T^rt J7 


0 0 

V. V/ 


69 5 

V/Z.. J 


8 0 

O.l/ 


7140 


40586 


0.0 


49 0 


7 0 

/ .V/ 


7141 

Z, J*T 1 


41009 


0 0 


49 0 


7 0 

/ .1/ 


7147 

Z, JtZ. 


AAA's! 


0 0 

v/.v/ 


17 5 


8 0 


714S 

Z, J*T-/ 


40580 

^UJ OV/ 


0 0 


49 0 


7 0 

/ .V/ 


7146 


10186 

J71 OV/ 


0 0 

V/.V/ 


8S 7 

O J . / 


7 n 


7147 


41747 


0 0 

V/.V/ 


SO 0 


8 0 


2140 

Am J*T^ 


41288 


0.0 


42 0 

~Z> . 7 


7 0 

f .V/ 


2350 


41986 


0.0 


42.9 


7 0 

/ .V/ 


2159 

Am+jJ Am 


38494 


0.0 


71.4 


7 0 


2153 


39188 


0.0 


85.7 


7 0 


2354 


41996 


0.0 


42.9 


7.0 


2359 


40608 


0.0 


42.9 


7.0 


2364 


45165 


0.0 


50.0 


8.0 


2367 


41312 


0.0 


42.9 


7.0 


2368 


39198 


0.0 


42.9 


7.0 


2370 


41306 


0.0 


42.9 


7.0 


2371 


39904 


0.0 


57.1 


7.0 


2374 


45163 


0.0 


37.5 


8.0 


2376 


42002 


0.0 


42.9 


7.0 
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Tabl 


e8 


SEQ ID NO 


SpotID 


T/N Colon >2x 


T/N Colon <halfx 


T/N Colon Num Ratios 


2380 


41310 


0.0 


42.9 


7.0 


2383 


39200 


0.0 


42.9 


7.0 


2386 


42899 


0.0 


50.0 


8.0 


2388 


45869 


0.0 


37.5 


8.0 


2390 


42901 


0.0 


37.5 


8.0 


2393 


45709 


0.0 


62.5 


8.0 


2400 


42893 


0.0 


50.0 


8.0 


2404 


43585 


0.0 


37.5 


8.0 


2408 


43599 


0.0 


50.0 


8.0 


2412 


43587 


0.0 


37.5 


8.0 


2413 


44301 


0.0 


50.0 


8.0 


2414 


46411 


0.0 


37.5 


8.0 


2415 


42909 


0.0 


62.5 


8.0 


2422 


42895 


0.0 


37.5 


8.0 


2423 


44995 


0.0 


37.5 


8.0 


2424 


42911 


0.0 


50.0 


8.0 


2426 


45865 


0.0 


37.5 


8.0 


2429 


42885 


0.0 


37.5 


8.0 


2432 


42887 


0.0 


50.0 


8.0 


2434 


45705 


0.0 


37.5 


8.0 


2439 


42012 


0.0 


42.9 


7.0 


2442 


43593 


0.0 


37.5 


8.0 


2448 


42905 


0.0 


37.5 


8.0 


2449 


44303 


0.0 


50.0 


8.0 


2456 


45697 


0.0 


50.0 


8.0 


2468 


44305 


0.0 


62.5 


8.0 


2469 


43609 


0.0 


37.5 


8.0 


2471 


45009 


0.0 


50.0 


8.0 


2475 


44317 


0.0 


50.0 


8.0 


2476 


45719 


0.0 


37.5 


8.0 


2477 


43761 


0.0 


50.0 


8.0 


2478 


46431 


0.0 


50.0 


8.0 


2480 


44311 


0.0 


62.5 


8.0 


2483 


45017 


0.0 


50.0 


8.0 


2484 


46421 


0.0 


50.0 


8.0 


2485 


44313 


0.0 


50.0 


8.0 


2487 






J 1 . J 


ft n 


2489 


46417 


0.0 


37.5 


8.0 


2491 


46423 


0.0 


37.5 


8.0 


2496 


45713 


0.0 


37.5 


8.0 


2498 


46425 


0.0 


37.5 


8.0 


2500 


45013 


0.0 


37.5 


8.0 


2502 


44319 


0.0 


37.5 


8.0 
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Table 8 



SEQ ID NO 


SpotID 


T/N Colon >2x 


T/N Colon <halfx 


T/N Colon Num Ratios 


2503 


45723 


0.0 


37.5 


8.0 


2504 


46427 


0.0 


37.5 


8.0 


2505 


42534 


0.0 


37.5 


8.0 


2511 


43938 


0.0 


37.5 


8.0 


2516 


43950 


0.0 


37.5 


8.0 


2517 


45360 


0.0 


37.5 


8.0 


2518 


43944 


0.0 


37.5 


8.0 


2524 


45348 


0.0 


37.5 


8.0 


2527 


46052 


0.0 


37.5 


8.0 


2532 


43946 


0.0 


37.5 


8.0 


2534 


43236 


0.0 


37.5 


8.0 


2539 


44650 


0.0 


37.5 


8.0 


2541 


43242 


0.0 


50.0 


8.0 


2544 


43244 


0.0 


50.0 


8.0 


2549 


46056 


0.0 


50.0 


8.0 


2550 


42556 


0.0 


37.5 


8.0 


2551 


43262 


0.0 


50.0 


8.0 


2555 


45169 


0.0 


37.5 


8.0 


2560 


42550 


0.0 


37.5 


8.0 


2563 


42552 


0.0 


37.5 


8.0 


2564 


43966 


0.0 


50.0 


8.0 


2581 


43968 


0.0 


37.5 


8.0 


2582 


42554 


0.0 


50.0 


8.0 


2591 


44660 


0.0 


37.5 


8.0 


2592 


45362 


0.0 


}7.5 


8.0 


2596 


45376 


0.0 


62.5 


8.0 


2601 


45364 


0.0 


37.5 


8.0 


2604 


45374 


0.0 


37.5 


8.0 


2605 


46066 


0.0 


37.5 


8.0 


2608 


45368 


0.0 


37.5 


8.0 


2609 


46078 


0.0 


50.0 


8.0 


2613 


44668 


0.0 


50.0 


8.0 


2614 


45370 


0.0 


37.5 


8.0 


2619 


43592 


0.0 


37.5 


8.0 


2620 


45875 


0.0 


37.5 


8.0 


2621 


46068 


0.0 


75.0 


8.0 


Ibl3 


4ZooZ 


u.u 




O.U 


2629 


43588 


0.0 


37.5 


8.0 


2638 


44296 


0.0 


37.5 


8.0 


2639 


43401 


0.0 


50.0 


8.0 


2641 


44298 


0.0 


37.5 


8.0 


2642 


45710 


0.0 


50.0 


8.0 


2646 


45008 


0.0 


50.0 


8.0 
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Table 8 



bEQ ID NO 


bpotlD 


1 /IN Colon >zx 


i /in coion Miaitx 


i /in colon fNum ixauos 


2647 


42910 


0.0 


OZ.3 


o.U 


2648 


43596 


a a 
0.0 


7^ A 

/3.0 


Q A 

O.U 


2649 


45706 


a a 
0.0 


77 ^ 
J / .3 


o.U 


2655 


A HA 1 A 

46410 


U.U 


3 /.3 


ft n 

o.U 


2658 


A AC\C\A 

44994 


O.u 


3U.U 


o.U 


2662 


45708 


a n 
0.0 


3U.U 


o.U 


2666 


46416 


0.0 


3 /.3 


o.U 


2667 


A OA 1 O 

42912 


U.U 


77 ^ 


o.U 


2671 


42902 


U.U 


77 ^ 

3 1 .3 


r n 

o.U 


2673 


44300 


U.U 


77 ^ 

.3 / .3 


ft n 

o.U 


oat/; 

2676 


42904 


U.U 


3U.U 


ft n 

o.U 


2677 


43598 


U.U 


3U.U 


ft n 

o.u 


2686 


42906 


U.U 


3U.U 


ft n 

o.U 


2688 


42695 


n n 

U.U 


77 ^ 

j / .3 


ft o 

o.U 


2689 


AHA C\A 

46404 


U.U 


77 *\ 
3 1 .3 


ft n 

O.U 


2690 


42895 


U.U 


3U.U 


ft 0 

o.U 


2694 


45885 


U.U 


77 ^ 

3 / .3 


ft O 

o.U 


2703 


42908 


U.U 


77 ^ 

J / .3 


ft n 

o.U 


2704 


a a in*) 
44292 


U.U 


77 S 
3 /.3 


ft n 

o.U 


2710 


46412 


U.U 


77 *\ 
3 / .3 


ft n 

o.U 


2711 


A A1f\£L 

44306 


U.U 


77 ^ 
3 /.3 


ft n 

o.U 


2713 


43614 


A A 

U.U 


77 ^ 
3 /.3 


ft n 

o.U 


2715 


43616 


U.U 


77 ^ 
3 /.3 


ft n 

o.U 


2718 


43612 


A A 

U.U 


3U.U 


ft n 

o.U 


2726 


43606 


U.U 


57 

o /.3 


ft n 

o.U 


T7T7 

2727 


A 1 A 

43610 


U.U 


3U.U 


ft n 

o.U 


2729 


43602 


a n 
U.U 


77 ^ 
3 /.3 


ft n 

o.U 


2732 


A CT 1 A 

45714 


A A 

O.U 


77 ^ 
3 /.3 


ft n 

o.U 


2733 


43604 


U.U 


3U.U 


ft n 

o.U 


2739 


A C A 1 O 

45018 


A A 

U.U 


3U.U 


ft n 

o.U 


2755 


45/18 


U.U 


77 *n 
3 / .3 


ft n 

o.U 


2812 


46418 


U.U 


77 S 

3 / .3 


ft 0 

o.U 


2885 


462 ID 


U.U 


77 S 

3 / .3 


ft 0 

o.\j 


2966 


45529 


U.U 


77 *^ 
3 / ,3 


ft 0 


2983 


/1A77Q 


U.U 


3 / .3 


ft 0 


2954 




n n 


SO 0 


8 0 

o . \J 


3006 


43756 


0.0 


50.0 


8.0 


3011 


43758 


0.0 


62.5 


8.0 


3082 


46222 


0.0 


37.5 


8.0 


3093 


46212 


0.0 


37.5 


8.0 


3129 


42718 


0.0 


37.5 


8.0 


3145 


42710 


0.0 


37.5 


80 


3176 


43424 


0.0 


37.5 


8.0 
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Table 8 



SEQ ID NO 


SpotID 


T/N Colon >2x 


T/N Colon <halfx 


T/N Colon Num Ratios 


3193 


44822 


0.0 


37.5 


8.0 


3211 


44818 


0.0 


50.0 


8.0 


3245 


45860 


0.0 


50.0 


8.0 


3257 


45858 


0.0 


37.5 


8.0 


3268 


42356 


0.0 


37.5 


8.0 


3269 


42364 


0.0 


37.5 


8.0 


3278 


45862 


0.0 


37.5 


8.0 


3296 


43064 


0.0 


37.5 


8.0 


3336 


45170 


0.0 


37.5 


8.0 


3339 


43768 


0.0 


50.0 


8.0 


3356 


43776 


0.0 


50.0 


8.0 


3359 


45176 


0.0 


50.0 


8.0 


3388 


42698 


0.0 


50.0 


8.0 


3393 


45184 


0.0 


37.5 


8.0 


3405 


45878 


0.0 


37.5 


8.0 


3412 


45884 


0.0 


37.5 


8.0 


3438 


46020 


0.0 


37.5 


8.0 


3439 


46032 


0.0 


50.0 


8.0 


3442 


46026 


0.0 


37.5 


8.0 


3443 


42516 


0.0 


50.0 


8.0 


3457 


44117 


0.0 


50.0 


8.0 


3463 


42719 


0.0 


50.0 


8.0 


3514 


43423 


0.0 


50.0 


8.0 


3575 


46233 


0.0 


37.5 


8.0 


3595 


43054 


0.0 


50.0 


8.0 


3596 


42352 


0.0 


37.5 


8.0 


3605 


43746 


0.0 


50.0 


8.0 


3613 


42366 


0.0 


50.0 


8.0 


3650 


40101 


0.0 


42.9 


7.0 


3656 


39407 


0.0 


42.9 


7.0 


3698 


38695 


0.0 


42.9 


7.0 


3702 


40107 


0.0 


42.9 


7.0 


3711 


39401 


0.0 


42.9 


7.0 


3716 


39405 


0.0 


42.9 


7.0 


3723 


38697 


0.0 


42.9 


7.0 


3836 


42213 


0.0 


42.9 


7.0 


jo /U 


JO lit 


n n 




/ V 


3881 


38719 


0.0 


42.9 


7.0 


3919 


38707 


0.0 


42.9 


7.0 


3934 


38713 


0.0 


42.9 


7.0 


3955 


39419 


0.0 


42.9 


7.0 


4028 


42274 


0.0 


42.9 


7.0 


4039 


38772 


0.0 


42.9 


7.0 
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Table 8 





OpOULI 


1/in coion -^zx 


i /in colon <naltx 


T/N Colon Num Ratios 


4041 
4U4 1 


4778A 
4ZZoO 


o n 
u.u 


/I7 O 

4z.y 


7.0 


4fi4^ 


-3077A 

JO / /U 


u.u 


/17 Q 

4z.y 


7.0 


4fi<;^ 

4UjO 


47787 
4ZZ5Z 


u.u 


A 7 Q 

4z.y 


7.0 


4u.>y 


4ZZ54 


u.u 


47 O 

4z.y 


7.0 


/ino7 
4uy / 


•3 0774 
jo / /4 


u.u 


47 O 

4z.y 


7 fi 

/.u 


41 74 
41Z4 


/fn^ 1 7 

4UJ 1 J 


u.u 


47 O 
4Z.V 


T fi 
/.0 


4171 
41,5 1 


40OZ3 


u.u 


^fi fi 
3U.U 


Q fi 
O.O 


41 77 


41 nn^ 


u.u 


47 Q 

4z.y 


7 fi 
/.U 


4i4fi 




u.u 


47 Q 
4z.y 


7 fi 

/.u 


414S 
4 14J 


4677^ 
40 JZJ 


0 0 
u.u 


77 ^ 


8 fi 

o.U 


4146 
4140 


7Q61 1 

J7U1 1 


0 0 
u.u 


47 Q 
4Z.V 


7 fi 
/ .U 


4147 
414 / 


4fi7fio 
4u jiiy 


o n 
u.u 


S7 1 

D / . 1 


7 fi 
/.U 


41 S7 

4 YD J 


4S61 Q 


fi n 

u.u 


77 ^ 


8 fi 
o.U 


41 £7 


41 £G7 

4ioy / 


u.u 


47 O 
4Z.V 


7 fi 

/.u 


41 £A 
4 lOO 


788QQ 


o n 
u.u 


47 O 
4Z.y 


7 fi 
/.U 


4 1 7fi 
41 /U 




u.u 


47 O 

4z.y 


7 fi 
/.0 


4171 
41/1 




u.u 


47 O 

4z.y 


7 fi 

/.o 


/f 1 77 
41 /J 




n n 
u.u 


47 Q 

4z.y 


7 fi 
/.U 


/1 1 7^ 
41 fj 


4£77 1 
40jZ1 


u.u 


77 ^ 


8 fi 
o.U 


41 77 
41 / / 


41 ni 7 

4 1U 1 / 


u.u 


47 O 

4z.y 


7 fi 
/ .U 


415Z 


47474 
4Z4 /4 


u.u 


^fi fi 

3U.U 


Q fi 
O.U 


A 1 

41V3 


/17/I 7Q 
4Z4/0 


n fi 
u.u 


77 ^ 

3 /.j 


Q fi 

o.U 


/I 1 07 

4iy / 


/I 1A1C 

41U1 j 


fi fi 
u.u 


/17 O 

4z.y 


7 fi 

/.u 


/17 1 7 

4z iz 


A 1 7 1 7 

41/1.3 


n fi 
u.u 


y!7 Q 

4z.y 


T fi 
/.U 


A^\ A 

4zl4 


4Z48U 


fi fi 
u.u 


77 < 

3 /.3 


o.O 


421/ 


A 1 QQ/Z 

43ooo 


fi fi 
u.u 


77 ^ 

-5 /.J 


o.O 


4zzo 


4Jooo 


fi fi 
u.u 


77 < 

J /.J 


o.O 


474fi 
4Z4U 


44joO 


fi fi 
u.u 


77 ^ 


8 fi 
o.U 


47^7 
4Z3Z 


47 1 88 
4j 1 OO 


fi fi 
u.u 


77 ^ 

J /.3 


8 fi 
o.O 


47^4 
4Zj4 


4S7fi4 
4J.5U4 


fi fi 
u.u 


A7 ^ 


8 fi 
o.U 


47£7 
4ZOJ 




fi fi 

u.u 


77 ^ 


8 fi 
o.U 


477S 
4Z fD 


4£fi1£ 
4DU lO 


u.u 


77 S 


8 fi 
o.U 


All! 
4Z / / 


47 1 08 

4.) 1 70 


0 0 

u.u 


77 S 


8 fi 

o.U 


4770 




0 0 


SO 0 

Jv.V 


8 0 
O.U 


4787 
tzoz 




0 0 


SO 0 


K 0 

o ,u 


tZOJ 


4^Q00 

tJ j*UU 


0 0 


^7 S 

j / .j 


8 0 

O.U 


4286 


44608 


0.0 


37.5 


8.0 


4288 


43902 


0.0 


75.0 


8.0 


4290 


46006 


0.0 


37.5 


8.0 


4293 


43192 


0.0 


37.5 


8.0 


4296 


42490 


0.0 


37.5 


8.0 


4299 


43896 


0.0 


37.5 


8.0 


4305 


42492. 


0.0 


37.5 


8.0 
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Tab! 


e8 


SEQ ID NO 


SpotID 


T/N Colon >2x 


T/N Colon <halfx 


T/N Colon Num Ratios 


4307 


46008 


0.0 


50.0 


8.0 


4317 


39941 


0.0 


42.9 


7.0 


4324 


42053 


A A 

0.0 


42.9 


7.0 


4341 


38541 


A A 

0.0 


42.9 


7.0 


4343 


42055 


A A 

0.0 


42.9 


7.0 


4350 


39241 


f\ A 

0.0 


42.9 


7.0 


4371 


40647 


a a 

0.0 


42.9 


7.0 


4384 


d nee 

41355 


A a 

0.0 


A ^ A 

42.9 


7.0 


4386 


39261 


A A 

0.0 


42.9 


7.0 


4395 


39967 


A A 

0.0 


A ^ A 

42.9 


T A 

7.0 


4397 


IOC C A 

38559 


0.0 


A *> A 

42.9 


7.0 


4400 


40663 


A A 

0.0 


A '"1 A 

42.9 


7.0 


4403 


40669 


A A 

0.0 


42.9 


7.0 


4408 


o a^ /"*> 

39263 


A A 

0.0 


42.9 


7.0 


4421 


44930 


A A 

0.0 


37.5 


8.0 


4424 


42071 


0.0 


42.9 


7.0 


4425 


45638 


0.0 


37.5 


8.0 


4428 


44228 


0.0 


37.5 


8.0 


4429 


41371 


0.0 


42.9 


7.0 


4434 


45640 


0.0 


50.0 


8.0 


4435 


44163 


0.0 


37.5 


8.0 


4436 


44171 


0.0 


37.5 


8.0 


4439 


42818 


0.0 


50.0 


8.0 


4440 


45634 


0.0 


50.0 


8.0 


4441 


45644 


0.0 


50.0 


8.0 


4447 


43471 


0.0 


37.5 


8.0 


4448 


43536 


0.0 


62.5 


8.0 


4453 


44944 


0.0 


37.5 


8.0 


4454 


45646 


A A 

0.0 


37.5 


O A 

8.0 


4457 


44238 


A A 

0.0 


37.5 


8.0 


4458 


44936 


A A 

0.0 


50.0 


8.0 


4461 


a a i z: 1 

44161 


A A 

0.0 


37.5 


O A 

8.0 


4469 


A A AO O 

44938 


A A 

0.0 


rn a 

50.0 


O A 

8.0 


4470 


45o3o 


A A 


C A A 

jU.U 


O A 

8.0 


4477 


A A OA/I 

44804 


A A 

0.0 


"2*7 C 

37.5 


O A 

8.0 


4483 


A A 1 AA 

44100 


A A 


C A A 

50.0 


O A 

5.0 


4544 




u.u 


J / . D 


o.U 


4547 


45532 


0.0 


37.5 


8.0 


4557 


45526 


0.0 


50.0 


8.0 


4573 


45536 


0.0 


37.5 


8.0 


4593 


41535 


0.0 


42.9 


7.0 


4594 


40123 


0.0 


57.1 


7.0 


4600 


41525 


0.0 


42.9 


7.0 
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Table 8 



SEQ ID NO 


SpotID 


T/N Colon >2x 


T/N Colon <halfx 


T/N Colon Num Ratios 


4611 


40817 


0.0 


42.9 


7.0 


4620 


40821 


0.0 


42.9 


7.0 


4629 


41529 


0.0 


42.9 


7.0 


4632 


40825 


0.0 


42.9 


7.0 


4645 


41527 


0.0 


42.9 


7.0 


4696 


41527 


0.0 


42.9 


7.0 


4718 


40823 


0.0 


42.9 


7.0 


4727 


38758 


0.0 


57.1 


7.0 


4729 


42229 


0.0 


42.9 


7.0 


4743 


38764 


0.0 


42.9 


7.0 


4754 


42235 


0.0 


42.9 


7.0 


4768 


42239 


0.0 


42.9 


7.0 


4835 


39472 


0.0 


42.9 


7.0 


4922 


40868 


0.0 


57.1 


7.0 


4938 


40866 


0.0 


42.9 


7.0 


4950 


41576 


0.0 


42.9 


7.0 


4978 


40870 


0.0 


42.9 


7.0 


5065 


39488 


0.0 


42.9 


7.0 


5117 


40888 


0.0 


42.9 


7.0 


5140 


40886 


0.0 


42.9 


7.0 


5150 


40890 


0.0 


42.9 


7.0 


5165 


41588 


0.0 


42.9 


7.0 


5186 


41596 


0.0 


42.9 


7.0 


5228 


42290 


0.0 


42.9 


7.0 


5252 


43118 


0.0 


50.0 


8.0 


5300 


43114 


0.0 


62.5 


8.0 


5341 


45220 


0.0 


37.5 


8.0 


5360 


44518 


0.0 


37.5 


8.0 


5539 


43120 


0.0 


37.5 


8.0 


5559 


43812 


0.0 


50.0 


8.0 


5596 


43810 


0.0 


50.0 


8.0 


5643 


45224 


0.0 


50.0 


8.0 


5649 


45226 


0.0 


37.5 


8.0 


5665 


45922 


0.0 


37.5 


8.0 


5671 


43265 


0.0 


37.5 


8.0 


5701 


42573 


0.0 


37.5 


8.0 


5724 


45232 


0.0 


37.5 


8.0 


5752 


41161 


0.0 


71.4 


7.0 


5763 


41163 


0.0 


42.9 


7.0 


5812 


44591 


0.0 


50.0 


8.0 


5815 


43189 


0.0 


37.5 


8.0 


5817 


45293 


0.0 


37.5 


8.0 


5818 


42487 


0.0 


37.5 


8.0 
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Table 8 



CFO TD NO 






1 / in i^oion ^naiix 


I/in colon iNum Katios 


S871 


411 01 


0 0 


17 ^ 


q ft 
o.U 


S87S 

JOZJ 


18Q1 7 


0 0 
u.u 


47 Q 


7 ft 
/.u 


J0Z7 


18Q1 1 


0 0 
u.u 


A1 Q 


7 ft 

/.u 


jojO 


41 87S 


0 0 

u.u 


47 O 


7 O 
/.U 


S817 


4SQR7 

*TJ70 / 


0 0 

u.u 


17 ^ 


8 O 
o.U 


^847 




0 0 
u.u 


IT ^ 


8 O 
o.U 


^848 




0 0 
u.u 


^O O 


8 A 
o.U 


^Q7Q 


44^17 


0 0 

u.u 


0 

3U.U 


Q ft 

o,U 


SO 


44681 


17 S 


17 ^ 


8 O 
o.U 


00 


*TJ70 I 


17 S 


^0 0 


8 O 
o.U 


78 


4467 S 

H-H-D / J 


17 S 


0 0 
u.u 


8 O 
o.U 




4747 8 


17 S 


0 0 
u.u 


8 O 
o.U 


174a 




17 5 


0 0 


8 O 
o.U 


1 8^1 


107 1 6 


47 0 


n 0 

u.u 


7 ft 
/.U 


704Q 


41 6^7 


47 0 


0 0 
u.u 


7 ft 


^ 1 48 


H-U loo 


47 0 


0 0 
u.u 


7 ft 

/.u 




449 oo 


^0 0 


0 0 
u.u 


8 ft 
o.U 


1£1 Q 


41404 


^0 0 


0 0 
u.u 


8 ft 
o.U 


^oo 
ouu 


47 1 08 


S7 1 


0 0 
u.u 


7 O 
/ .U 


4£84 


401 7^ 


S7 1 


0 0 

u.u 


7 O 
/ .U 


1591 


44634 


62.5 


0.0 


O ,V7 


1518 


46399 


71.4 


0.0 


7.0 


1978 


38827 


71.4 


0.0 


7.0 


17 


44202 


75.0 


0.0 


8.0 


1975 


41244 


85.7 


0.0 


7.0 


118 


43970 


87.5 


0.0 


8.0 


114 


43972 


100.0 


0.0 


8.0 
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Table 13 





CO 

ErO INO 


i^iusteriu 


SequenceName 


M00007960D * E09 


FS 168 

X_/l3 1 DO 


147847 


1 < 1 *3 A 1 A r*-wA 1 1f\f\A S.A 
13 1.5.A14.gZ4^ 3UU43H 


moooo7Q63d*do3 


FS 168 


14761 4 


13 1 J.A13.gZ43_-3UU4 /U 


M 0007 1 07 S A -H07 


FS 1 Aft 


1 7HH4Q 


13 l3.L/ly.gz43_-5UU33 / 


\f 00077077 A F 1 7 


FS 168 
Cj lOo 


1 1 6. 
1 J J j 10 


1 3 1 J . li 1 4 .gz43_J UU43 0 




FS 168 

EO lOo 


1/1 CO! C 


13 l3.rUy.gz43_3UU3 / V 


M000777SSRF1 7 

IVXDDD-trZrZ. J.JXJ.r 1 Z, 


FS 1 68 

XZ/ij 1 DO 


IjojZ 1 


l3l3.rlUV.gz43 3UU30I 


M0007744STYF 1 7 

lVlDDDX^*T*r3JL/..Cr 1 Z 


FS 168 


1 fll AQQ 


iro m nrm A1 1 C\I\A A*7 

1 3 1 i J 1 3 .gz43_3UU44 / 


Monn77si7rir*n^ 

■1V1DDUZ.Z33 / LI.UuJ 


FS 168 

XLO lOO 


1 Aft 1 o< 


13 l3.L10.gz43_3UU4Ul 


M00077677AO01 


FS 168 

ivtJ 1DO 


Q001 1 


1 3 1 3 .JN 1 D.gZ43 3UU4V V 


M00077fi4XPnnX 

1 VI uvu/.Z.U'tO V> . X-/ W O 


FS 168 




13 l3.UU3.gz43_3UUZyZ 


M0007771 nr-HO^ 

1V1VWWZ,Z, / 1 DV^.XTID*/ 


FS 168 

X-^O luO 


1 71 07^ 
1 / IU / J 


13 13.rlo.gz43_3UU333 


M00073406 A O03 

rvx d ddz. j *t d \Jr\. . \j d j 


FS 168 

XZ/O X DO 


1 8QQQ7 


K01 r* 1 a *+~*ai initio 
1 3Z 1 . C 1 4 .gz43_3 U3d 1 y 


M0007701 8RF01 


FS 168 

x^o x do 




1 ^7 1 C71 7ft17^ 
13Z1 .rZ3.gZ43_3U3 / OO 


M00077 1 00 A D 1 7 


FS 168 


77046^ 


1 3Z 1 .rlU3 .gZ43_3U345U 


M00077 1 03TVR0S 


FS 168 

X_st3 XDO 




1 3Z 1 .JrlUD.gZ43_3U34yO 


M00077 1 73TYF07 

IVIDUDZ, 1 XZ31V ,ruz 


FS 168 

IZiiJ X DO 


1 S6^0/l 


1 3Z 1 .ri 13 .gz43_3U3oUo 


M00077176PHOS 


FS 168 

L-jiJ I DO 


77751 1 Q 
ZZZolo 


1 3z 1 .rll4.gz43_3U3oz4 


M000777 1 0RG1 7 

lYXDDDZ^ / X ~X>. VJ 1 Z. 


FS 168 

X-/l3 X QO 


1 asinu 
loojuy 


13Zl.JU0.gZ43 3U34yo 


M00077787RH1 0 

1YXV/WV/Z. /Z.O 1 XJ .XI X D 


FS 168 

£iO X DO 


7 1 7047 


13Zl.lVUo.gZ43_3U333 1 


M00077S 1 4PF01 


FS 168 

l^i kj X DO 


1 87S7^ 
1 O /JZj 


1^71 XT 1 H rr-rAI ^m^66 

13Z 1 .IN !U.gZ43 3U3300 


M00077S 1 7PF08 


FS 168 

XZrkJ X DO 


7 1 


13Z1 .IN lZ.gZ43_3U33yo 


M00077S86RR03 

IVlvUuL / JO DXJ , XJV/J 


F^l 168 

X^ik7 X DO 


7 1 8QH4 


1^71 CW\ rvrA-'X ^H^AI ^ 

13Z1 ,U 13.gZ43 3U3013 


M00077S87PF07 

lVlvwuZ, /JO/ V_* . XT v/Z, 


F<s 168 

X-vL? X DO 




1^71 niA ^m66^ 

1 3Z 1 Aj IO. gZ43 3U30O3 


M00077694Pri 1 


F^ 168 

XJ#k3 1 DO 


1 86404 


1^71 P7H rr-rAl 10*5778 

13Zl.rZU.gZ43 3U3 /Zo 


M0007X06 innio 

1VXDDDZ.OUO 1 Lt .U X U 


F^ 168 

X_/0 1DO 


4^7 1 


717ft A*)4 rt-T/ll 77770C 

Z !Zo.AZ4.gZ43_Z / / /o3 


M000783SQTVF0Q 


F<J 168 

Jjk3 I DO 


1 88^77 
1 OOJ / / 


717fl I_T 1 < r*-,A1 'yiHAAQ 
ZlZo.rll3.gZ43_Z / /O4o 


M00078677R-F17 
ividdd^odz, i o . r xz. 


FQ 168 

XIrO 1 DO 


4777QQ 

m-z / /yy 


717ft \f C\£* rt^AI 777^H7 
ZlZ5.JvUO.gZ43 Z/ /3U/ 


\4Yi0017476rVF07 
1V1DDD JZH zo.LJ.ru / 


XjO 1 DO 




7 1 7ft D1 7 r*-F J 4'2 777Aftft 
Z IZo.r 1 /.gZ43 Z//O00 


M00037477AR07 


F^l 168 

XJO lDO 




ZlZo.l / l5.gZ43_Z / / /U4 


M0003768SR-riO 


F^l 168 


477^71 
*fZ / J / 1 


7 1 If! 141 1 078017 

Z 13U.rll3.gZ43_Z /oUl / 


M00037686r*Tjl 0 


F^ 168 

XZrO 1 DO 




7 1 1fl 141 A r»-»/11 77ftnA^ 
Z13U.rllO.gZ43 Z/oU03 


M00037686TVG0Q 

1VXD \J \J J Z. D O (Jiy . VJ D Z7 


F<s 168 

XZrO 1 DO 


78607 

/ ODD / 


7 1 in 141 ft fyr41 77ftnQ7 
Z13U.rllo.gZ43 Z/oUy/ 


M00032695R ■ AO 1 

xvxv/vy \j — 'z.d.7 +JAJ .rwj x 


F^ 168 

UrkJ X DO 


4461 S 


7 1 1O T70 rr-741 77ft 1 in 
Z13U.lZU.gZ43 Z/ol3U 


M 0003 2703DE 1 0 


ES 168 

M-*iiJ X DO 


Q01 Q7 


71 IO T18 ot41 778nQ0 


M00032732AA03 


ES 168 

X DO 


3767S3 

J / D / J J 


7110M71 0^41 7781Sn 


M00032736AB06 


ES 168 

M^dtJ X DO 




7 1 ^0 l\T07 ot4^ 777847 


M00032738D Gil 


ES 168 

JL<L7 X DO 


436888 


7 1 30 NOP ot4^ 777QSQ 


M00032745C:F03 


ES 168 


72838 


21 30.005 .gz43 277896 


M00032766A:A10 


ES 168 


427907 


2131.A01.gz43_307885 


M00032779A:A04 


ES 168 


37875 


2131.A19.gz43_308173 


M00032780A:B09 


ES 168 


48238 


2131.A23.gz43_308237 


M00032783A:H08 


ES 168 


226324 


2131.B04.gz43_307934 


M00032786A:H04 


ES 168 


221686 


2131.B14.gz43_308094 


M00032809B:E10 


ES 168 


441801 


2131.E06.gz43_307969 
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Table 13 



v_/ionciis 


EC XT„ 

Co INO 


L^iusteriLi 


SequenceName 


Mflfl0378 1 1 A *frl 0 


F°. IAS 


4S77S 


Till rn ~~.A 1 "2AOA£^ 

zl 3 i.clz.gz43 JU0U03 


1V1UVJUJZOJ f/\.DU^ 


F°» 1A8 
Co lOo 


jttK) 1 1 


2131.113 .gz43_30o085 


iviuuujzojoi^.rii l 


Co lOo 


zoyzo 


z 1 3 1 .1 1 9.gz43_308 181 


MftOfH 7 8 S QP *Fft4 

IV! V/ v/ U J Z O J " W . C V/*T 


F^ 1A8 
CO lOo 


A A 1 S7/1 
*Mf 15 f*t 


z 1 3 1 .12 1 ,gz43_30o2 1 3 


iyyfflon'*78A^ a *ni i 


EC 1AO 
Eo IDo 


AAf\02A 
44UZ54 


213 l.J16.gz43_308134 


iv/rnnft77877R- An7 

1V1UUUJZO /ZE>./\UZ 


EC 1 /CO 

Co lOo 


OZUlO 


2131.K1 l,gz43_308U55 


\/Tnnn7788A a -nn4 

1V1UUUjZooOA..1JU4 


EC IZiO 

Co 105 


4ozJo 


2131 .M02 ,gz43_3079 1 3 


Mfififn^oi 4R*nno 

IVlUUUJZy IHCL/Uy 


EC 1 £X> 

Co lOo 


lZ4ol 


2131.r lo,gz43_3Uoi /2 


lYk\J\J\JJZ.y 1 JD.UU 1 


FC. IAS 
CO I Do 


J /5Uj 


2 1 3 1 .r 1 9 .gz43_3 Uo 1 o o 


M0ftfnQft47P-AflS 


F<s IAS 

Juj 1 Do 


j /OU44 


71^7 Alfi ftT/ll 779401 
ZIDZ.Alo.gZ43_Z /54y 1 


1V1VUU j 7 V J ZD. llU J 


F°. IAS 

CO 1UO 




7 1^7 131/1 77ft/17ft 
21 jZ.U14.gZ43_Z /o4zo 


Mooo^QftAQTVFi ? 

IVIUVJUJ 7UD7iy . C 1 Z 


FC. IAS 

CO lOO 


jo / j^U 


71^7 nil rr-rA 1 778708 

Z13Z.UlZ.gZ43_2 /o^yo 


lv/f nnn'? o i no a Roo 


F°, IAS 

CO X OO 


J fDODD 


ZljZ.rllU.gZ4 5 Z/oj/V 


Mnnrn o 1 9 1 p • poa 

1Y1U LfV/ J 7lZlv. LUD 


F°. IAS 

CO lOO 




71^7 Tift nr-rAI 77S^nn 

Z13ZJ lo.gZ4J Z/ojUU 


Mnnn^oi s^R-Ffn 


F<% IAS 

CO 1 DO 


400A1 7 


7 1 7A A HQ r>rr/11 7fiicns 
Zl /O.AUy.gZ43 ZoloUo 


Mnnn^o i 84 a * a ns 

IVlUUUjy 154A.AUO 


F^ IAS 
Cj I Do 


4UUU4 / 


7 1 7A AH "2 7 C 1 Q 77 

ZI /O.Al J.gZ43_2olo /Z 


N/tnornoi 84P-ph^ 


F°. IAS 

Co 1 DO 


4H741 1 


7t7£ A K ^/ll 7$MG7fl 
Zl /O.A10.gZ4J_ZoiyZU 


1V1UUUJ 7Z IH^.U 1Z 


F<I 1 AS 


->yu^D-j 


71<I'2 r\AO ^-./i i 77987/1 
ZlDj.LIUo.gZ43 Z/oo-54 


iv/rnnn7Q777P*nftA 

1V1UUU J 7ZZZV^ .uuu 


F°. IAS 

CO IDO 


J /D / UO 


71^^ Pfl'J n**A1 77S7^A 
Z13j.rUj.gZ4j_Z /o / jo 


Mnnn^Q?zin a wos 
iviuu u j y z*t u/\ . nu o 


F°. IAS 

Co 1DO 


jyuu i / 


Z13j.lUo.gZ4j Z/OOJ7 


iviuuuj7Z t T iA.ni i 


F°* 1 AS 

Co 1DO 


^7A"*8A 
-5 /Ojo*t 


71^7 Til f»^/n 77SSS7 
Zl J J. 11 1 .gZ4j_Z /Ooo / 


iviuuujyz44v^.r iu 


ec i/:o 
E/O lOo 


.? /yu4o 


21 jj.JUo.gz43_2 /ooUo 


lVlUUUjyZj 1A.U1Z 


Co IDo 


^ /zy^z 


71^7 T/U n^AI 779Q77 
Zl JJ.l\.14.gZ4j_2 /oyj / 


iviuuujyz /4L.L/IZ 


FQ 1 AS 


j / / jyo 


Zl J J.UUo.gZ4j Z/oo4j 


tv^nnrn 07 7 nn -mho 
jviuuu j y j j Uo.tiuy 


EC liCO 
ErO IDo 


DUUj / 


11 C/i C*(\C n —A 1 77Q177 

21 j4.LrUj.gz43_2 /y 1 / J 


1^/1000707^ A -PH7 
JVIUUU jyj jOA.LU / 


eo i/;o 
Cj IDo 


-5 /OU44 


71^/1 /^17 1 r»T/1 1 770/170 

2 1 j4.ij2 i .gz4 3_2 /y4zy 


ivyf 000707 a AP*nos 
iviuu u j y j 4 o . vju o 


-CrO IDS 


7 Q no AO 

-jyuyoo 


21 j4.11o.gZ43_2 / yjoj 


mooo7Q7A7r-i-ti o 
iviuuu j y j o j d . ri i u 


EC 1£0 
Eo IDo 




zi /o.t>uz.gz4j_zoioy / 


AA 0OO7 A AP -P1 1 o 

iviuuu j y j ooi^ .Diu 


ec i/;o 
XjO IDo 


4nni 7i 

HUUl / 1 


7 1 7 A T3 1 7 rt-»A7 7818^7 
Zl /0.t>lZ.gZ4j_Zol0J / 


ivyfooo7Q7AArv Am 
jviuuu j y j oou . /vuz 


ec 1 /:o 
Co I Do 


4U4 / JO 


7 17^ 1317 r***A 1 701Q77 

Zl /o.ol 3.gz43_2olo / 3 


rVAOoo7Q7Aorvr>i i 


EC 

Eo IDo 


4U/ iyD 


7 1 7£ rno O 7Q 1 AOQ 

21 /O.V>U2.gZ43_2o loy© 


\aooo7Q77 i a -fo i 
jviuuujyj / ia.cui 


ec i/:o 
tio lOo 


4 U / 44 o 


7 1 7A CC\H n~*A1 781 778 
Zl /O.CU / .gZ4j_Zo 1 / / o 


iv/fooo7Qi77R*Roo 


F°* IAS 

CJ IDO 


4UJO / 1 


7 1 7A P 1 7 rr-r47 781 S^S 
Zl /O.V^ lZ.gZ4j_Zo 1 OJO 


\/fooo7Q77^ a *poo 


F<s IAS 

Cj I DO 


41 1 1 74 
H 1 1 lZ*f 


7 1 7 A P 1 7 rr-r47 781078 
Zl /O.^l / .gZ4J_Zoiyjo 




FS IAS 


41 1QSS 

til 70J 


717A H07 o 7 47 7S1A0Q 

Zl /O.UuZ.gZ'rJ Z01U77 


M000'*,9404R*O1 1 


1 AS 


177AQA 


7 1 S4 M04 or41 979 1 63 

1 J*T.lVlV 1 /*T.gZ*T J Z, I JS L\J~J 


M00039440CF09 

1Y1.V/W/J ^*T*T V/V>.J. V/ -7 


ES 168 


376255 


?1SSA?4<>743 279855 


M00039451B:C06 


ES 168 


389425 


2155.B19.gz43_279776 


M00039451B:F01 


ES 168 


378420 


2155.B21.gz43_279808 


M00039457A:D07 


ES 168 


373973 


2155.C12.gz43_279665 


M00039479A:A10 


ES 168 


376439 


2155.F16.gz43_279732 


M00039479D:C06 


ES 168 


375510 


2155.F21.gz43_279812 


M00039499C:G09 


ES 168 


413767 


2176.E09.gz43_281812 


M00039502D:H03 


ES 168 


401675 


2176.E19.gz43_281972 
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Table 13 



ClonelD 


hb No 


ClusterlD 


SequenceName 


JM u u u .) y j U J D . yjy) 3 


CO lOo 


A 1 "3/C1 1 

413621 


2 1 76.F0 1 .gz43_28 1 685 


JV1U uu j y 3 U j U . CU o 


CC i 
Co I Do 


A 1 1/C1 1 

412621 


2 176.F02.gz43_28 170 1 


\a nnni Q<f\A 13 -rn^ 
JVIUUU jU4U.r U3 


CC 1 AC 

to loo 


4U2y4 1 


2 1 76.F06.gz43_28 1765 


MUUU jy5U5i5.ljU / 


CC 1 /CO 

CO loo 


A 1 "2/d*7 

413627 


2 1 76.F 1 3 .gz43_28 1 877 


A>f AAninCATTVCA'J 

Muuu5y5u /jj.cuj 


r?C 1 /CO 
CO loo 


412483 


2176.F24.gz43_282053 


Muuujy3UoiJ:cu3 


CC 1 /CO 

CO loo 


A 1 1 1 1 1 

41 11 13 


2 1 76.G03 .gz43_28 1718 


MUU0395 14A:Cj03 


T7 C 1 HQ 

ho loo 


402392 


2176.G24.gz43_282054 


AvfAAA'inC 1 /ID.EAl 

M000395 14B:c07 


loo 


4077 1 1 


2 1 76 .H02 .gz43_28 1 703 


MArtmo? i /c/-*.T_rn/c 
MUOOJyj loC:rlUo 


CC 1 HQ 
Co lOO 


400633 


2 1 76.H09.gz43_28 1815 


xyrnAAin^i i a .r\ni 
M0U03952 1 A:D02 


r?C 1 HQ 

CO loo 


A f\f\ AC A 

400454 


1 1 T^T IMA /I lOIAAl 

2 1 76.H20.gz43_28 199 1 


x>f AAA*2nci i r.Dfl i 
M00UJ9521C.o01 


CC 1 HQ 

CO loo 


405932 


2176.H22.gz43_282023 


M00039523A:D09 


CC 1 HQ 

CO loo 


4024 1 1 


2 1 76.104 .gz4328 1736 


MUUUJyj2!>o:riUJ 


CC 1 HQ 

CO loo 


yl AA/C 1 i 

409612 


2 1 76.1 1 4.gz43_2o 1 896 


x >f nn n i n ^ i td - r*n /c 
MUUU3952 /o.LIUo 


CC 1 HQ. 

co loo 


4U6855 


1 1 HH Tin ^ A 1 OOIAT/C 

21 76.1 19.gz43_2o 1976 


MUU039530r>:H0 / 


CC 1 HQ 

CO loo 


A 1 ylTCC 

414355 


2 1 76J04.gz43_2o 1737 


M00039534A:H04 


CC 1 HQ 

CO loo 


49950 


2176.J 13.gz43_2olool 


X /ff A A A 'Jfl^Tyin. CAT 

M00039534LJ:cU / 


CC 1 /CO 

CO loo 


>1 1 1/1 1 iC 

412416 


2176. J 17.gz43_2ol945 


M00039536i5:cl0 


CC 1 HQ 

CO loo 


/I A1 1 /I 1 

402147 


2 1 76J20.gz43_2o 1993 


M0003953613:H03 


CC 1 HQ 

CO loo 


413997 


2 1 76. J2 1 .gz43_282009 


A A A AO O^ 0 "7TD • 17 C\H 

MUUU395J /li.rUo 


CC 1 HQ 
CO loo 


/I A 1 ^ 1 A 

4U151U 


T 1 *7/C TI >l ^„/f "2 TOm^T 

21 /o.J24.gz43 28205 / 


XiffAAA'JO^/CI A *T\ \ A 

muuuj95o2A:uiu 


CC 1 /CO 

CO loo 


A AA/IIO 

4UU428 


in/r vno ooiqao 
21 /o.KUo.gz43_2oloU2 


A^AAAIOC/Cin.DA') 

M00039562U.r$U2 


CC 1 HQ 

CO loo 


4UU233 


T 1 T/C ^^ylO 101C2/1 

2176.K10.gz43_2olo34 


MAAAOACiCir^.r'A 1 

M00039562D:Cj01 


CC 1 /CO 

bo loo 


/I AOAO/C 

408986 


2176.K1 1.gz43_281o50 


* AAA'S n^/cs/"^ .r\A i 
M00039563C:D01 


CC 1 /CO 

CO loo 


A mi/Cn 

40/260 


in/ VII ^5 ioiooo 

2176.K13.gz43_2oloo2 


X/fAAA^O^/C/l D-TTAO 

MUUU3 y!) o4t> .r Uo 


CC 1 Aft 
CO loo 


/i AO"3 A/C 

4Uo3U6 


O 1 Tf/C VI O » n yl'3 lOIO/CO 

2 1 76 . K 1 o ,gz43_2 o 1 962 


MUUU3 95 64C :H05 


CC 1 HQ 

CO loo 


A AACOA 

4U9589 


2176. K2 1 .gz43_2 820 1 0 


M00039565B:H09 


CC 1 /CO 

CO loo 


A AIIOI 

402287 


o t in V> A ~ A *5 101ACO 

2 l76.K24.gz43_2o205o 


M00039566D:E0o 


CC 1 HQ 

CO loo 


A AA/CIO 

4U0628 


2176.L06.gz43_2ol771 


iv /fAAA'?Acz:op.rAe 

M0003956oC:c05 


CC 1 /CO 

CO loo 


CkAHl 1 

94771 


1 1 T/T T 11 _ A*t lOIOCI 

2176. LI l.gz43_2olo51 


\#AAA1AC01 A ,/^AA 

M00039583A:(j09 


CC 1 HQ 

CO loo 


AC\QHA A 

408649 


2 176.L24.gz43_2o2059 


X f AAA1 ACO£ A .A'A'I 

M00039586A:C03 


CC 1 HQ 

CO loo 


j1A^>IAA 

406499 


1 1 *7/C Xifll lOIOO/l 

2 1 76 . M 1 3 .gz43_2o 1 oo4 


Ik lAAA1ACO^r\.T\AC 

M00039586D:D05 


CC 1 HQ 

CO loo 


406734 


^ 1 -7 U jfi t _ lOIA/IO 

2176.M17.gz43_2ol94o 


X iAAAOA COO A .11 1 1 

M000395ooA:ril2 


CC 1 /CO 

CO loo 


o no "2 no 
Z023Uo 


21 /6.M20.gz43_2ol996 


X A A A A1 A(OQD> UAO 

M000395ooi5:H02 


CC 1 HQ 

CO loo 


4uyzo2 


1 1 T/C XyfO 1 1OOA10 

21 /6.M21.gz43_2o2U12 


X>fAAA^O^OOr\-C1 A 

MUU03y5ooU.r 1U 


CC 1 HQ 
CO lOo 


4uzu4y 


21 /0.iV122.gZ43_2o/UZo 


X A A A A"3 Q 4 Q1 • 17 AO 

Muuo.3y5y2c.ruy 


CC IfCft 

CO lOo 


zl 1 11AH 
*t 1 Jj40 


0 1 7lC XTAI r*-,A 1 Oft 1 7ftQ 

Zl /O.fNU / .gZ4->_Zol /oy 


\yfnn AO Q ^ GO TVT7 A. 1 

1v1uuu.3y3yzLJ.cu1 


CC A HQ 
Co 1O0 


zini nn^ 

4U IUUj 


1 1 7/^ MfiQ r»Tz!1 9ft 1 ft? 1 

zi /o.rNuy.gz*fj__zoioz i 




ES 168 


413133 


2176N14cz43 281901 


M00039599A:E08 


ES 168 


407964 


2176.O07.gz43_281790 


M00039605D:E02 


ES 168 


401426 


2176.P01.gz43_281695 


M00039606C:B07 


ES 168 


202308 


2176.P07.gz43_281791 


M00039607A:F05 


ES 168 


402147 


2176.P09.gz43_281823 


M00039610A:G11 


ES 168 


413915 


2176.P23.gz43_282047 


M00039619C:B01 


ES 168 


376994 


2155.116.gz43_279735 
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Table 13 



ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00039632A:C01 


ES 168 


60037 


2155.J03.gz43_279528 


M00039664B:H10 


ES 168 


376839 


2155.N05.gz43_279564 


M00039665C:B01 


ES 168 


379805 


2155.N15.gz43_279724 


M00039674B:G11 


ES 168 


373680 


2155.Pll.gz43_279662 


M00039675C:C05 


ES 168 


379879 


2155.P22.gz43_279838 


M00039679C:A02 


ES 168 


379279 


2164.A24.gz43 280239 


M00039681B:F05 


ES 168 


379046 


2164.B15.gz43_280096 


M00039698A:A06 


ES 168 


396785 


2164.D18.gz43_280146 


M00039730B:B07 


ES 168 


398028 


2164H18.gz43_280150 


M00039734A:E06 


ES 168 


377772 


2178.A12.gz43_282310 


M00039752D:D07 


ES 168 


402070 


2178B16.gz43_282375 


M00039753B:A1 1 


ES 168 


401748 


2178.B17.gz43_282391 


M00039760B:F12 


ES 168 


419751 


2178.C15.gz43_282360 


M00039760C:H07 


ES 168 


420504 


2178.C18.gz43_282408 


M00039774A:E11 


ES 168 


380025 


2164I10.gz43_280023 


M00039778D:D05 


ES 168 


397167 


2164J03.gz43_279912 


M00039820D:F08 


ES 168 


376074 


2 164.O24.gz43_280253 


M00039823D:D09 


ES 168 


216179 


2164.P10.gz43_280030 


M00039871C:C01 


ES 168 


398061 


2165.F09.gz43_280388 


M00039883D:G06 


ES 168 


373905 


2165.H01.gz43_280262 


M00039885B:A10 


ES 168 


393635 


2165.H06.gz43_280342 


M00039893A:G12 


ES 168 


376808 


2165J10.gz43_280407 


M00039905B:F09 


ES 168 


376773 


2165.K01.gz43_280265 


M00039977C:C05 


ES 168 


67549 


2165.P01.gz43_280270 


M00039978D:C04 


ES 168 


396969 


2165P07.gz43_280366 


M00039986B:A11 


ES 168 


375655 


2166.A06.gz43_281279 


M00039988B:C08 


ES 168 


379879 


2166.All.gz43_281359 


M00040001A:H02 


ES 168 


398831 


2166.A23.gz43_281551 


M00040070C:D11 


ES 168 


377696 


2166.Jll.gz43_281368 


M00040076B:D01 


ES 168 


233814 


2166.K07.gz43_281305 


M00040096D:C03 


ES 168 


379879 


2166.N07.gz43_281308 


M00040113C:H09 


ES 168 


185432 


2166P24.gz43_281582 


M00040134A:A07 


ES 168 


402411 


2178.D07.gz43_282233 


M00040141A:G10 


ES 168 


417259 


2178.E04.gz43_282186 


M00040145B:C12 


ES 168 


385980 


2178.E21.gz43_282458 


M00040160C:A04 


ES 168 


414821 


2178.G05.gz43_282204 


M00040161C:H06 


ES 168 


417426 


2178.Gll.gz43_282300 


M00040161D:C03 


ES 168 


415527 


2178.G12.gz43_282316 


M00040171B:F01 


ES 168 


416819 


2178.H19.gz43_282429 


M00040171B:H03 


ES 168 


402353 


2178.H20.gz43_282445 


M00040181B:B06 


ES 168 


418340 


2178.J12.gz43_282319 


M00040181B:C05 


ES 168 


403837 


2178.J13.gz43_282335 


M00040183B:C06 


ES 168 


418682 


2178.K02.gz43_282160 


M00040183D:C08 


ES 168 


402534 


2178.K05.gz43_282208 
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Table 13 



CioneliJ 


Co INO 


t^iusteriLi 


SequenceName 


M000401 88**-po^ 

lVlUUU^f U 1 o OU . H\JD 


PC 168 
Co luo 


4 1 VZjj 


7178 T f\1 ewAI 787741 
Zl /o.CU/.gZ4j_ZoZZ41 


ivyf 000401 fion- aha 

1V1UUUH- U 1 oyiA AUD 


168 

CO lOO 


aoi i ^a 

H-UJ 1 Z)4 


717ft T 17 nrrAI 787771 
Z 1 /o.L/lZ.gZ4j ZoZJZl 


\>iooo40 i ooii-r'o? 
iviuuu4u lyuu.i^uz 


PC 168 
L_/0 lOo 


4 1o4oZ 


7 17ft T 14 r+-wA 7 7ft77^7 
Zl /o.Cl4.g24^ ZojLjDj 


iv/foon4 o i o atj • f i n 
MUUU4U 1 yoJo . r 1 U 


PC 1 68 

CO lOO 


A 1 £G 1 A 

4 1 oy 1 4 


O 1 7ft ¥ Tfl n -*A1 7ft7/l/1Q 

Zl / ©. LZU. gz43_Z<SZ44y 


iv>iooo40 i q7d . nn ^ 
jyiuuu4U i y 1 Jt> .UU3 


PC 1 £8 
Co lOo 


41 jyjK) 


717ft XvfH'J sv*/f7 7ft717ft 

Zl /o.MUj.gZ4j_ZoZl /o 


\yfooo407?? a *po6 

JV1UUU4UZZZA.CUO 


PC 168 

Co lOO 


J / loo 


7 17ft \Vf77 rrirA 1 7ft7/lft7 

Zl /o-JYlZZ.gZ4j ZoZ4oZ 


im*ooo40? ? ? r 1 *po6 

lVlUUU4UZZZL>.CUO 


PC 168 
Co lOo 


4 lOJ) /U 


7 1 7ft XI O 7 rr-y47 7ft7 1 7Q 
Zl /o.XNUJ.gZ4j_ZoZl /y 


\vf 0004 O? 7 7 13 * nc\ ^ 
MUUU4UZZJ D . kjVj 


PC 1A8 
Co lOo 


41 /Z4U 


7 17ft TVTH7 nrwAI 7ft7747 
Zl /o.lNU /.gZ4^_Z5ZZ4j 


iv/iooo40?77 a -17/17 

JV1UUU4UZZ /A.CU / 


PC 16ft 
Co luo 


4UZU /U 


7 1 7ft XT1 ^ rr-r47 7ft77ft7 
Z 1 /o.iN 10.gZ4.J_ZoZ.5o / 


iv/f 00040? 7 or • ro i 

JVIUUU4UZJUI5.I5U I 


PC 168 
C/O I Do 


4 1 jUjO 


717ft OH7 rr-747 787744 
Zl /o.VyU/.gZ4j ZoZZH-H 


\A 00040? 7 7 C • POQ 


PC 1 f*9. 
CJ loo 


4 1 O / OZ 


717ft HO 1 #yt47 7874^8 
Zl to.VJZ 1 .gZ4J__ZoZ*fOo 


A>iooo40?7^f ,, -no? 

IMUUU4UZ.5 J^.lyUZ 


PC 1A» 

CO lOo 


H-uzu4y 


7178 PH4 rr-747 787107 
Z 1 /o.rU^.gZ^j ZoZiy/ 










ivyrooo7G747 a -pio6 

1V1UUU J V /4 / A.rlUO 


PC 1AO 

ioy 


4Zjoo4 


7184 AH7 <»t47 787^00 
Zlo4.AUj.gZ4j zozoyy 


\vfnoo7G74ft a *p 1 ? 

MUUUjy /4oA.clZ 


PC 1A0 

tio ioy 


4ZZ /oo 


7184 AH^ r*-r47 787771 
Z 1 o4.AUZ>.gZ4j_ZoZ /J> 1 


y / 4yr> . kjVj 


PC 

co ioy 


40770°. 

4uzzyo 


7184 AHft rr-r47 787770 
Zlo4.AUo.gZ4j_ZoZ / /y 


\/i nnn'j 07 ^ of* *POft 
rviuuujy / jui^.ruo 


PC I^O 

co ioy 


'tUjjUO 


7 1 84 A 1 7 rr-r47 787077 
Zlo*t.Al /.gZH-J ZOZ7ZJ 


xyfoon7G7^?r , *r>i i 
jviuuioy /ozi^.ui i 


PC 1£Q 

co ioy 


14UZZ4 


7184 A77 rr-r47 7870O7 
Z lo4.AZZ.gZ4 j ZOjUuj 


MUUUJy / /UL^.rSUo 


PC 1AO 

co ioy 


4Z4 /yj 


7184T371 rr-r47 787088 
Z 1 54. DZ 1 .gZ43_ZoZyoO 


\yfooo7QQ47 a -z^oa 
iviuuujyy £ f /a.viuo 


PC 1AQ 
Co ioy 




7184 P17 t>^47 78707S 


iv>f 0007 qq^ or* • rn^ 


PC l^O 
Co ioy 




7184 Dm o-*47 787670 

Z 1 Ot.L/U 1 .gZ*T D ZO^U / \J 


ivyrooo7QQ*;ftTvr*o^ 


PC 1£Q 
Co ioy 


407H40 
4UZU4y 


7184 niA <*t47 787010 

Z 1 0*r.U 1 0.gZHj ZOZ7lv 


MUUU4UZ lULI.L,Uy 


PC 1AQ 

Co ioy 


474QQ£ 

*tz4yyo 


7 1 84 P 1 7 ot47 78784ft 
z io*r.r iz.gz*io zozoHo 


\>fooo40?4ft a -nno 

JVlUUU4UZ4oA.\j:Uy 


PC 1A0 
co ioy 


4H7Q41 


7178P10o-747 7 87477 
z i / o.x i y.gz*+ j ioztj / 


\vf00040? Q4R • POQ 

JYiuuu^f uzy*f o . cuy 


PC I^Q 
Co ioy 


40770R 
Huzzyo 


7184 074 o^47 787041 


\vfooo4o?G7i3-rj04 
MUUU4UZy /t>.vjU4 


PC 1^0 
co ioy 


477? 14 
4Z jZ 14 


1 1 84 T41 7 c*t47 787070 
zio4.XT.i / .gz*fj zozyju 


Ayf 000/107 1 ftf*»I30Q 

MUUU4U.5 loL^.tSUy 


PC 1A0 

Co ioy 


A(\1 111 
4 U j 111 


7184 104 cr-747 787774 
Z loH . JUH.gZH-j ZOZ / ZH 


MUUU4U3 lyA.cU.5 


PC 1£Q 

co ioy 


477^47 
4ZZJ4Z 


7184 T07 rr-y47 78777? 
Zlo4.JU/.gZ £ f J_ZOZ/ /Z 


Ti>mnn/in7 1 o/"*.i70ft 
MUUU4Ui lyL*.rUo 


PC \ f*Q 

co ioy 


Zojj /O 


7184 HOo-y47 787870 
Z104.J !U.gZ4j_ZoZoZU 


MUUU4U3 1 yJJ .U 1 u 


PC 1AO 

co ioy 


477^74 
4ZJ3J4 


7184 T1 1 r»-r47 7ft?ft76 
Z154.J 1 l.gZ4J_ZOZoOO 


MUUU4U.5ZUA.tSUo 


pc i/io 
co ioy 


4H 1 74» 
4U1 /4o 


7 1 ft4 T1? o-y47 7878S7 
Zlo4.J !Z.gZ4j_ZoZOjZ 


nyfooo/i 07?7U- Ana 
JVIUUU4U J ZZo . AU 5 


PC 1 

Co ioy 


*+zuyjo 


7184 IfO? ot47 787607 


ii /f n o o /i o 7 ? 7 • v o 4 
MUUU4U-5Zjl/.rU4 


PC 1A0 

Co ioy 


4Z3UUO 


7 1 84 1^ 1 7 t»-y47 787860 
Z lo4.J\.l j.gZ*tj ZOZOQ7 


N/fooo4077ftiv ao7 


PC IftQ 
Co ioy 


4077QR 
tuzzyo 


7184101 o^47 787678 


iv>iooo40770Tvr 1 i ? 

JMUUU4UJ jUU.LI^ 


PC 1£Q 

CO lO" 


47 1 R7A 
1 ozo 


71841 10 ot47 787877 


1*40004077°^ *no^ 

1V1UUU4Uj jo\^.JLIUj 


CO 1U7 


7Q6S0Q 


?184M14o747 787887 


A400040747TVRI i 

lvlUUU^TUJ'f / D.D I 1 


PC 16Q 

CO 1U7 


474777 


7 1 84 Nil P747 287872 


M00040363AG07 


ES 169 


403837 


2 1 84.O04.gz43_282729 


M00040364B:E11 


ES 169 


422590 


2184.O07.gz43_282777 


M00042341A:D08 


ES 169 


0 


1 56 l.A04.gz43_3 14441 


M00042341A:H04 


ES 169 


0 


1561.A06.gz43_3 14473 


M00042341D:G11 


ES 169 


0 


1561.A14.gz43_314601 


M00042342A:B04 


ES 169 


0 


1561.A15.gz43_3 14617 


M00042342C:H03 


ES 169 


0 


1561.A18.gz43_3 14665 
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V^lvIlCXX-/ 




V^lUolVvX XX*/ 


J VvU IXVvlXV' vl ~ (U l iv 




M00042342DD03 


ES 169 


o 


1561 A20 ez43 314697 




M00042343AC05 


ES 169 


o 


1561A24bz43 314761 

1 Jvi ,X»Zi" 'O — A * * " A 




M00047343RD05 


ES 169 


o 


1561 R04 ff743 314442 




■^[0004734^^06 


ES 169 


o 


1561 R05 ^743 314458 




M0004734^RF 1 7 

lVluUv/tZ, Jt JO.l XZ. 


ES 169 


o 


1561 R06 a743 314474 




M00047343DF08 


ES 169 


o 

V/ 


1561R09ez43 314522 




M00047 "344R F07 

1VX V V V*tZ «?*T*TX> . A UZ» 


ES 169 


o 

V/ 


1561 R17az43 314650 




M00047344RH1 7 

1YXU WtZ. Jt*tD.ri 1 Z> 


ES 169 


o 


1561B19ez43 314682 




M00047 344D *F03 


ES 169 


o 


1561 C01 ez43 314395 




M00042345AF04 


ES 169 


o 


1561 C03 ez43 314427 




M00047345RA05 


ES 169 


o 


1561 C05 ez43 314459 




M00047^45DR0 1 

lVXV/VV/*TZr.J*T* , X J /. JJV/ x 


ES 169 


o 


1561 CIO ez43 314539 




mooo473450 D04 


ES 169 


o 


1561 C12 ez43 314571 




M00047571 A-F10 


ES 169 


o 


1561C16ez43 314635 




MO004757 i cfi 1 


ES 169 


o 


1561.C19.gz43 314683 




M00047S7 1 n-GOQ 


FS 169 


o 


1561 C22 cz43 314731 


Si 


mooo47577A-aos 


ES 169 


o 


1561C24ez43 314763 






ES 169 


o 


1561D10ez43 314540 


iU 

.-.!=«, 


MY1O0475771TAO8 


ES 169 


o 


1561 Dll ez43 314556 




M0004757'*R-i : T01 


ES 169 


o 


1561 D20 sz43 314700 




M00047573CF08 


ES 169 


o 


1561 D23 ez43 314748 




M00047573CH04 


ES 169 


o 


1561.E02.gz43 314413 




M 00047 S 7 3 r H06 


ES 169 


o 


1561 E03 ez43 314429 




M00047574CC12 


ES 169 


o 


1561.E15.gz43 314621 




M00042574D* A 1 0 


ES 169 


o 


1561.E17.gz43 314653 


y s 


M00047 5 74D • D06 

±VXV/V/v/*TZ fc / Z^X** .XWV/ 


ES 169 


o 


1561.E19.gz43 314685 




M00047575CH07 


ES 169 


o 


1561.F12.gz43 314574 




M00047S75TVF01 


ES 169 


o 


1561 F15 ez43 314622 




M00047S76AF10 

1VXV/VJV/*tZ_7ZV/.T1..Xj X V/ 


ES 169 


o 


1561 F17 ez43 314654 




M00047576AF1 1 


ES 169 


o 


1561.F19.gz43 314686 




x/fooo47576R-r i 7 


ES 169 

XwO 1V/7 


o 


1561F20ez43 314702 




M00047576CR17 


ES 169 


o 


1561.F23.gz43 314750 




M00047576DA02 

1 VX \J \3 \J *T Z -J Z V7 X-/ . xAa/ ^ 


ES 169 


o 


1561.F24.gz43 314766 




M00047576DA05 

iVXV/V/V/*TZ ,rw* -J 


ES 169 


o 


1561.G01.gz43 314399 




M00042526DA07 


ES 169 


o 


1 56 1 G02.gz43_3 144 15 




M00042526DD04 

1 VXV/ \J U7i ~s JLf \J U . V/^ 


ES 169 


o 


1561 .G04.gz43_3 14447 




M00042527BB01 


ES 169 


0 


1561Gll.gz43_314559 




M00042527C:A10 


ES 169 


0 


1561. G14.gz43_3 14607 




M00042527C:F01 


ES 169 


0 


1561. G15.gz43_3 14623 




M00042527D:E05 


ES 169 


0 


156 l.G20.gz43_3 14703 




M00042527D:F12 


ES 169 


0 


1561.G23.gz43_314751 




M00042528C:G06 


ES 169 


0 


1561. H07.gz43_3 14496 




M00042528D:D09 


ES 169 


0 


1561. H09.gz43_3 14528 




M00042528D:H03 


ES 169 


0 


1561. H10.gz43_3 14544 



700 



Table 13 



Cloneiu 


po xjrt 
n*a INO 


dusteriD 


SequenceName 


l\yfA.AAA7S70 A *R1 7 
J\lUUU4Z3ZyA.I51Z 


PTQ 160 

JDO IOy 


u 


1^A1 U11 ewAI '\\ A^QI 
iOOl .rll J.gZ4J_J 143yZ 


jviuuu4Z3zyA.ou / 


F°. 160 


A 

u 


I^AI UK "51AA04 
1 JOl .nl J.gZ4j .5 I40Z4 


TVjfnnnA7 s 7 qpi • fa i 

IVlUUU4Z3ZyD.JDU3 


FQ 160 


A 

u 


1301.rliy.gZ4o_jl40oo 


ivyrnAAA7S7orvnft7 

!VlUUU4Z3ZyL/..LJU / 


F°. 160 

C/O 1U7 


A 

u 


1 ^A 1 TfY> n-rA'X 1 1 zLl 1 7 
130 1 .lUZ.gZ4-> J 144 1 / 


j\iuuu4Z33ui^.riuz 


CC 1AQ 

do ioy 


A 

u 


KA1 Til rr-yA^ 71A^A1 

1301 .11 l.gZ43_J I*tJOI 


Avrnnnvos^nTV AA7 

JYIUUU4Z33ULJ.AUZ 


FQ 160 
si j ioy 


A 

u 


KA1 T19 ^14^77 
130I.lIZ.gZ4J D LtD f f 


]YlUUU4Z33ULJ,rUy 


co iao 

£j IOy 


A 

u 


KA1 11 A etiA'X ^lAAOO 
1301 ,114.gZ4J J 140Uy 


liyfAAA/f o^'jatvui o 
MUUU4Z33ULJ.rilZ 


pc iag 

rio ioy 


n 
u 


i <A1 T17r*TZt'? ^14A^7 
1 JO 1.11/ ,gZ4 J_y 1 40 D / 


IV1UUU4Z33 ILS.LMZ 


F^. 1AQ 


A 

u 


ic^l t^o rt^/t^ ^147^7 
1301 .IZZ.gZ^O jIt/ J / 


iviuuu4Z33 iis.vriz 


F^ I^O 


A 

u 


I JO I .JU 1 .gZ*+j JltHWZ 


MUUU4Z3 3 lU.LrUo 


tZfO ioy 


A 

V 


KA1 TA^ rr-rA'? ^ 1 AAA6 

1 JOl .JUJ.gZ4J j l***tOO 


MUUU4Z33ZA.LJUO 


tio ioy 


A 
U 


KA1 TOO rr-yA^ ^ 1 AS^O 
1 JU I .JUy.gZ*tJ j14jjU 


IV1UUU4Z3 JZA.rlU3 


PQ 1/CQ 

ioy 


A 
U 


KA1 T1A rr-rA'? ^ 1 AA 1 0 
IDOl .J 14.gZ £ f J JIHOIU 


JVI.UUU4Z 3 jju.r 1 1 


PC l/ZQ 

r_/o ioy 


A 
U 


KA1 \(C\1 nrrAI ^lAAIQ 

1 JOl .JVUZ.gZ4J j I*t*t iy 


li X AAA/1 1 ^ 1 1 • 17 A/1 

MUUU4Z333l^.rU4 


pc i/;q 

ioy 


A 
U 


KA1 T/n^ iytAI ^1AAA7 
1 J 0 1 . ISA) J .gZ4 1 440 / 


MUUU4Z333L).t>U3 


pc iz:q 
tio ioy 


A 


ICiCI VAA rt-yA^ ^1AAS^ 
1301.JVU0.gZ43 D l^HOJ 


n^AAA/n^i/i a -f~i 1 a 
lMUUU4Z334A.vrlU 


PC 1£Q 

lio ioy 


A 
U 


1 CA1 VIA rr-rAI 11A611 
1301 . J\.14.gZ**j 3 IM-Ol I 


lVyrnn/v/i o ^ "3 >i t> 'XIAO 
MUUU4Z3j4t>.r>Uo 


PC liCQ 

ioy 


A 
U 


VIA o-yAI ^1A6A1 
1301.JS.I0.gZ43 3 IHOHj 


tvjt aaa/1 o /i u .nn/c 
MUUU4Z334o.L)Uo 


pc i^o 

rSo ioy 


A 
U 


KA1 V17 rt-yA^ ^lAA^O 
1301.IV1 / .gZ43 3 IM-Ojy 


IVlUUU4Z334\^.AUy 


FQ 16Q 

co ioy 


A 
U 


KA1 \C\Q a-rA'X ^1A601 
1301 . J\.iy.gZH , 3 3 1HU7 1 


JVlUUU4Z334^.lj;U4 


F^ 16Q 
dj ioy 


A 
\J 


1SA1 K"7H o-yA^ ^14707 


JV1UUU4Z3 J4LJ.LMU 


pc 1 AO 
xio ioy 


A 

w 


1SA1 o-yAI ^1A7SS 
1 3 0 1 . JVZ3 .gZ*f3 ^3 IH/JJ 


tv >r a a A/i o ^ i ^ n - ETA/1 
MUUU4Z333o.JcU4 


pc i ao 
C/O ioy 


A 
U 


1 SA1 T (YX citAI ^ 1 AA^6 
1301 .JL*U3.gZH-3 3 l t tH-30 


IV1 U U U4 Z j J O U . KJyJ o 


pc 1 AO 

cj ioy 


A 


KA1 T IS otA^ ^146?X 
1301 .J-»13.gZ*t3 3 1HOZO 


iv>f AA^A7S'^A^ , • aha 

JMUUU4Z 3 jO\^ . AUO 


pc 1AO 
no ioy 


A 

u 


1S61 T lAo-yAI ^146A4 


ivvr AAAATsiAr'-tiAi 
lVlUUU4Z33ol^.r5U3 


PC 1A0 

ej ioy 


A 
U 


1SA1 T 1 » ft741 ^14676 
1 3 0 1 . JL» 1 0 .gZ*+3 J 1 HO / O 


\>rnnn/n<n a • A A7 
MUUU4Z33 /A.AU/ 


pc iaq 
ioy 


A 
U 


1SA1 T 77 crrAI ^14740 
1301 .JjZZ.gZI-3 3 14 /H-U 


JVIUUU4Z33 /A.l^lZ 


pc 1A0 

lis ioy 


A 

u 


1S61 Mfll ct^l ^14405 

130 1.1V1U1 .gZH-3 3 IH-HUJ 


\yrAAAA7S"37 a *r^no 

IVIUUU4Z33 /A.VJUy 


PC 1AQ 

co ioy 


A 

u 


1SA1 \AC\A otA'X ^144S^ 

1 JO 1 . IYIU't .gZHO J ItHJJ 


TVyfnnn/IO^'3'7 A -T-JH/l 

MUUU4Z33 /A.riU4 


PQ 1AQ 

Lj ioy 


A 


1SA1 MH^ ct^A^ ^14460 
1301.1VlW3.gZ fi t3 3 14407 


TV M AAA A I^ITD- Am 

MUUU4Z3 J /rS.AU / 


PQ 1AQ 

no ioy 


A 

U 


1SA1 \^H6 rr-yA^ ^lAASS 
1301.1VlU0.gZ*T3 3 14HOJ 


1Y1UUU4Z3 J /d.IJUj 


PQ 1 AO 

ioy 


A 

u 


1SA1 AA01 rr-yA^ ^14S01 


\/f AnnA7s^7f*-r*nA 
JV1UUU4Z33 /l^.L>U4 


PQ 1 AO 

Ed ioy 


A 

u 


1SA1 M10 otA'X ^14S40 


jviuuu4Z3 jyis.uuv 


PQ iao 

iz>>j ioy 


A 

u 


1SA1 XTOA o^A^ t144&6 

I JO 1 .i>(v/0.gZ*TJ D IttOU 


IVyf AAAA7 S lOf^* A HA 
JY1UUU4Z3 jyv>.AU4 


FC1 160 


A 
W 


1 S6 1 T\T07 ar4^ ? 1 4S02 

1 JOl.llU/ .g^*TJ ^J l*TJV-£. 


iv4nnnA7S'*Qr , -FfiS 

1V1UUU4Z J J7 . EU J 


F<s 160 




lS61N08a743 314518 


1V1UUU4Z3 j7l/.nuO 


F<s 16Q 


n 

w 


1561N09ffz43 314534 


M00042539DA04 


ES 169 


0 


1561.N10.gz43_314550 


M00042540A:D11 


ES 169 


0 


1561.N13.gz43_314598 


M00042540A:G11 


ES 169 


0 


1561.N14.gz43_3 14614 


M00042540B:B03 


ES 169 


0 


1561.N16.gz43_3 14646 


M00042540C:A12 


ES 169 


0 


1561.N17.gz43_3 14662 


M00042540D:F12 


ES 169 


0 


156 l.N23.gz43_3 14758 


M00042540D:H02 


ES 169 


0 


156 l.N24.gz43_3 14774 
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CloneiD 


CO fNO 


dusteriD 


SequenceName 


rVlUUU4Z34 1A.DU / 


PC 1AQ 

CO 103/ 


A 

u 


130 1 ,\JU4.gZ43 3 l*f £ f33 


A/fr\f\(\A1^A 1 A -PAA 
MUUU4Z34 1 A.cUO 


Co ioy 


A 

u 


I^AI r\AA n-rA'X ^1AAft7 
1301 .UU0.g243_3 144o / 


JVLUUU4Z34 1 A.OUZ 


PC 1 AO 
Cj ioy 


A 

u 


130 1 .V/U / .gZ43 3 l*t3U3 


nvfAAA/n^/t i ddh^ 
MUUU4Z341Jd.dU3 


CC 1AG 

Co ioy 


n 
u 


I^AI C\f\Q citAI. 71A^^ 
1301 .UUy.gZ43__3 14333 


MUUU4Z34ZA.U1 1 


PC 1 AO 

CO 


A 

u 


1^A1 Ci 1 ft r»rrA^ 7 1 AA7Q 
1301 .U15.gZ43 3 l*tO /y 


hvtaaa/1 7 ^ait> i 
MUUU4Z34ZI5.DU1 


PC 1 AQ 
Co ioy 


A 

u 


I^AI C\1 1 o-yA^ *51A797 
1301 ,\JZ1 .gZ*f3 3 1H /Z / 


TVyfAAA/n^/f ITi./""* 1 1 

MUUU4Z34Zr>.U 1 1 


PC 1AQ 

Co ioy 


A 

u 


1^A1 071 rrvAl ^1A7^Q 
1301.^JZ3.gZ43_3 14/J7 


MUUU4Z34ZJ^cU4 


PC 1 AQ 

co ioy 


A 

u 


I^AI H7A rr-rA^ 1 1 477S 
1301 .VJZ*f .gZH3 31H/ / J 


lvxUUU4Z343D.rilZ 


PC 1AQ 

co ioy 


A 

u 


lJDl.r lo.gZ*r3 J l*tOoU 


ivvfAAnA7^A7f , -FOA 

JYlUUU4Z34.3C.rUO 


PC 1AQ 

CO 1U7 


A 

u 


I^AI P91 ct-z4^ ^14798 


A>rAAA/n</iA A •riA7 
MUUU4Z340A.LJU3 


PC 1AQ 
Co ioy 


AAA ^77 
4403 /Z 


1 JDZ.DU 1 .gZ*T-) / Out 


HjTAAA/1 o </i afvpaa 
MUUU4Z34O1J.CU0 


PC 1 AO 
Co ioy 


AAA^SQ 


1 3 OZ. 1513^2^-3 ZU /77D 


JVlUUU4Z34/rJ.LJl 1 


PC 1 AQ 
Co ioy 


AAA^3 1 
44033 1 


1 ^A7 R77 wz4^ 708140 

130Z.DZZ.gZ < +3 ZUO l*tu 


XyfAAA/l ") C/1 QT3 • AA1 

MuUU4Z34oi>.AUl 


PC 1 AQ 

Co ioy 


A^A£A^ 
430543 


1 ^A7 P19 rr-zA^ 707081 
130Z.l^lZ.gZ*r3 ZU /7O 1 


MUUU4Z34or>.<j;U I 


PC 1 AQ 

Co ioy 


AA7 1 AO 
40Z14y 


1 ^A7 r*1 A avA'k 70801^ 
1 3 OZ . v> 1 £ f-gZt3 ZUOU 1 -> 


MuUu4zj3UA.D1Z 


PC 1 AO 

Co ioy 


AAAA7A 
4400/ 4 


1 ^A7 T^17 rr-rA^ 707087 
130Z.JJlZ.gZ*t3_ZU / 70Z 


A if AAA/1 rrv/^-T T1 A 

MUUU4z>-)UCrilU 


PC 1 AO 

Co ioy 


AA AQ 8 1 
440yo 1 


1 ^A7 nia avA'X 708078 
130Z.L/ lo.gZH3 ZUOU / 0 


MUUU4z3 jZC.UUz 


PC 1 AO 

Co ioy 


AAAO&O 
400Z5U 


1 ^A7 P79 rt-rA^ 70814^ 
130Z.CZZ.gZ*t'3 ZUolHJ 


livffAAA/n<<irV All 

MUUU4Z33Z1J.A1 1 


PC 1AQ 

Co ioy 


AAAOQ 1 

*f 04- uy 1 


1 SA7 F01 cfjAI* 707808 


MUUU4Z334A. CUZ 


PC 1AQ 

cd ioy 


AS1 7»o 

43 1 / oU 


1 ^A7 F04 »t4^ 7078^6 


Avf AAA/n^^/1/~*-PA7 

MUUU4Z334C.CUZ 


PC 1AO 

Co ioy 


AA79A7 
HO / ZOZ 


1 ^A7 F08 crj&X 707070 
ijoz.ruo.gZ4j z-v/ / y £~\J 


» jff\C\(\A *Z ^ /I /"VET AO 

MUU04z334C.ruy 


PC 1AO 

Co ioy 


44 /3y / 


1 ^A7 PI 0 ot4^ 7070S7 
130Z.F lU.gZM-3 ZU /7JZ 


xjtaaa/i i€C/ir\.r , ntt 
MUUU4z304LJ.L.uo 


PC 1AQ 

Co ioy 


£ f033y 4 f 


1 ^A7 PI 7 rr-zA^ 707084 
130Z.T lZ.gZH-3 ZU / 704 


MUUU4Z333A.AU4 


PC 1AQ 

ej ioy 




1 SA7 F1 7 az4^ 708064 


*\>r AAA/1 A .A in 

MUUU4Z3 33 A. A 1 U 


PC 1AO 

cd ioy 


AA71 ^7 
t-H / 13Z 


1 SA7 PI 8 ct-743 708080 
l joz.r lo.gZHj zuouou 


MUUU4Z333J3.r>U / 


PC 1AQ 

Co ioy 


H-0 £ f , yU3 


1 SA7 P70 &t4^ 708 1 1 9 
lJuZ.rZU.gZ4j Zuo 1 iz 


liyfAAA/IK<^TV/"I1 A 

MUUU4Z333LJ.VJ1U 


PC 1AQ 

dj ioy 


AAO^ 1 1 

*Toy3 1 1 


1 ^A7 C\(\*i otAI* 70787^ 

1 jOZ.VJUJ.gZ*Tj LAj / O / J 


liyf AAA/1 A f~l\ 1 

MUUU4Z330A.01Z 


PC 1 AO 

lj ioy 


A^l 7^7 


1 ^A7 C\\ 0 a 7 4^ 7070S3 

1 jOZ.VJlU.gZ*TJ £.\J 1 7JJ 


AyfAAA/IO^^ATJ-T^I 7 

JV1UUU4Z 3 3 Ox5 .U 1 Z 


PC 1A0 
Co ioy 


dftftl 1 0 

*tOO / 17 


1SA7 HI? a^4^ 707085 

Y JOZ.VJ lZ.gZ*t J / ~OJ 


\jfAAA/l7^^A"Q'P1 A 

MUUU4Z330o.clU 


PC 1AQ 
Co ioy 


447 1 74 


15A7 Ol 4 oz4^ 708017 

1 JUZ.UlH.gZtJ Z.V/OU1 / 


li>fAAAA7^^7 A -T^nO 
IV1UUU4Z33 / A.JJUV 


PC 1AQ 
Lj ioy 




1 SA7 HOS a74^ 707874 
ijuz.nuj.gitj £*\j /of* 


\jf AAAA7^<7rvtii 7 
JV1UUU4Z3 3 / D .ri 1 Z 


PC 1AQ 

no ioy 




1 SA7 K1 7 a?4^ 708066 
ijoz.ni / .gz>*t j z,uouuu 


xvfAAA/i'XKtt a *tvi7 
MUUU4Z33oA.JJU3 


PC 1AQ 
cj ioy 


447S 1 7 


1S67 R18 0743 708082 
1 juz.nio.gzHj ^uouoa 


JVlUUU4Z33oA.r 1 1 


PC 160 


tUOjju 


1 567 H70 P741 2081 14 


A yf A A (\A 1 ^ < St T\ ■ U A7 

MUUU4Z33oU.r>U / 


PC 1AQ 
Co ioy 


447^0X 


1 567 TO'? az41 207843 

lJUZ.lUJ.gZtJ Z,V / OtJ 


A vf AAA/1 0 ^ AHD ■ A A 1 
MUUU4Z3oUt>. AU I 


PC 1AQ 
CO 1 07 


two JOU 


1567 T01 07AI 207812 


AyfAAA/f 7^AAQ'/T-1 A 
MUUU4Z3DUJ3 .LJ 1 U 


PC 160 

CO IU7 




1 567 T04 a?43 207860 


M00042561B:E12 


ES 169 


446620 


1562.J21.gz43_208132 


M00042561C:E12 


ES 169 


446621 


1562.J24.gz43_208180 


M00042562C:A07 


ES 169 


457405 


1562.K14.gz43_208021 


M00042563A:F10 


ES 169 


446829 


1562.L02.gz43_207830 


M00042563C:D08 


ES 169 


459536 


1562.L09.gz43_207942 


M00042563C:E02 


ES 169 


446614 


1562.L10.gz43_207958 


M00042563D:D02 


ES 169 


459523 


1562.LU.gz43_207974 
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Table 13 



ClonelD 


ES No 


ClusterlD 


SftnuenreTVame 

O vU Uvllvvl ^1 ul 1 Iv 


M00042563D:D09 


ES 169 


446495 


1562 L 12 ez43 207990 


M00042564AF01 

ITIV v V i***/V ii »*X V X 


ES 169 


461559 


1562L19ez43 208102 


M00042564B:D11 


ES 169 


446495 


1562 L22 ez43 208150 


M00042564D:F10 


ES 169 


456471 


1562.M06.gz43 207895 


M00042565A:G05 


ES 169 


432159 


1562.M10.gz43 207959 


M00042565A:H03 


ES 169 


463487 


1562.M12.gz43 207991 


M00042567C:E02 


ES 169 


446703 


1562N16.gz43_208056 


M00042567C:E07 


ES 169 


460972 


1 562 .N 1 8 ,gz43_208088 


M00042567D:B08 


ES 169 


457783 


1 562 .N2 1 .gz43_208 136 


M00042567D:E12 


ES 169 


460493 


1562.N24.gz43_208 1 84 


M00042568C:E03 


ES 169 


446657 


1562.O14.gz43_208025 


M00042568C:E08 


ES 169 


460766 


1562.0 15 .gz43_20804 1 


M00042569B:G07 


ES 169 


43338 


1562.P03.gz43_207850 


M00042569C:B05 


ES 169 


447346 


1562.P05.gz43_207882 


M00042569DD02 


ES 169 


460190 


1562.P09.gz43 207946 


M00042570A:E08 


ES 169 


460516 


1562.Pll.gz43 207978 


M00042570BF11 


ES 169 


417078 


1562P18ez43 208090 


M00042570CB12 


ES 169 


457842 


1 5 62 .P2 1 .gz43_208 1 3 8 


M00042571CF03 


ES 169 


468783 


1563.A14.gz43 208395 


M00042571DD06 


ES 169 


467057 


1563.A15.gz43 208411 


M00042572BC07 


ES 169 


446302 


1563.A19.gz43 208475 


M000425 72B *E05 


ES 169 


460789 


1563.A20.gz43 208491 


M00042573AD05 


ES 169 


466971 


1 563 .B05 .gz43_208252 


M00042573CD05 


ES 169 


456052 


1563.B14.gz43_208396 


M00042573DA10 


ES 169 


463896 


1563 .B2 1 ,gz43_208508 


M00042574AF05 


ES 169 


446409 


1 563 .B23 .gz43_208540 


M00042574B:A07 


ES 169 


456925 


1563.B24.gz43_208556 


M00042574C:A04 


ES 169 


456920 


1563.C04.gz43_208237 










M00042575A:E01 


ES 170 


467327 


1563.C14.gz43_208397 


M00042575A:E02 


ES 170 


451383 


1563 C15.gz43_208413 


M00042575B:F02 


ES 170 


451382 


1563.C20.gz43_208493 


M00042575D:A1 1 


ES 170 


464275 


1563.D01.gz43_208190 


M00042575D:C05 


ES 170 


447417 


1563.D03.gz43_208222 


M00042576B:D11 


ES 170 


459961 


1563.D12.gz43_208366 


M00042576D:A08 


ES 170 


446213 


1563 D17.gz43_208446 


M00042576D:F01 


ES 170 


446839 


1563.D21.gz43_208510 


M00042577A:A11 


ES 170 


464547 


1563.D23.gz43__208542 


M00042577B:D05 


ES 170 


467051 


1563.E06.gz43_208271 


M00042578A:E08 


ES 170 


447597 


1563.E14.gz43_208399 


M00042579A:B05 


ES 170 


446933 


1563.E22.gz43_208527 


M00042579B:E05 


ES 170 


467644 


1563.F01.gz43_208192 


M00042580C:A03 


ES 170 


463951 


1563.F13.gz43_208384 


M00042691A:D08 


ES 170 


460244 


1563.F19.gz43_208480 
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Table 13 



CIonelD 


ha INo 


ClusterlD 


SequenceName 


M0Uu42691A:CjU4 


T7C 1 TA 

iia 1 /U 


4oZ/o/ 


156i.r21.gz4i_zUo->lz 


a jffAAA/i i^ni /"* . A AC 

MUUU4269 1 C : AU j 


T7C 1 *7A 

iia 1 /U 


4joV5!) 


1 jo3 .LrU4.gz4 J_ZUcSZ4 1 


XjffAAA/l'li^AI n^DA 1 } 

MUUU42o9 1 DlBUi 


PC 1 7ft 
CO 1 /U 


/I ClOQA 

4D /oVU 


1 J O j . KJ\) o . gZ4 J _Z U o 3 U 3 


MUUU4269 1 D. r U J 


Ha 1 /U 


/1/1/C77^ 

44o/ /o 


1 jo3.\jlZ.gZ4j_ZUojoy 


"fcjf AAA/IOiCA''} A •'C 1 1 

MUUU42o9zA.bl I 


rrc 1 7A 
Ha 1 /U 


4o /zy^ 


1 J03.VJl0.gZ43_ZUo4j3 


iv it f\r\r\ a ^ .T?f\A 

M0UU42o92B:rU4 


ire i 7A 
Ha 1 /U 


/I A C A*7 


1 /*V)7 ^v»/f3 7nS^7Q 
1 JoJ.\j2Z.gZ43_ZUo3ZV 


MUUU4zoyjB.LHJj 


1 /U 


440349 


1 1-IAQ 708*^97 
I Oo 3.riuy.gz4 J_ZUOJZZ 


TV A A A A A1 £L A /! T3 . Z 

MUUU4Zoy4B.ljU:) 


PC 1 7ft 
CO 1 /U 


A/1AQ^7 


1 jO j .rl 1 o .gZ4 J_Z00400 


Ayf AAA/17/£Q/t /"*-PA 1 

MUUU4Zoy4l^.rUl 


TTC 17A 

na 1 /U 


^OZUUo 


1^^^ W7^ nvAl 708^46 
I jO O .itZ-> .gZ4 j__Zuo JHO 


X yf A A A yf 7 Q C /"* • U A C 

MUUU4ZoyjC.rUD 


PC 1 7ft 
Ha 1 /U 


H-O 1 / JH 


1 ^/^^ TOO t»^4^ 70X^7^ 


XjTAAA/i7<A«TVP 1 1 

MUUU4ZoyjJLI.iil 1 


T7C 17ft 
Ha 1 /U 


'fOUoo'f 


1 T17 fr-74^ 70R^71 
ljOJ.llZ.gZ4j ZUoj / 1 


\ >fAAA/l 7/£Q<TVI-in 1 

MUUU4Zoyj]J.rlUl 


r?c i 7A 
Ha 1 /U 




1 T14 ct-74^ 70840^ 
1 JOj.114.gZ4 -3 ZUOHWJ 


A/f AAA/1 7/£G7Ti-Pfi/£ 

JVlUUU4Zoy /D.rUo 


PC 1 7ft 
CO 1 /u 


IM" J*fr 


I^A'? Tfil o-rA\ 708 1Q6 

1 JOj.JOI .gZHJ /.VO l^U 


liyTAAA/17/£07TV Afi*2 

MUUU4Zoy /U.AUj 


PQ 17A 
JZ/O I /U 


AJ.7 1 on 


1 SA'? T01 a^4^ 70X778 

1 JO J .J Uj .gZ*TJ /.UOZ,i.O 


» jT AAA/1 HCAQ A • A A 1 

MUUU42oyoA.AU 1 


CC 1 7A 

na 1 /U 


1 zl7^G 


1 SifSX TO^ »t4^ 708760 
1 jO J JUj .gZ4 J zuozou 


A vf AAA/1 KOOr -IJA/C 

MUUU42oy y .riUo 


PC 1 7fi 




1^6^ liTOft <yy4^ 708*^00 
I jOj.lVUo.gZ4j 


\jf AAA/1 T7AAT5./"' 1 7 

JMUUU42 /UUB.CiZ 


PC 1 7H 




1^6^ 1^17 »-741 70817^ 

1 jOj.JVlZ.gZHJ Z.UOJ / J 


Tk >T AAA/1 T7AA/^*. 171 1 

MUUU42 /UUL.r 1 1 


PC 1 7fi 
Ho 1 /U 


/l^ft 1 no 


1^70 <*t4^ 708S01 
130j.lvZU.gZ4 j ZUoJUl 


TV4TAAA/1 T7rtAr*.r i nQ 

MUUU427UUD .LrUo 


PC 1 7fl 


AAftQ70 
*fOoV/V 


1 1^74 n-wA'X 708S6S 
1 jOj.IVZ4.gZ4j ZUojOj 


MUUU427UzB:BU / 


PC 1 70. 

Jia l /U 




l^'* T 70 n-rdl 708S07 
1 jOj..LfZU.gZ4j_ZUojUZ 


M00042702B:uU7 


PC 1 7A 

lia 1 /U 


44 /oZO 


1 T 77 n'wA'X 708^^4 
1 jOj.L#ZZ.gZ4j_ZUoj j4 


M00042702D:HU 1 


PC 1 7A 

ca 1 /U 


/t /CO A/I /I 

4oyy44 


1 \JI(\0 rr-rAI 70871^ 

1 jDj .JVlUZ.gZ4 j ZUoZ 1 j 


Tk jTAAAvl'^*7A/l A 

M0UU427U4A:CU2 


PC 1 7A 

tia 1 /U 


44 /4J 5 


1 AA 1 8 cr-rAI 708471 
ljOj.lYllo.gZ4j ZU04 / 1 


n lAAA^nnc a ."DAT 

M00042705A:B07 


PC 1 7A 

ria I /U 


/l/i^TJA 

40->33V 


1 XTfift ct-rAI 708^ 1 7 
lD0j.XNUo.gZ4j_ZUoj 1Z 


M00042706C:D02 


PC 1 7A 

h,a 1 /U 




Ofi7 rr-rAI 708717 

1 jOJ.UUZ.gZ4j_ZUoZl / 


M000427U7B:CjU5 


PC 1 7A 

lia 1 /U 


/KA07Q 

4juyzv 


i c^^ a citAI 7084H0 

1 jOj.U14.gZ4j_ZUo4Uy 


M00042707C : AU9 


PC 1 7A 

xia 1 /U 


/1/1/iQ77 

44oVZZ 


fiU nvAl 708441 
1 j0j.L!10.gZ4j_ZUo441 


M0UU427U9B.CjUj 


PC 1 7fi 

Ha I /u 


40oyju 


1 ^^4 AOl cttA'X 7Q6SS7 
1 J04./VU1 .gZ4j_ZyOJ JZ 


A K A A A /I T7 A A . T3 A C 

MUUU427U9C:BU5 


PC 1 7fi 

lia l /u 


404V D I 


1 ^£%A AH7 cttA'X 706S68 
lj04.AUZ.gZ4j Z7DJU0 


AvT AAA/1T7 1 A A -/Tl 1 A 

MUU0427 1 UA.CjI U 


PC 1 7fi 

ria 1 / U 


40ZJV0 


1 j04./\Uo .gZ4 j Z7UOO*t 


Ajff AAA/1 T71 AT5-DAQ 

MUUU42 / iUB.BUy 


PC 17fi 

iia i /u 


zl^7Q7^ 


1 S64 A 00 o^4^ 706680 
1 jo t T.x\uy.gz*Tj /.7000U 


Tk jTAAA/ITTI 1 A -CAI 

MUUU42/ 1 lA.rUl 


PC 1 7fl 

iia i /u 


JoV4Zj 


1^64 A70 cttAI 7068S6 
1 J04./\ZU.gZ4j Z7OOJO 


TiA r AAA/l77 1 1 D-XJA/I 

MUUU4Z / 1 1B.X1U4 


PC 17fi 
Iia 1 fyJ 




1S64R01 qt41 7Q6SS1 


\/TAAA/1771 1 f~*>T-1 1 A 

MUUU4Z / 1 ll^.rilU 


PC 17fi 

iia i / u 


44 /UUO 


1 S64 P106 07 Ai, 7Q6611 


\yf AAA/1 771 1 TV Af\1 
JV1UUU4Z / 1 IU.AUj 


PC 17fi 

iia i fvj 




1 S64 R07 0743 796649 


iv>f nn.fi/iT7i l T\nr\A 
wl\)y)\)*+/. / 1 


PC 17fi 
iia i/o 




1 S64 R00 074^ 296681 


l\/f ft.fifi.477 HA .p fifi 
IV1UUU4Z / IZ/V.HUo 


CO 1/1/ 




1564B12ez43 296729 


M00042712BC04 


ES 170 


447429 


1564B16.gz43_296793 


M00042712C:E06 


ES 170 


447649 


1564B19.gz43_296841 


M00042713B:C08 


ES 170 


465785 


1564.C01.gz43_296554 


M00042713B:F03 


ES 170 


447189 


1564.C03.gz43_296586 


M00042713C:A09 


ES 170 


446230 


1564.C04.gz43_296602 


M00042713C:B08 


ES 170 


447268 


1564.C05.gz43_296618 


M00042713D:C06 


ES 170 


465782 


1564C07.gz43_296650 
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ho JNo 


UusterlD 


ScquenceName 


\yioooA77i a a an a 

1MUUU4Z / 1 4 /VljU4 


T7C 1 7fi 

Ho 1 /u 


4jojoU 


1 5 64 . CI 1 .gz43_zvo7 1 4 


\yf0004771 A a -tin^ 
IVIUUU4Z I 14A.I1U3 


cr 1 7fl 

l /u 


44 /Dol 


i CiC/i rn **.~ai iniCTirk 
15o4.C12.gz43_z96730 


MUUU4Z / 1 4D.CU / 


pe. 1 7n 
Ho 1 /U 


44 /4JU 


1 564.C 1 3 .g243_296746 


Avfoon/177 i ^ir-po i 

IVIUUU4Z / 14x5.HU! 


PTC 1 70 

Ho I /U 


44/5ZO 


1 j 64 . C 1 5 .gz43_z9D77o 


MUUU4Z / 14CC1U 


cc 1 7n 

HO 1 /U 


>1^<<70 


1 564 . C 1 9 .g243_2y6o4z 


lVyfOOO/1771 AC-VI 7 
IVIUUU4Z / 14L.r 1Z 


pc 1 7n 

Ed 1 / U 


AAQ1 71 
44V I / 1 


1 jo4.Czl.gz43_ZyDo /4 


\>rnnn/f77i >itvp 1 1 
MUUU4Z / 14U.H1 1 


cc 1 7n 
Ho 1 /U 


43zjU4 


\Z£LA n/l _^./f -J 7QiCQ77 

1 3 64 . Cz4 .gz43_zyoyzz 


\yf OOOA77 1 ^n- a i o 
IV1UUU4Z / IjLI.AIU 


rc 1 7fi 


4 j /o44 


1 564. LI 1 3 .gZ43_zyo /4 / 


\yfoon/i77i ^tvpo7 

JV1UUU4Z / 1 3LI.HUZ 


PC 1 7f| 
Ho 1 /U 


AA&TIA 1 

44o /4 1 


1 564.Lll5.gz43 — Zyo/ /y 


\yfnooA77 1 a a -pog 

JV1UUU4Z/ lOA.rUy 


1 7n 

Ho 1 /U 


440o00 


I Do4 . uzz .gz4 j_zy o&y i 


\yfooo/i77i ^rvf^O/i 

JV1UUU4Z / !OLJ.ljU4 


cc 1 7H 

Ho 1 /u 


ACSi'l'Xn 
4DZ->-5 / 


15o4.nl 1 .gZ43_Zyo / 1 o 


MUUU4Z / 1 /x3.\jrl 1 


PC 1 nr\ 
Ho 1 /U 


4dZcSOj 


1^/^/1 CIO r+*,A1 7QAC/1j1 

1564.Hiy.gZ43_Zyoo44 


\vffnon/i 77 1 0 a *i-fo^ 
JV1UUU4Z / lyA.riUO 


JZfO 1 /U 


43ZO<> / 


15o4.r 1 3 .gz43_Zy O / o 1 


\yfnn04771 orun^ 
JVIUUU4Z / lyi^.ouj 


PC 1 7fl 
Ho 1 /U 




1 ^&A P1Q rrrrAI 70^84^ 

i3o4.r iy.gz4j_zyoo4j 


\yf00047 77 nr* • P07 
IV1UUU4Z /ZUl^.HU3 


PC 1 7fl 
Ho I f\) 


A& \ 1 K 
4D1 1 jj 


1 J04.1JU / .gZ4 J_ZyOO 34 


\vfnnn/i777 1 a 'Cu\n 
JV1UUU4Z /Z 1 A.LrU / 


PC 1 7f| 


44DV04 


1 Z£LA nil rr-wA1 70A7^0 

1564.Lrl3.gz43_Zyo/3U 


IVyf 000/1777 1 DAH/i 
JV1UUU4Z /Zlx>.AU4 


PC 1 id 


440Z3U 


13o4.vfl4.gZ43 Zyo/OO 


\yf0004777 1 n-RH'? 
1V1UUU4Z /ZIU.dUj 


PQ 1 7fl 


43 /yzz 


1 3 04 . VJ i y .gZ43_Zy0o40 


\yfooo4777 1 Tvnoi 

1YIUUU*I-Z /Z ILi.UUl 


PQ 170 


4^0771 


1304.VTZ 1 .gZ43_ZyOo /o 


\yroooA7777 a -nnsi 

1V1UUU4Z / ZZA. VIVO 


P<1 1 70 
CfO 1/1/ 




1304.rlU3.gZ43_Zy03y 1 


lvvf 000A7 7 7 7 r • r^o a 


PC 1 7n 


zi^on^ 1 

4DUU j 1 


1304.xlU3.gZ43 ZyOOZ3 


JV1UUU4Z /ZZD.lslZ 


PQ 1 7A 




1304.rll3.gZ43_Zy0/3 1 


v>rnno4777'5 a nno 


PQ 1 70 


4H-OOU1 


1 ^AA HI ^ nTAI 7Q^78^ 
1304.rTl3.gZ43_Zy0/O3 


\vfnftO/17774 A -1*^07 
1VIUUU4Z / Z4A.OUZ 


PQ 1 70 
1 IK) 


4J J /OO 


1<£4T01 n-rA'X 7OA^A0 
1304.1Ul.gZ43 Zy030U 


\vf000/1777/lTVR04 
JV1UUU4Z /Z4LI.DU4 


PQ 1 70 


AAfSX A < 
44DJ43 


1 ^&A TOO r>rr/n OOA^ftft 

1304.1Uy,gZ43_Zy00oo 


MUUU4Z /Z4L>.riU4 


PC 1 70 
Ho 1 /U 


44 /U4o 


1 ^AA Tl^ rtrr/l'J 70A7^7 

1364.1 1 3. gz43_Zyo/3Z 


\Af\fifiA 777/^U-Pn 1 
MUUU4Z / Z6tS.HU 1 


PC 1 70 


440 /oZ 


1364.1ZU.gZ43_Zyoo04 


iv/fnnn/i777£Tvni 1 

JYIUUU4Z /ZOU.KJL 1 


PC 1 70 


4A7'50fi 

4ozjyo 


1304.JUl.gZ43 Zy0301 




PC 1 70 


40 1 j 10 


1304.lS.U3 .gZ43_ZyOOZO 


\/f 00047770 a *¥-fOft 

JVIUUU4Z /ZyA.rlUo 


PC 1 70 


40ZVOO 


1 ^A4 V'nfi rrrrA'X 70^/^74 

1304.JvUo.gZ43_ZyOO / 4 


liyfonn/i 7770x1 -pi 0 
IVIUUU4Z /zyrJ.r 1U 


PC 1 70 


A&\ 111 
4D1 J 1 J 


1 <&A 1^17 cytA 1 7 0^7^ ft 
1 304 .K 1 Z .gZ43_ZyO / 3 o 


"\>ffinn/i77'20Tvr\oi 
JV1UUU4Z / jUU.UU 1 


PC 1 70 


/17/1QQA 
4Z4WO 


1 ^A/l T O^ citAI 7QAA77 
1304.HU3.gZ43 ZyOOZ / 


\jf000477"57 A • A 1 1 
IV1UUU4Z / JZA.Al I 


PC 170 


*fJJO /y 


1 ^A4 T 1 7 rr-r47 70^770 

1304.Hiz.gz43 zyo/3y 


ivyf n on a 7 7 ^ ^ c • c 0 s 


PC 170 


4.^4X7^ 
*fJ*foZj 


i30M , .iviuo.gz43 zyoo/o 


\yf 00047 t\ 1 n -i^or 

iVlUUU*rZ / JjU.UuO 


PC 170 


4^077^ 


1 *ifxA Ml ^ rr-74^ 7Q^7^f=; 
130H , .lV113.gZT'3 Z7VJ/JO 


1^000477^ a -fW7 

1V1UUU4Z / jjA.UU / 


PC 170 
dO 1 f\J 




1 ^^4 A470 citA'X 7QAft^8 
i30 4 t.ivizu.gz 4 f3 zyoooo 






469766 


lS64M?la74^ 9Q6884 


M00042735B:A06 


ES 170 


403949 


1564.M23.gz43_296916 


M00042735C:G02 


ES 170 


420686 


1564.N05.gz43_296629 


M00042735D:A07 


ES 170 


463824 


1564.N06.gz43_296645 


M00042736A:F03 


ES 170 


447387 


1564.Nll.gz43_296725 


M00042736B:G09 


ES 170 


447813 


1564.N14.gz43_296773 


M00042737A:A07 


ES 170 


463821 


1564.N19.gz43_296853 


M00042737B:C07 


ES 170 


390563 


1564.00 l.gz43_296566 
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ClonelD 


M JNo 


LlusterlD 


ScquenceName 


li Jt flflfkA 1 HI 7D >PA7 
MUUU4Z ID ID.CAJZ. 


no l /u 


A£n\ OA 

4o/ loy 


1 5 64 . UUz .gz43_zy 65 oz 


JVIUUU4Z Id IK^.KA) 1 


EC 1 Hf\ 

Ho 1 /u 


44u /4U 


1 3 64 . UU4 .gz4 J_Zy 66 i 4 


MUUU4Z /j /CJiU3 


Ho l /u 


44 13 /V 


1!>64.UUD .gZ43_Zy663U 


\ yf n n n /i 7 7 "3 7 v\ * n o *\ 


Ho 1 /U 


400014 


1 <.£LA AAQ n ^A 1 OQ/C/CTO 

1364.UUo.gz4J__Zy6o /o 


NyfAnn/iOTJftr^'Wi 7 
MUUU4Z / JoJJ.rllZ 


pc I7n 
Ho I / u 


1 7 

40JZ1 / 


1 364.Uiy.gZ43_Zyoo34 


iYiuuu4Z / jy/\.cuo 


po 1 7f| 
HO 1 / U 


44DZ4Z 


i noA e^'wAi oo/;ft7fi 

13u4.UZU.gZ4J ZyOo/U 


MUUU4Z /jyA.UUZ 


PC 1 70 

Ho 1 fu 


40UU/O 


1 ^£LA m 1 rrrr/l'J 70ASS^ 

1 J64.UZ1 .gZ4J_Zy6ooO 


MUUU4Z /^yA.ou / 


PC 170 
Ho 1 / U 


440VZZ 


1 A77 o 7Q/;q 1 ft 

1 3 64 . uz J .gz4 j_zy oy 1 o 


\yf nnn/i 7 7^ oh ■ Pn£> 


PC 170 
Ho 1 /U 


40 J /OZ 


}<6A DH7 rr-rAI 7QA^8'* 

1 j04.rUZ.gZ4J_Zyojoj 


MUUU4Z /4UA.AU 1 


PC 170 
Ho 1 /u 


4Z) /03O 


1 ^/^j4 DAO e+~*A1 OO^O^ 

l j 04 .r uy .gz4 j_zy ooy j 


MUUU4Z /4ZJD.riUo 


PC 1 70 
Ho 1 IV) 


4DUV4U 


1^71 AAA ^/ll 7HSiA^1 
1j /3.AU6.gZ4o_ZUou3 1 


MUUU4Z /44A.U1 1 


pc 1 70 


4005^4 


ID / J.tJU / .gZ4J_ZUoOOo 


MUUU4Z /43o.rSUo 


PC 1 70 

Ho l /u 


4O40ZZ 


13 1 dXajY ,gZ4J_ZU53 /3 


MUUU4Z /43CH1 1 


PC 1 70 

Ho i / u 


43Zjyy 


13 /3.l_,U3.gZ4J_ZUoOJ / 


MUUU4Z743 D .riU4 


PC 1 7H 
Ho 1 /U 


y| €OAO'5 

43ZUy3 


1 rAO n^AI 7A9^ft^ 

13 /3.L/Uo.gZ4J_zU5oo3 


M0004z747A.CjIz 


PC 1 Hf\ 


4oyi3U 


HT3 ri") /I-J OACAAQ 

13 /i.czz.gz43_zuoyuy 


MUUU4Z /4 /LJ.dU 1 


pc i nc\ 


44 12,y5 


13 /J.IJU 1 .gZ43 ZU53 /4 


MUUU4Z /4 /U.CUo 


pc i nc\ 


44 /4Z 1 


1 ^71 n/Y5 rrrr/1 1 1f\H^QC\ 

13 /J.UUZ.gZ4.5_ZUo3yU 


MUUU4Z /4oU.DUo 


PC 1 7H 


Af*fXY}f\ 

4ooyzu 


13 /J.UlU.gZ4J_ZUo / lo 


MUUU4Z /3ULJ.£lU / 


pc 1 7n 


y|/l TA/I ^ 
\ 44 /o4j 


13 /3.1iU4.gz43_ZUoOZ-5 


MUUU4ZoolCCl 1 


pc i nc\ 


ojyj /z 


1^7^ PK rrrrAT. 7M87QQ 

13 /3-iii3.gz4J__zuo /yy 


M00U42 o »2C :r 06 


PC 1 7A 


£LA"> \ AC 

o4Z14o 


13 fj.r lU.gz43_ZUo /ZU 


MUUU4ZooZC.<jU / 


PC 1 7fl 


40 /ZVJ 


1^7^ PI 7 rrrrAI 7fl87^7 

13 ID .r lZ,gZ43_ZUO /3Z 


MUUU4ZoaZJJ:CU4 


PC 1 7A 

tio 1 /U 


<<:qa 
o4DoyU 


13 iD.r 13.gZ43__ZUooUU 


MUUU4Zoo3A:rU6 


pc 1 7n 


ojy54y 


1^71 P18 7H8848 
13 /J.r 15.gZ43_ZUoo4o 


M0UU4zoo4D.b03 


PC 1 7H 


C54o4o / 


1 <71 nil n-wA1 7n88^^ 
13 / j.Vjl / .gZ43_ZUoo3 J 


\^AAA>ncQ< a -/rino 
MUUU4Zoo3A.LrUy 


PC 17H 


400U0U 


1^77 ri7 1 rr-rAI 708807 
13 /3.VJZ 1 ,gZ4j_ZUoo!/ / 


MUUU4ZooOA.rlU3 


PC 17H 


O0UJO4 


1 ^73 XlCiA cr-rAI 708676 
13 / J.rlU4.gZ43 zuoozo 


MUUU4Z o ooL . r U 1 


PC 17H 
Co 1 / U 




1^77 1-111 n^AI 7087*^8 
13 /3.rll 1 .gZ43 ZUo/jO 


\jfAAA/IOffQJin>C 1 fl 


PC 17H 


04J4 /U 


7H8818 

13 /3.rll0.gZ43_ZUoO 1 o 


AiTAAA/IOOQin. At! 

MUUU4Zo5 /LI .Al 1 


PC 17H 


4»>jyyo 


1^77 1471 rtrrAI 7H8808 

13 /o.rizi.gZ43_zuooyo 


MUUU4ZoooA.rUZ 


PC 1 7H 


OjUZo 1 


1 ^7^ cxtA'X 7H861 1 
13/ D.l\JD .gZ43 ZUoO 1 1 


MUUU4Zc$oyLI- AU 1 


PC 17H 


44 / 1 O 1 


1 ^77 Tfl8 avAl 70860? 


MUUU4Zo<$yLI.AlZ 


PC 1 7H 
Ho 1 /U 


*tO*tZUJ 


1S7^ 110 c»-y4^ 708774 
13 / D.J lU.gZ*tj ZUO 


JV1UUU4Z5VU^.Vj 1 1 


PC 17H 


/H-J4 


1S7^1f01 otA'X ?0kS81 

1J / D . fVU 1 .gZ t r J ZWOJOl 


TijinnnA ocoAn-HA'J 
MUUU4Z<>yUJJ.JJU-3 


PC 1 7H 


^£71 1 
jjO / 1 1 


1 S7^ K'O'? o-y4^ 70861^ 


\/rnon/i78QOTvrios 

]ViUUU4ZoyUlJ.OU3 


PC 170 

IwO I t\J 




1S71 K06 ay41 908661 


M00042891CH01 


ES 170 


486238 


1573 K19.gz43_208869 


M00042892C:E03 


ES 170 


557974 


1573.L09.gz43_208710 


M00042892D:C04 


ES 170 


641890 


1573.L10.gz43_208726 


M00042892D:E06 


ES 170 


650852 


1573 L13.gz43_208774 


M00042892D:H04 


ES 170 


452506 


1573.L14.gz43_208790 


M00042894B:E05 


ES 170 


633946 


1573.M08.gz43_208695 


M00042894D:G05 


ES 170 


651029 


1573.M17.gz43_208839 
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i^ionei d 


Lj INO 


^lustcnu 


SequenceName 






FS 170 


4JJ7U5 


1*S71"M01 nrrAI 708SS4 




\400049806A-n04 

lVlVUUHZ070/\.l-fV*T 


FS 170 


OjU / JO 


1 S71 XI 1 7 cxtA.'X 908760 
1-) / J. IN !Z.gZHO__ZUo /OU 




M00049806 A F03 


FS 170 


4^961 1 


1 S71 All 7 cr-741 908776 
1 J / J .IN 1 j .gZHj ZUO / /O 




M000498Q6A-F00 


FS 170 


ft < 0044 


1S71 ATI 4 r*-r41 7087Q7 
l-> / J. IN iH'.gZHJ ZUO /7Z 




lV/f00049RQ8 AWO^ 


FS 170 


447141 


1 S71 P09 rr^41 90R609 
1 J / J.rUZ.gZ*fj ZUOOUZ 




lV/f00049Q00R*R 1 0 


FS 170 


4^104 


1 S74 AOI fT-^41 9080R7 




M0004?000r , *H1 1 

IYIWUUHZyUUl^.xT.1 1 


FS 170 


470S0^ 


1 S74 A04 c»?41 900001 




M00049001 A-F19 


FS 170 


4477 SO 


1 S74 A 1 1 »t41 9091 1 S 

1*? f^r.JXX 1 .gZH-) Zu7 11J 




M00049001 A H1 1 


FS 170 


J07J Zs X 


1S74A14ar41 909163 




M00042902RG02 


ES 170 


469608 


1574 B04 ez43 209004 




M00049Q09RH01 


ES 170 


470462 


1 574 R05 ff^43 209020 




M00049Q09PF1 1 


FS 170 


447660 


1 S74 R07 ar41 909052 




M00049Q03 A F04 


ES 170 


467710 


1574 R19 P741 209132 




M00049903RC09 


ES 170 


465984 


1574 R15 ff743 209180 




M00049004 A RO 1 


FS 170 


4479 1 9 


1 574 R94 0741 209324 


u 


lV>f00049Q04 A 141 0 


FS 170 


47064 1 


1 574 P03 a^43 908989 

1 J /H.V/vJ.gZ'TJ iy0707 


t 1 


1V/I00049Q0S A • A07 


FS 170 


447 1 47 


1 574 C07 a-743 909053 




lV400049Q0SR-f^03 


FS 170 


60960 


1S74P11 a^43 909117 


3 W 


lVyf00049Q0^Pn08 


FS 170 


4478 1 S 


1 574 fM4 a^43 90Q165 


j; S3, 


1V400049Q06A • A 1 9 


FS 170 


4479 1 8 


1574 PI 7 a^43 90991 3 

1 J / *T. V/ X / ,gZ*+J ZU7Z, X J 


lp: - 1 

firs 


1^10004900^1^* A 1 0 


FS 170 


4S1ft94 


1 S74 FI04 ct-743 900006 


%;? : 


Y/fOOO49Q07A *R1 1 


FS 170 


7JD1 / 


1S74 D14 ct-743 900166 


3 


lV/f00047G07 A -TT01 


V<s 170 


447^09 
*f / OyZ 


1 S74 Fi1 S ct-741 900189 


ii! 


lV>f00047Q07IV All 

jyiuuuh- zyu / u .j\ i i 


F<1 170 


447 1 71 


1 S74 F09 w-741 908075 




lVyf00047G08 A *R01 


F^ 170 


649601 


1 S74 F06 c»^43 900030 




Y/IOO049Q0RR* A 1 1 


F^ 170 


64 1 060 


1 574 F 1 9 ot43 909 1 3 5 


r*"5 


\yI00047008r'- A01 


F^ 170 


640744 


1 574 F 1 8 o*43 90993 1 


3 :: 


lVyfOOO49O08P*ni 9 


F^ 170 


714690 


1 574 F90 0743 909263 




lV/f00049Q08nrM 9 


FS 170 


647086 


1 574 F94 a^43 209327 




lV>rO0O4900QR*f , 04 


FS 170 

XJO X / \J 


647610 


1 574 F07 a^43 209056 




lV/fO0O49000R*HO8 
ivi u u U4 z 7 \j y d . rrv/ o 


FS 170 


6S0108 


1574 F1 9 0743 909136 




M00049Q0QC-F1 0 


ES 170 

XwL7 X / V 


65021S 


1574 F17 az43 209216 




M00049Q09DR1 1 


ES 170 


6S0564 


1574F18ez43 209232 




Mooo499iocno3 


ES 170 


480S08 


1574G04ez43 209009 




M00049910DA09 


ES 170 


466697 


1574G06ffz43 209041 




M00049910DF1 1 


ES 170 


649965 


1574 G08 ez43 209073 




M00049Q 1 1 A* A02 


ES 170 


649810 


1574 Gl 1 ez43 209121 




Ayf00047Q1 1 A-R09 


FS 170 


640000 


1574G19or43 909137 




M00042911A:D04 


ES 170 


641029 


1574.G15.gz43_209185 




M00042911A:H12 


ES 170 


527355 


1574.G18.gz43_209233 




M00042911B:F10 


ES 170 


648855 


1574.G21.gz43_209281 




M00042911B:H08 


ES 170 


644376 


1574.G23.gz43_209313 




M00042911C:D01 


ES 170 


562247 


1574.G24.gz43_209329 




M00042912A:C01 


ES 170 


649965 


1574.H06.gz43_209042 
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M00042912B:F11 


ES 171 


645924 


1 574. HI 1 .gz43_209 1 22 


M00042912D:H08 


ES 171 


645954 


1574.H16.gz43 209202 


M00042912D:H10 


ES 171 


640356 


1574.H17.gz43 209218 


M00042913A:D09 


ES 171 


452989 


1574.H18.gz43 209234 


M00042913B:E10 


ES 171 


639740 


1574.H22.gz43 209298 


M00042914A:B05 


ES 171 


639371 


1574I09.gz43_209091 


M00042914A:H10 


ES 171 


650423 


1574.116.gz43_209203 


M00042914B:H03 


ES 171 


467364 


1574.120.gz43_209267 


M00042914D:B10 


ES 171 


649852 


1574.122.gz43_209299 


M00042915A:E06 


ES 171 


482043 


1574J05.gz43_209028 


M00042915A:G10 


ES 171 


651051 


1574J06.gz43_209044 


M00042915C:E05 


ES 171 


639923 


1574J12.gz43_209140 


M00042915D:A11 


ES 171 


650527 


1574.J15.gz43_209188 


M00042915D:D06 


ES 171 


642151 


1574J17.gz43_209220 


M00042915D:E03 


ES 171 


643940 


1574J18.gz43_209236 


M00054791A:G04 


ES 171 


646404 


1574.J21.gz43_209284 


M00054791B:C09 


ES 171 


446974 


1574.J24.gz43_209332 


M00054792B:A03 


ES 171 


648159 


1574.K18.gz43_209237 


M00054793C:C01 


ES 171 


538237 


1574.L07.gz43_209062 


M00054793C:D11 


ES 171 


413767 


1574.Lll.gz43_209126 


M00054793D:H11 


ES 171 


640306 


1574.L13.gz43_209158 


M00054794BF09 


ES 171 


284269 


1574.L23.gz43__209318 


M00054794C:G11 


ES 171 


450506 


1574.M06.gz43_209047 


M00054794D:D02 


ES 171 


474298 


1574.M09.gz43_209095 


M00054794D:D08 


ES 171 


646568 


1574.M10.gz43_2091 1 1 


M00054795A:A08 


ES 171 


640181 


1 574.M 1 6.gz43_209207 


M00054796B:A01 


ES 171 


639391 


1 574.N04.gz43_2090 1 6 


M00054796B:C08 


ES 171 


641525 


1574.N05.gz43_209032 


M00054797CF03 


ES 171 


644789 


1574.N20.gz43_209272 


M00054797D:F01 


ES 171 


472101 


1 574.00 1 .gz43_208969 


M00054798B:A01 


ES 171 


453572 


1 574.006 .gz43_209049 


M00054798D:A12 


ES 171 


641315 


1574.O15.gz43_209193 


M00054798D:F01 


ES 171 


650773 


1574.O17.gz43_209225 


M00054799C:G11 


ES 171 


641875 


1574.P02.gz43_208986 


M00054799D:H02 


ES 171 


645223 


1574.P05.gz43_209034 


M00054800B:C06 


ES 171 


639787 


1574.P10.gz43_209114 


M00054800B:C11 


ES 171 


513262 


1574.P12.gz43_209146 


M00054800B:E08 


ES 171 


474298 


1574.P15.gz43_209194 


M00054800D:D08 


ES 171 


639901 


1574.P23.gz43_209322 


M00054800D:F08 


ES 171 


513248 


1575.A01.gz43_209339 


M00054911A:C08 


ES 171 


549699 


1575.A05.gz43_209403 


M00054911A:G01 


ES 171 


559776 


1575.A10.gz43_209483 


M00054911A:H06 


ES 171 


528616 


1575.A13.gz43_209531 
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M00054911B:E10 


ES 171 


639992 


1575.A15.gz43 209563 


M00054911D:D03 


ES 171 


41878 


1575.B02.gz43 209356 


M00054912A:H08 


ES 171 


646949 


1575 BOS ez43 209404 


M00054912B:C05 


ES 171 


589098 


1575.B08.gz43 209452 


M00054912C:C01 


ES 171 


641057 


1575.B13.gz43 209532 


M00054912D:F11 


ES 171 


182437 


1575 B19ez43 209628 


M00054912D:G01 


ES 171 


417130 


1575 B20 ez43 209644 


M00054912D:G04 


ES 171 


640230 


1575.B21.gz43 209660 


M00054913A:B12 


ES 171 


377855 


1 5 75 .B24 .gz43_209708 


M00054913C:G03 


ES 171 


451811 


1 575 . C 1 2 .gz43_2095 1 7 


M00054914C:D12 


ES 171 


447246 


1575.D04.gz43_209390 


M00054914D:G07 


ES 171 


467381 


1 5 75 .D09 .gz43_209470 


M00054915A:G03 


ES 171 


413767 


1 575 .D 1 3 .gz43_209534 


M00054915D:B08 


ES 171 


452220 


1 5 75 . D2 1 .gz43_209662 


M00054915D:D05 


ES 171 


646293 


1 5 75 . D22 .gz43_209678 


M00054915D:E07 


ES 171 


468109 


1575.D24.gz43_209710 


M00054916A:A05 


ES 171 


649872 


1575.E02.gz43_209359 


M00054916A:E05 


ES 171 


639256 


1 5 75 .E05 .gz43_209407 


M00054916A:F10 


ES 171 


639394 


1 575 .E06.gz43_209423 


M00054916B:E02 


ES 171 


648664 


1575.Ell.gz43_209503 


M00054916C:C04 


ES 171 


545980 


1575.E13.gz43_209535 


M00054917A:F07 


ES 171 


473854 


1575.E22.gz43_209679 


M00054917B:A05 


ES 171 


648609 


1 5 75 . E23 .gz43_209695 


M00054917B:F01 


ES 171 


649082 


1 575 .F03.gz43_209376 


M00054917C:D03 


ES 171 


643843 


1 5 75 .F08 .gz43_20945 6 


M00054917C:F03 


ES 171 


648532 


1575.F10.gz43_209488 


M00054917D:A03 


ES 171 


647991 


1575.F14.gz43_209552 


M00054917D:A12 


ES 171 


644692 


1 575 .F 1 6.gz43_209584 


M00054917D:D12 


ES 171 


639662 


1 5 75 F 1 8 gz43_2096 1 6 


M00054917D:E05 


ES 171 


639255 


1 575 .F 1 9.gz43_209632 


M00054917D:H02 


ES 171 


648532 


1 5 75 F23 gz43_209696 


M00054918A:D02 


ES 171 


649506 


1575.G02.gz43_209361 


M00054918A:F09 


ES 171 


553100 


1575.G04.gz43_209393 


M00054918B:H01 


ES 171 


449861 


1575.G10.gz43_209489 


M00054918B:H08 


ES 171 


645252 


1575.Gll.gz43_209505 


M00054918D:C03 


ES 171 


456923 


1575.G15.gz43_209569 


M00054918D:C11 


ES 171 


452204 


1575.G16.gz43_209585 


M00054918D:G02 


ES 171 


645252 


1575.G18.gz43__209617 


M00054918D:H09 


ES 171 


468222 


1575.G19.gz43_209633 


M00054919A:H04 


ES 171 


452845 


1575 G24.gz43_209713 


M00054919C:F06 


ES 171 


644556 


1575.H05.gz43_209410 


M00054919D:H12 


ES 171 


642084 


1575.H14.gz43_209554 


M00054920A:A05 


ES 171 


61616 


1575.H16.gz43_209586 


M00054920A:B07 


ES 171 


554010 


1575.H18.gz43_209618 
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M00054920A:C11 


ES 171 


564440 


1575.H22.gz43_209682 


M00054920B:C04 


ES 171 


649933 


1575.103.gz43_209379 


M00054920B:C12 


ES 171 


500337 


1575I05.gz43_209411 


M00054920C:A06 


ES 171 


643843 


1575I10.gz43_209491 


M00054920C:D05 


ES 171 


452707 


1575.112.gz43_209523 


M00054920C:F02 


ES 171 


649555 


1575.115.gz43_209571 


M00055426B:B02 


ES 171 


452986 


1575.J06.gz43_209428 


M00055426C:B12 


ES 171 


447574 


1575J14.gz43_209556 


M00055426C:C10 


ES 171 


649746 


1575.J15.gz43_209572 


M00055426D:F03 


ES 171 


639144 


1575J21.gz43_209668 


M00055427A.F01 


ES 171 


643924 


1575 K05.gz43_209413 


M00055427A:F02 


ES 171 


654723 


1575K06.gz43_209429 


M00055427B:E01 


ES 171 


41141 


1575.K10.gz43_209493 


M00055427B:F06 


ES 171 


640814 


1575.Kll.gz43_209509 


M00055427C:A06 


ES 171 


504568 


1575.K13.gz43_209541 


M00055427C:E12 


ES 171 


630269 


1575.K17.gz43_209605 


M00055427C:F07 


ES 171 


650487 


1575.K18.gz43_209621 


M00055427C:H11 


ES 171 


468783 


1575 K19.gz43_209637 


M00055427D:E05 


ES 171 


456420 


1575 K21.gz43_209669 


M00055428A:C02 


ES 171 


643279 


1575.L01.gz43_209350 


M00055428B:H02 


ES 171 


645347 


1575.L05.gz43_209414 


M00055428C:G06 


ES 171 


243722 


1575.L12.gz43_209526 


M00055428D:G12 


ES 171 


611927 


1575L18.gz43_209622 


M00055429A:H04 


ES 171 


639520 


1575.L22.gz43_209686 


M00055429B:B12 


ES 171 


467989 


1575.M01.gz43_209351 


M00055429B:E12 


ES 171 


446254 


1575.M02.gz43_209367 


M00055429B:G04 


ES 171 


639444 


1575.M03.gz43_209383 


M00055429B:H02 


ES 171 


447254 


1575.M04.gz43_209399 


M00055429D:G07 


ES 171 


584071 


1575Mll.gz43_209511 


M00055430B:E08 


ES 171 


495143 


1575.M16.gz43_209591 


M00055430B:H02 


ES 171 


560700 


1575.M19.gz43_209639 


M00055430C:G11 


ES 171 


452293 


1 575 .M23 .gz43_209703 


M00055430D:F04 


ES 171 


650184 


1575.N0 l.gz43_209352 


M00055431A:E01 


ES 171 


451994 


1575.N05.gz43_209416 


M00055431A:H05 


ES 171 


645344 


1575.N07.gz43_209448 


M00055431B:A01 


ES 171 


570812 


1575.N09.gz43_209480 


M00055431C:H08 


ES 171 


639523 


1575.N15.gz43_209576 


M00055432A:A03 


ES 171 


446495 


1575.N19.gz43_209640 


M00055432A:D05 


ES 171 


639150 


1575.N21.gz43_209672 


M00055432B:B04 


ES 171 


642073 


1575.N23.gz43_209704 


M00055432B:H02 


ES 171 


641542 


1575.O02.gz43_209369 


M00055432C:D12 


ES 171 


447913 


1575.O05.gz43_209417 


M00055432C:F01 


ES 171 


645162 


1575.O07.gz43_209449 


M00055432D:H12 


ES 171 


655551 


1575.O15.gz43_209577 
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f"*lnct-*»t*Tr> 
Vsiusicriu 


S equenccName 


M00055433AR07 


FS 171 

CO 1/1 


644371 

vrttJ / 1 


1^7^ fi 1 fs ctTdTK 70Q5Q7 
Ij/j, KJ l O.^Ztj ZU7J7J 


M00055433AR08 


FS 171 

J-J/O X / X 


44603? 

TTU7JZ 


i«7C ni 7 »^4^ 700600 


M00055433AC07 

1VXV/V/ V/J J*T J JxTL. V>V/Z» 


FC 171 


641075 




M00055433AF04 


FS 171 

X_siJ 1/1 


640 1 05 


1 ^7^ 097 ctv&'X 70Q68Q 
ID /D .UZZ.gZTJ ZU7U07 


M00055433CA1 1 


ES 171 
j— /tj i/i 


638758 

OJO /jo 


1^7<! H74 ct74^ 700771 


M0005 5 43 3 D * A09 


ES 171 


65171 1 


1 S7S P0? a^43 700370 
i j /j.rwz.gZTj ZU7J /u 


M00055433DC07 


ES 171 

1— <kj X / X 


458734 


1 57^ P04 o^41 70040? 


M00055433DF06 

1V1VV/VJJ , T J JlJ\l/ V/vJ 


FS 171 

l~rk? X / 1 


407747 
t-^zzh-z 


1 S7<* P06 ctt4^ 7004^4 


M0005 5434 A • A03 


FS 171 

1—/LJ X / X 


64.7 1 00 

VJ*T / 1 U7 


1 ^7^ P08 ot4^ 700466 


M00055434CR1 1 


FS 171 


65 1070 
UJ i uzu 


1 ^7S PI 8 rrTd^ 700676 
ij/j.rio.gZHj ZU70ZO 


M00055434DR06 


FS 171 

1— <o X / X 


640360 


1 ^7^ P? 1 a-743 700674 
i j / j ,rz i .gz4 j zu70/ t t 


M0005 5434H F09 


FS 171 

X_/k3 1/1 


571 87 

J / Ioj 


1 ^7^ P77 tt-rd^ 7OO6O0 
ij/j.rzz.gZ4j ZU707U 


M00055435R-C00 


FS 171 

1/1 


63Q87Q 

DJ70Z7 


1 ^76 A 04 a-rAI 700771 


M00055435CF12 

±VAv/v/V/ J J*T J »J v-f .Xj 1 Z> 


ES 171 

X_siJ X / X 


640055 


1^76 A08 o-z4^ 70083S 


Mooo55435n*ni i 

IVlVv/v/JjHjJlJ'.VJ 1 I 


FS 171 

1— <k7 X / 1 


630787 


1^76 All c»v4^ 70001 S 


M00055436A F04 


FS 171 

EZitJ 1/1 


676061 

UZOV/O 1 


1 ^7A A 1 S cT-r4^ 700047 


M0005 5436R-R06 


FS 171 

XwkJ) 1/1 


63071 1 

OJ7 /ll 


1 S76 A 1 0 a-rdA 710011 


M00055436RR00 


FS 171 

J-'hj) X / X 


454400 


1 ^76 A 70 o'rAI 710077 

1 J / D./\ZU.gZ*TJ Z 1 \J\JZ, 1 


Mooo554^7n-R06 

IVIUUUj J*tJ /L/.JDUO 


FS 171 

LrJ 1/1 


4660Q7 


H7fi R17 aTd^ 7OO080 

1 J /O.XJ l / .gZ*f J ZU770U 


M0005 5430R-R07 

lYlv/v/v/J J*r J7D.DU / 


FS 171 

XLO 1/1 


640577 


1^76 P71 0747 71004S 


M00055430R-C10 

IVlv/Wv/ J j*t J^D.\_/ 11/ 


FS 171 

X-/kJ 1/1 


4501QQ 


1 S76 P?*? »t47 710077 

1 J / O.V-fZ J-gZHj Z 1 WW / / 


M00055430TVF08 


FS 171 

UO 1/1 


648506 


1S76D11 a-7-43 700886 

1 J IKJ.Uk 1 .gZ*T J ZV7O0U 


mooo55440tvdo7 

lVlv/v/v/ J J *t*t WlJ/ . UUZ 


FS 171 

LZnJ 1/1 


653616 

vjjO ID 


1^76 FOO ot-47 90Q8SS 
l j /o.nwif .gzHj zu7ojj 


M0005 544 1 A *O07 


FS 171 

X_stJ X / X 


640734 

Otv / J*T 


1 S76 F 1 6 o^43 700067 

1 J / U.XJ ID.gZtJ ZU770 / 


M0005 544 1 C H06 


FS 171 

X*tkJ> 1/1 


640730 


1 S76 F03 0743 700760 


M0005 54430*004 


FS 171 

A~fkj) X / X 


640788 


1S76H13&743 700071 

1 J / O.VJ 1 J.gZ*TJ ZV77Z 1 


Mooo55444n-ro5 


FS 171 

X / X 


630750 

OJ" / jW 


1 S76 1403 OT-43 700767 

1 J / D.XXV/J .gZHj Zl7"/tJZ 


M0005 5446R - A 1 7 

1V1V/V/ V/ J JttOD ./A 1 Z. 


FS 171 

M-tiJ 1/1 


484145 

tot l*tj 


1 S76 10S ot43 70070^ 

1 J / vJ.1V/ J.gZ*+ J ZU7 / J 


M0005 5446RD08 


FS 171 

XJrkJ 1/1 


630078 


1 S76 T08 ot43 700843 

1 J / VJ.IV/O.kZtj ZV/70TJ 


M00055450RO07 

IVlv/v/v/ JJt jV/1j).VJV / 


FS 171 

CrU X / X 


576606 


1 S76 T 08 ot43 700846 

1 J /U.LrUO.gZTJ ZU70tO 


M0005545 1 R-nOR 

lVlWUVJ j j*t j 1 D . JL/v/O 


FS 171 

X-/LJ X / X 


446430 


1 S76 MOO ot43 700863 

1 j / U.lVil/i/.gZHj ZU70V)j 


M0005 545 1 R*n 1 7 

IVIUV/V/J J*T J 1 JD. JL/ 1Z 


FS 171 

IvO 1/1 


456175 


1 S76 Ml 0 ot43 7OO870 
i j /o.iviiv/.gz*Tj zi/^o / y 


M00055451CR08 


FS 171 

U/O 1/1 


674440 


1 576 Ml 7 ot-43 700011 

U / O.lVl lZ.gZ*r J ZV/"^ 1 1 


M00055451CF10 

ITIV/WVJ JTJ 1 . U* 1 V/ 


ES 171 


639786 


1S76M14o743 700043 

X J /U.lVllT.eiiTJ A,v77tJ 


M00055453DE12 

1T1UUUJJ~JJ 1-/ . -Lf 1 Zr 


ES 171 


560791 


1576 Oil 07-43 709913 


M00055455BG12 

IVll/vUJ JTJ JJJ.VJ X Z» 


ES 171 


479051 


1576 P24 oz43 210106 

X J / V/ - M. £,*T , f\ ' ^ XV/ X V/V/ 


M00055456A-B03 

uivuujjTJV/n.iJv/j 


ES 171 


559369 


1585 A06 oz43 210283 


M00055456A:F01 


ES 171 


642478 


1585.A10.gz43 210347 


M00055456B:G08 


ES 171 


641645 


1585.A22.gz43_210539 


M00055456C:A10 


ES 171 


466440 


1585.B02.gz43_2 10220 


M00055456C:G04 


ES 171 


484126 


1585.B06.gz43_210284 


M00055456D:E06 


ES 171 


452202 


1585.B13.gz43_210396 


M00055456D:G04 


ES 171 


639932 


1585.B14.gz43_210412 


M00055457D:F09 


ES 171 


650605 


1585.B23.gz43_210556 
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Table 13 



ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00055458B:B04 


ES 171 


648123 


1585.C02.gz43_210221 


M00055458C:G02 


ES 171 


643843 


1585.Cll.gz43_210365 


M00055458D:F04 


ES 171 


640997 


1585.C16.gz43_210445 


M00055459B:A02 


ES 171 


641467 


1585.C22.gz43_210541 


M00055460A:D01 


ES 171 


640662 


1585 D14.gz43_210414 


M00055460B:G06 


ES 171 


598589 


1585.E03.gz43_210239 


M00055460C:C12 


ES 171 


640561 


1585 E06.gz43_210287 


M00055460C:D10 


ES 171 


592346 


1585.E07.gz43_210303 


M00055460C:G09 


ES 171 


592346 


1585.Ell.gz43_210367 


M00055460D:B06 


ES 171 


641066 


1585 E15.gz43_210431 


M00055461A:A06 


ES 171 


643991 


1585.E23.gz43_210559 


M00055461A:H03 


ES 171 


447863 


1585.F03.gz43_210240 


M00055461C:E05 


ES 171 


640792 


1585.F13.gz43_210400 


M00055461D:C09 


ES 171 


607422 


1585.F17.gz43_210464 


M00055462A:A09 


ES 171 


640368 


1 585. F22.gz43_2 10544 










M00055462C:A11 


ES 172 


640400 


1585.G12.gz43_210385 


M00055462C:C03 


ES 172 


598589 


1585.G14.gz43_210417 


M00055462D:H12 


ES 172 


412416 


1585.G22.gz43_2 10545 


M00055463A:A11 


ES 172 


398061 


1585.G23.gz43_210561 


M00055463D:G01 


ES 172 


544461 


1585.H09.gz43_210338 


M00055464B:E06 


ES 172 


640913 


1585.H13.gz43_210402 


M00055464B:E11 


ES 172 


556654 


1585.H14.gz43_210418 


M00055464B:G03 


ES 172 


664711 


1585 .H15.gz43_2 10434 


M00055464D:A04 


ES 172 


661194 


1585 .H19.gz43_2 10498 


M00055464D:F08 


ES 172 


650914 


1585.H22.gz43_2 10546 


M00055465A:C05 


ES 172 


651038 


1585.101.gz43_210211 


M00055465D:F12 


ES 172 


639607 


1585 I13.gz43_210403 


M00055466A:C05 


ES 172 


549611 


1585I15.gz43_210435 


M00055466C:A01 


ES 172 


559343 


1585.123.gz43_210563 


M00055467A:A07 


ES 172 


555820 


1585.J07.gz43_210308 


M00055467D:A01 


ES 172 


559549 


1585 J20.gz43_210516 


M00055467D:C10 


ES 172 


51939 


1585.J22.gz43_210548 


M00055467D:G08 


ES 172 


505933 


1585.J24.gz43_210580 


M00055468A:A05 


ES 172 


646318 


1 585 .K02.gz43_2 1 0229 


M00055468C:B07 


ES 172 


639726 


1585.K16.gz43_210453 


M00055469A:D08 


ES 172 


640068 


1585.K24.gz43_210581 


M00055469B:A06 


ES 172 


553402 


1585.L04.gz43_210262 


M00055469C:F09 


ES 172 


645201 


1585.L12.gz43_210390 


M00055470C:F03 


ES 172 


562067 


1585.M07.gz43_210311 


M00055470D:F12 


ES 172 


640293 


1585.M12.gz43_210391 


M00055491A:H01 


ES 172 


584745 


1585.M17.gz43_210471 


M00055492A:D03 


ES 172 


639136 


1585.N04.gz43_2 10264 


M00055492A:H06 


ES 172 


646303 


1585.N10.gz43_210360 
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Table 13 



ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00055492C:H07 


ES 172 


646318 


1585.N22.gz43_2 10552 


M00055492D:B08 


ES 172 


474821 


1585.N24.gz43_210584 


M00055493C:B06 


ES 172 


556551 


1585.O12.gz43_210393 


M00055493D:B07 


ES 172 


555193 


1585.O14.gz43_210425 


M00055493D:D12 


ES 172 


650353 


1585.O16.gz43_210457 


M00055494A:A06 


ES 172 


645117 


1585.O18.gz43_210489 


M00055494C:G10 


ES 172 


562236 


1585P05.gz43_210282 


M00055494C:G11 


ES 172 


558839 


1585.P06.gz43_210298 


M00055495A:D11 


ES 172 


642415 


1585P12.gz43_210394 


M00055495C:F03 


ES 172 


237288 


1585.P22.gz43_210554 


M00055516B:E11 


ES 172 


552783 


1587.A04.gz43_21 1407 


M00055517A:D09 


ES 172 


650161 


1587.A16.gz43_211599 


M00055517C:H07 


ES 172 


492483 


1587.B02.gz43_211376 


M00055517D.D09 


ES 172 


446984 


1587.B06.gz43_211440 


M00055517D:D11 


ES 172 


290226 


1587.B07.gz43_211456 


M00055519A:C01 


ES 172 


558785 


1587.B23.gz43_211712 


M00055519A:F08 


ES 172 


234606 


1587.C01.gz43_211361 


M00055519A:H01 


ES 172 


644051 


1587.C03.gz43_211393 


M00055520B:D11 


ES 172 


590218 


1587.D04.gz43_211410 


M00055520B:E04 


ES 172 


481220 


1587.D05.gz43_211426 


M00055521C:B08 


ES 172 


597780 


1587.E01.gz43_211363 


M00055521C:B09 


ES 172 


638943 


1587E02.gz43_2 11379 


M00055521C:C08 


ES 172 


639056 


1587.E03.gz43_211395 


M00055521C:D02 


ES 172 


559324 


1587.E04.gz43_211411 


M00055522C:F06 


ES 172 


561202 


1587.F04.gz43_211412 


M00055523C:F05 


ES 172 


551518 


1587.F21.gz43_2 11684 


M00055524B:B08 


ES 172 


640419 


1587.G08.gz43_2 11477 


M00055524B:D11 


ES 172 


648747 


1587.G10.gz43_211509 


M00055528A:E08 


ES 172 


641615 


1587.Jll.gz43_211528 


M00055528D:B02 


ES 172 


645544 


1587.K05.gz43_211433 


M00055528D:H07 


ES 172 


649932 


1587.K13.gz43_211561 


M00055529D:D05 


ES 172 


643723 


1587.L03.gz43_211402 


M00055529D:D11 


ES 172 


646711 


1587.L04.gz43_2 11418 


M00055529D:G03 


ES 172 


555326 


1587.L06.gz43_21 1450 


M00055530A:C07 


ES 172 


649149 


1587.L09.gz43_21 1498 


M00055531B:D10 


ES 172 


639132 


1587.M04.gz43_21 1419 


M00055531B:E05 


ES 172 


650617 


1587.M05.gz43_21 1435 


M00055531C:C04 


ES 172 


644479 


1587.M10.gz43_211515 


M00055531D:E06 


ES 172 


639213 


1587. M13.gz43_21 1563 


M00055532C:G08 


ES 172 


639459 


1587.N03.gz43_2 11404 


M00055532D:A12 


ES 172 


207552 


1587.N04.gz43_2 11420 


M00055533B:B11 


ES 172 


641216 


1587.N15.gz43_211596 


M00O55533D:GO2 


ES 172 


116869 


1587.004 .gz43_2 11421 


M00055534A:E06 


ES 172 


194095 


1587.O05.gz43_211437 
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Table 13 



ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00055535B:A11 


ES 172 


639826 


1587.P03.gz43_2 11406 


M00055535C:A03 


ES 172 


634409 


1587.P07.gz43_211470 


M00055535C:E08 


ES 172 


640072 


1587.P10.gz43_211518 


M00055536B:H11 


ES 172 


649390 


1588.A03.gz43_217281 


M00055536D:D12 


ES 172 


447869 


1588.A07.gz43_217345 


M00055537C:A01 


ES 172 


552001 


1588.All.gz43_211923 


M00055537C:A01 


ES 172 


552001 


1588.All.gz43_2 17409 


M00055537C:E04 


ES 172 


451671 


1588.A15.gz43_217473 


M00055538A:C05 


ES 172 


419706 


1588.A18.gz43_2 12035 


M00055538B:G09 


ES 172 


639461 


1588.A21.gz43_217569 


M00055538C:E04 


ES 172 


642631 


1588.B02.gz43_211780 


M00055538D:D12 


ES 172 


649335 


1588.B06.gz43_211844 


M00055538D:D12 


ES 172 


649335 


1588.B06.gz43_217330 


M00055538D:F12 


ES 172 


640089 


1588.B09.gz43_211892 


M00055538D:H07 


ES 172 


648206 


1588.Bll.gz43_211924 


M00055540D:G11 


ES 172 


403419 


1588.C19.gz43_217539 


M00055541C:D02 


ES 172 


643277 


1588.D05.gz43_211830 


M00055542B:B11 


ES 172 


453606 


1588.D17.gz43_212022 


M00055542B:B11 


ES 172 


453606 


1588.D17.gz43_217508 


M00055542C:B02 


ES 172 


451361 


1588.D21.gz43_217572 


M00055542C:D07 


ES 172 


639114 


1588.D22.gz43_212102 


M00055542C:H05 


ES 172 


641031 


1588.E02.gz43_217269 


M00055543B:A06 


ES 172 


568331 


1588.E15.gz43_211991 


M00055543C:B09 


ES 172 


638917 


1588.E16.gz43_2 17493 


M00055543D:H01 


ES 172 


452342 


1588.F01.gz43_211768 


M00055543D:H03 


ES 172 


639543 


1588.F02.gz43_211784 


M00055544A:A07 


ES 172 


473701 


1588.F03.gz43_211800 


M00055544C:A01 


ES 172 


648748 


1588.F13.gz43_211960 


M00055544C:B07 


ES 172 


562414 


1588.F15.gz43_211992 


M00055545A:C01 


ES 172 


644173 


1588.F23.gz43_2 17606 


M00055545B:A04 


ES 172 


562274 


1588.G03.gz43_211801 


M00055545B:C01 


ES 172 


556867 


1588.G05.gz43_211833 


M00055545C:D09 


ES 172 


639099 


1588.G13.gz43_211961 


M00055545D:B06 


ES 172 


505042 


1588.G16.gz43_2 12009 


M00055545D:C03 


ES 172 


642414 


1588.G17.gz43_217511 


M00055546B:H03 


ES 172 


466092 


1588.H02.gz43_217272 


M00055546C:B01 


ES 172 


562468 


1588.H04.gz43_2 17304 


M00055546C:F11 


ES 172 


32812 


1588.H09.gz43_211898 


M00055547A:H11 


ES 172 


649564 


1588.H18.gz43_217528 


M00055547B:C05 


ES 172 


557983 


1588.H21.gz43_212090 


M00055547B:G09 


ES 172 


648494 


1588.H24.gz43_2 17624 


M00055547C:B01 


ES 172 


448673 


1588.102.gz43_2 11787 


M00055547C:B07 


ES 172 


650982 


1588.104.gz43_2 17305 


M00055547D:G06 


ES 172 


641401 


1588.115.gz43_217481 
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Table 13 



ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00055548A:D07 


ES 172 


529799 


1588I18.gz43_217529 


M00055548A:F04 


ES 172 


449891 


1588.122.gz43_217593 


M00055548B:A03 


ES 172 


638837 


1588.J02.gz43_217274 


M00055548B:C03 


ES 172 


646159 


1588.J06.gz43_2 11852 


M00055548B:G06 


ES 172 


639480 


1588J09.gz43_2 11900 


M00055548B:G06 


ES 172 


639480 


1588.J09.gz43_2 17386 


M00055548C:E05 


ES 172 


512634 


1588J13.gz43_211964 


M00055548C:G09 


ES 172 


639295 


1588.J17.gz43_212028 


M00055549A:B04 


ES 172 


442531 


1588J22.gz43_2 12108 


M00055549C:E10 


ES 172 


639316 


1588.K08.gz43_211885 


M00055549C:E10 


ES 172 


639316 


1588.K08.gz43_217371 


M00055549C:F08 


ES 172 


453768 


1588.K10.gz43_2174O3 


M00055550A:C07 


ES 172 


645365 


1588.K19.gz43_212061 


M00055550C:E07 


ES 172 


450123 


1588.L05.gz43_2 11838 


M00055550C:F03 


ES 172 


645938 


1588.L07.gz43_21 1870 


M00055550D:D02 


ES 172 


457146 


1588.Lll.gz43_2 17420 


M00055551A:A12 


ES 172 


650521 


1588.L18.gz43_2 12046 


M00055551C:C08 


ES 172 


551662 


1588.M07.gz43_217357 


M00055552C:G03 


ES 172 


447379 


1588.M20.gz43_217565 


M00055553A:D08 


ES 172 


406436 


1588.N01.gz43_217262 


M00055553A:F11 


ES 172 


645891 


1588.N02.gz43_211792 


M00055553A:F11 


ES 172 


645891 


1588.N02.gz43_217278 


M0OO55553A:H08 


ES 172 


420702 


1588.N04.gz43_2 11824 


M00055553B:D05 


ES 172 


554789 


1588.N06.gz43_2 17342 


M00055553B:H04 


ES 172 


644242 


1588.N09.gz43_2 11904 


M00055553C:D06 


ES 172 


644723 


1588.Nll.gz43_2 11936 


M00055553C:H12 


ES 172 


641078 


1588.N15.gz43_212000 


M00055553D:C07 


ES 172 


640747 


1588.N16.gz43_212016 


M00055553D:E06 


ES 172 


645781 


1588N18.gz43_217534 


M00055554C:B04 


ES 172 


644012 


1588.O05.gz43_217327 


M00055554D:F01 


ES 172 


377692 


1588.011.gz43_217423 


M00055555D:B05 


ES 172 


639395 


1588.022.gz43_217599 


M00055556A:A04 


ES 172 


646350 


1588.P05.gz43_211842 


M00055556A:E07 


ES 172 


649099 


1588.P06.gz43_211858 


M00055556A:E07 


ES 172 


649099 


1588.P06.gz43_2 17344 


M00055556C:H09 


ES 172 


701221 


1588.P14.gz43_217472 


M00055557A-.A04 


ES 172 


447023 


1588P18.gz43_217536 


M00055557A:C11 


ES 172 


639425 


1588.P21.gz43_212098 


M00055557B:B10 


ES 172 


477064 


1588.P24.gz43_2 17632 


M00055557B:F07 


ES 172 


509798 


1597.A03.gz43_212179 


M00055558B:G11 


ES 172 


637966 


1597A16.gz43_212387 


M00055558D:C08 


ES 172 


460666 


i 1597.A21.gz43_2 12467 


M00055558D:D07 


ES 172 


645913 


1 1597 .A23.gz43_2 12499 


M00055559A:D06 


ES 172 


469731 


1597B06.gz43_2 12228 
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Table 13 



ClonelD 


CO XT« 

bo JNo 


ClusterlU 


SequenceName 


MUUU3 3 3 39 L, : DO / 


r?C 1 70 
Cd 1 /z 


333UZ1 


1 ^07 T> 1 7 e^'wA'X 7 1 7^7 A 
13V /.I3lZ.gZ43_ZlZ3Z4 


JVLUUUj 3 3 OUD . do 


CO 1 70 

DO 1 /Z 


/I7A077 


1 ^07 1 A rr-r/t^ 7 1 770^ 

13V / .1^, lU.gZ43 Z 1ZZV3 


» ifAnnccc/ii a -CAT 
MUUU3 jjo lA.ru/ 


CC 1 77 

do 1 /Z 


04/014 


1 ^Q7 1 7 nr-rAT. 7 1 7/lA£ 
13V/. 1^1 /.gZ43_ZlZ4U3 


M00055561B:Crl2 


CO 1 77 
CO 1 /Z 


04333O 


1 ^Q7 ^74 7 1 7^1 7 

13V /.l^Z4.gZ43_Z!Z31 / 


M0U0555olC.CU/ 


T7C 1 77 
DO 1 /Z 


03 y /ol 


1 ^07 T%f\$ n-rA'X 7 1 77 1 A 
13^ /.J-IU3.gZ43_ZlZZ14 


MUUU333o2r>.lJU3 


CC 1 77 
DO 1 /Z 


C07 1 77 
3VZ 1ZZ 


1 ^07 HI A rr-rd^ 7 1 73 ^51 
13f / .JLI 14.gZ43 Z lZ33o 


a >taaa< ^ ^ /co i> -T-TA7 
MUUU3 3 3 o2B .rlUZ 


CC 1 77 
do 1 /Z 


/17C 1 «7 
4 /3 13Z 


1 ^Q7 ni 7 avAl 7 1 740A 
13y/.L/l / .gZ43_Z 1Z4UO 


\/TAAA4€^/Cir , «Crt') 

MUU0555o2C.rU2 


CO 1 77 
DO 1 /Z 


04U 1 y 3 


1 ^Q7 n77 ct-rAI 71748^ 
13V / .UZZ.gZ43 Z 1Z400 


a ^taaa ^ < < /c 7 t\ • "D A£ 
MUUU333o2LJ..dU0 


T7C 1 77 
Do 1 /Z 


03^U30 


1 SQ7 ar43 9 1 99 1 S 


aa'aaa<<<:^'7 A . A A7 
MUUU3 3 3 O 3 A . AU2 


CC 1 77 
EO 1 /Z 


04U330 


1 SQ7 FOR »t43 7 1 776^ 

13"/ .DUO.gZ fc r3 


a./taaaccc^'S A ./" 1 A3 
MUu0555o3A.LAJ3 


T7C 1 77 
DO 1 /Z 


04 /4j 1 


1 ^07 FHQ cttzI^ 7 1 7770 
13f / .DU7.gZ43 Z 1ZZ / f 


M000555o3A:L)U2 


T7C 1 77 
DO 1 /Z 


/f /I A7^Q 
44V23o 


1 ^Q7 C 1 0 rY-rZl'? 7 1 77CK 
13V / .DlU.gZ43_Z 1ZZ^3 


M00055565A:C08 


rc 1 77 
DO 1 /Z 


/I ^/l Q7^ 
4346Z3 


1 ^07 T71A cx^A*! 7 1 77QA 
13V / .r !U.gZ43_Z 1ZZVO 


ajtaaaccc^c a -171 1 
MU00555o5A.r 1 1 


EC 1 77 
DO 1 /Z 


3333 lo 


1 ^Q7 T7 1 A rrrrAI. 7 1 7307 
13V / .Jr 10.gZ43_Z 1Z3!7Z 


M0005 5 5 65 B : r 04 


bo 172 


3yooo2 


1 <;07 C 1 O 7 1 7A7A 
13V/.r lo.gZ43_Z 1Z4Z4 


M00053365D:u08 


ro 1 TO 

bo 172 


004193 


1 <Q7 /y^AI 7171 
1 3 y / . \ JU3 .gZ43_Z 1 Z 1 o 3 


Ik /fAAACCCf ^ A .T7A1 

M00055566A:b02 


CO 1 77 

bo 1 /2 


/C7Q^Q7 


1 ^07 r^AA rr-r/13 7 1 7733 
13V / .OUO.gZ43_Z 


x jrnnncc c/in A . A A/£ 

M0005 5 5 67 A: A06 


"CO 1 77 
DO 1 /2 


440Z3U 


1 ^Q7 r^73 o-yJ.3 7 1 7^0S 
13V / .OZ3.gZ43 /.Yl*J\JD 


M00055567A:A1 1 


T?C 1 77 
DO 1 /2 


04 /uoy 


1 ^Q7 r^7A n-rAI 7 1 7^7 1 
13V / .O^Z4.gZ43_Z 1Z3Z 1 


M00055567B.U07 


CO 1 77 
bo 1/2 


o4yozy 


1 ^Q7 civA'X 7 1 7707 
13y / .rlU4.gZ43_Z IZ.Z.\J£. 


M00055568A:B04 


EC 1 77 

DO 1 /2 


3303 1 1 


1 ^Q7 1-41 ^ rr-xA3 7 1 737R 
13V /.rll3.gZ43_ZlZ3 /O 


l JAAACCC^O A . r\AC 

M0005 5 5 68 A: D05 


bo 1 /2 


o4o293 


1 ^Q7 141 7 rrrrA3 7 1 7 A 1 0 
13V /.xll / .gZ43_ZlZ41U 


"Ik JTf\f\r\C C C ZT O .T7A^ 

M00055568C:r07 


"CO 1 77 
DO 1 12. 


03o<soy 


1 ^07 H7A crvA'X 7 17^77 
13V / .XlZ4.gZ43_Z 


M00055568C:Ol 1 


CO 1 77 
DO 1 /Z 


A/i 1 son 

0415VU 


1^Q7T01 otJ.3 7171 
13V / ,1U1 .gZ43 ^Z 1Z 133 


M0005 5 5 69 A: CO 8 


CO 177 
DO 1 /Z 


0434oo 


1 ^07 Tl A ct-jA'X 717700 
13y / ,llU.gZ43 


M00055569A:D0 1 


CO 1 77 
DO 1 /2 


03U /4U 


1 ^07 Tl 7 a-rA'X 717331 
137 / .HZ.gZ43 ^Z 1Z33 1 


A f AAACCC^A A . T7A^ 

M00055569A:r0o 


CO 1 77 
DO 1 /2 


044VZ5 


1 ^07 Tl « ot43 7 1 74.77 
13V / .llo.gZ43 / 


A /TAAACCC^nD ./^ 1 A 

M00055569B:Cj10 


CO 1 77 
DO 1/2 


333 1 14 


l<;Q7T7doyA3 717^73 


A JS A A A ^ ^ <C A T\ • A 7 

M0U0555o9D.CU2 


CO 1 77 
DO 1 /Z 


33 It* /3 


1 ^07 TOfi a^43 7199^6 


A yTAAAC £ C TAtl .T7f\^ 

M00055570B:r07 


CO 1 77 
DO 1 /2 


03yU3 1 


1 ^07 T17 ctt43 717339 
137 /.J !Z.gZ43 ZIZjjZ 


A jfAAAC C C TI/^.FAO 

M0005 5 5 7zC : b08 


CO 1 77 
DO 1 /2 


AA1ATX 
44 /4Z3 


1 SQ7 T OS 074.3 9 1 9999 

13V/ .DUj.gZ*TJ Z 1 


XfAAACCCT^ A .131 1 

M00055573A:B1 1 


CO 1 77 
DO 1 /2 


000044 


K07 1 19 oyi^ 717334 

13" / .DlZ.gZ*t3 ZlZjJt 


\/fAAA?5 5T3D.A1 1 

M00U55573B.U1 1 


EC 1 77 
DO 1 /Z 


3oy4o3 


1 S07 T 1 R ar41 9 1 9410 


A jTAAAC CCTOD.CA 1 

M00055573B:b01 


CO 1 77 
DO 1 /2 


3330UZ 


1 S07 T 1 0 oz41 9 1 9446 

13" / .Ll7.gZtJ Z IZttU 


M00055574A:D 12 


CO 1 77 

DO 1 /2 


A/17^77 
04Z3Z / 


1 ^Q7 \400 ctt4.3 9 1 99R7 

13" / .IYlU^.gZ*T3 Z IZZO / 


M00055574A:F12 


CO 1 77 

bo 1 /2 


04Ulo 1 


H07 Mil »74.3 717310 

13" / .1V11 1 .y^crrD Z1ZJ17 


A XAAAC C C*7 A .TV A /I 

M0005 5 5 74B : D04 


CO 1 77 

bo 1 /2 


^^771 ^ 
33 / / 13 


1SQ7M1^Q741 919181 

lJ7 / .iVl 1.3 .y^LrxD Z, 1ZJOJ 


M000S^S74B*F06 


ES 172 


650235 


1597.M17.gz43_212415 


M00055574D:B07 


ES 172 


649431 


1597.M24.gz43_212527 










M00055574D:E02 


ES 173 


649668 


1597.N02.gz43_212176 


M00055575C:B04 


ES 173 


45921 


1597.N14.gz43_212368 


M00055575D:G04 


ES 173 


640956 


1597.N18.gz43_2 12432 


M00055576A:D09 


ES 173 


650593 


1597.N21.gz43_212480 
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Table 13 



ClonelD 


ES No 


ClusterlD 


SequenceName 


M00055576AF07 


ES 173 


649349 


1 597 .N23 .gz43_2 12512 


MOOO^S76DE09 


ES 173 


643162 


1597.012.gz43 212337 


MOOOS5S77AG09 


ES 173 


64085 1 


1597.O20.gz43 212465 


M00055577BF05 


ES 173 


648483 


1597.024.gz43_212529 


M00055577CG02 


ES 173 


639698 


1 597 .P05 .gz43_2 1 2226 


M00055578BD05 


ES 173 


362177 


1597.P12.gz43_212338 




ES 173 


668852 

\-J V/ \J \J *y A* 


1597.P22.gz43_2 12498 


M00055578DE11 


ES 173 


561602 


1597.P24.gz43_2 12530 


M00055579CD04 


ES 173 


641191 


1598.A07.gz43_2 12627 


M00055579DC11 


ES 173 


459521 


1598.All.gz43_212691 


M0005 5 5 79D * G09 


ES 173 


641957 


1598.A13.gz43_212723 


M0005 5 5 8 OB * B08 


ES 173 


641425 


1598.A17.gz43_212787 


M00055581AC02 


ES 173 


640025 


1598.B02.gz43_212548 


M00055581CA01 


ES 173 


648580 


1598.B04.gz43_212580 


M00055581CB08 


ES 173 


647360 


1598.B05.gz43_212596 


M00055582BA06 

LY1.\J\J\J ~J ~J KJ^U . -tVW V7 


ES 173 


648159 


1598.B15.gz43_212756 


M000^5583AA05 


ES 173 


641262 


1598.C05.gz43_212597 


M00055583CA01 


ES 173 


86311 


1598.C18.gz43_212805 


M00055584AG1 1 


ES 173 


641925 


1598.D06.gz43_212614 


M00055584BB01 


ES 173 


639070 


1598.D07.gz43_212630 


M00055585AE12 


ES 173 


651000 


1 598 X>2 1 .gz43_2 1 2854 


MftOOSS^K^RFOl 

lVxV/VV/.J JJ OJU.l v/ X 


ES 173 


415538 


1 598 .E02 .gz43_2 12551 


lVX\/V/v/*7~J-/ O— ' Vs. J. V/w' 


ES 173 


449247 


1598.E06.gz43_212615 


IVluvvJJJOvin.I v/_/ 


ES 173 


639116 


1 598. Ell.gz43_2 12695 


MOOOS S 5 86C • A06 


ES 173 


553087 


1598.E21.gz43_2 12855 


MOOOSSS86DG07 


ES 173 


645707 


1598.F05.gz43_212600 


1V1 v W J J J O 0/\, Vf w J 


ES 173 


639444 


1 5 98 .G05 .gz43_2 1 260 1 


M000^SS88BH1 1 


ES 173 


140909 


1598.Gll.gz43_212697 


MOOOSSS88CG09 

IVIUUV/J JJOOV/.VJw7 


ES 173 


509973 


1598.G15.gz43_212761 




ES 173 


646914 


1598.G21.gz43_212857 


MOOO55589BE08 

1 VX V/ V/ V/ J JJO yLI.XwUO 


ES 173 


644572 


1 598 H03 gz43_2 1 2570 


M000 S S ^ 89B H02 

IVlV/V/V/w' ^/ J vJ 7U.1 tui 


ES 173 


642008 


1598.H04.gz43_212586 


M00055590AB03 


ES 173 


464091 


1598.Hll.gz43_2 12698 


M00055590AE01 


ES 173 


645264 


1598.H15.gz43_212762 


M00055590DG07 


ES 173 


635439 


1598.111.gz43_212699 


M00055591AB08 


ES 173 


641472 


1598I12.gz43_212715 


M00055591DA07 


ES 173 


556868 


1598.J04.gz43_212588 


M00055591D:E08 


ES 173 


512521 


1598J05.gz43_212604 


M00055592B:C10 


ES 173 


641467 


1598.J12.gz43__212716 


M00055593A:F08 


ES 173 


641838 


1598.K09.gz43_212669 


M00055593C:D08 


ES 173 


638941 


1598.K14.gz43_212749 


M00055594B:A01 


ES 173 


446371 


1598.K21.gz43_212861 


M00055594C:B03 


ES 173 


470769 


1598.L04.gz43_212590 


M00055594C:F11 


ES 173 


646590 


1598.L06.gz43_212622 
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F^ Nr» 




Q fVIll f*Tl f»i =k 'WE* Tin 
Owi|UwXXL^l^(CLXXl& 


iv/1 nnn ^ ^ ^ 04n *P07 

lVlUUUJJJ"T'Lr,rU / 


FS 17"? 


4SS864 


1598 L12ffz43 212718 




FS 171 


447272 


1598 M01 ez43 212543 


\a nnn ^ s s o s p • f^ni 


FS 171 




1598M02ff741 212559 




FS 171 


SS4771 


1598 M04 ar41 212591 


aa nnn s ^ s oft a • r 1 o? 


FS 171 


1 44626 


1598M08ez43 212655 


lv^nnns s soft a *F07 


FS 171 


640826 


1598 M10 ez43 212687 


ivyfnnn s s s QftR nni 


F^ 171 

XJk3 X / J 


458979 


1598 M16 ez43 212783 


ivyrnnns s SQ7R -Rn 4 


F<s 171 


461028 


1598N05ez43 212608 


iv/rnnn^ ssQ7TYRns 


F^s 171 


641440 


1598 N09 ez43 212672 




pc 17^ 


564440 


1598Nllez43 212704 


\Annns ssoon-POR 


F^ 171 


640298 


1598N23ez43 212896 




F^l 171 


507188 

V7 / lUU 


1598 O07 ez43 212641 


iv/rnnnssftnnp-r'n? 


F<s 171 


6471 1 2 


1598 017ez43 212801 


Mnnossftonn-Pio? 

ivivvj u J J \J yj \ju .ijv/z. 


ES 173 


515931 


1598.019.gz43 212833 


iv/innn^ftni R*ni 7 


FS 171 


640695 


1598 P05 ez43 212610 




FS 171 


641191 


1598.P07.gz43 212642 


iv*nnn^ftni r n i 


F<J 171 


553925 


1598 P10ez43 212690 


\/fnnn^sftn7 a nn4 


F9 171 


640634 


1598 P20ez43 212850 


M000SSft0?RFM 0 


ES 173 


201904 


1599.A01.gz43 212923 


lVlvUU.7 JDUZD.D 1Z 


F<? 171 


644764 


1599.A03.gz43 212955 


1V1UUU JJDWZL/.VJUO 


f<; i7i 


643906 

KJ^mS 7 \J\J 


1599A15ez43 213147 


\zmnnss£fnTY Ano 


FS 171 


641118 


1599 B0 1 ez43 212924 




F^ 171 


643279 


1599.B09.gz43 213052 


1V1 u U U D D o u*t u . r \J J 


F^ 171 

DO X / -> 


559380 


1599 B10 sz43 213068 


iv/rnnnssftnftA -Ri i 


F^ 171 

XJ/O X / -J 


554833 


1599B19ez43 213212 


KinnnssftOftA-Fno 
iviuuujjouoA.rw7 


FS 171 


461524 


1599.B21.gz43 213244 


\yfnnnssftOftp*FOJ. 
iviuuuj jouov^.ruH- 


F^ 171 


641839 


1599 C09 ez43 213053 


Tv^nnn^ftnftrvpn^ 


F^ 171 

XJ/Lj I/O 


64 1 542 


1599C12ez43 213101 


ivyrnnn^<;ftnar , -Fni 


F^ 171 


641680 


1599D10az43 213070 

X *y y ^y * X-^ X \y « ™* 




FS 171 


607715 


1599.D15.gz43 213150 




F^l 171 

X / J 


460929 


1599 E01 ez43 212927 

x <h/ *y *y • ^^\y x * fj* <i i ^y a# -*- * 


lv/innn^ftntyR-Fi n 


F^ 171 


640930 


1599E03gz43 212959 




FS 171 

XJi3 X / J 


454527 


1599 F02 ez43 212944 

x -y ^y » x vy • j^r * i «y ■ ■ 




ES 173 


639255 


1599.F09.gz43 213056 


x^nnnssfti i PFm 


F<? 171 


551896 


1599.F24.gz43 213296 




ES 171 


645031 


1599.G13.gz43 213121 




ES 173 


640868 


1599.I08.gz43 213043 


M00055615D:C07 


ES 173 


639703 


1599.11 l.gz43_213091 


M00055617A:H12 


ES 173 


641254 


1599.J09.gz43_213060 


M00055619A:C03 


ES 173 


213631 


1599.K12.gz43_213109 


M00055619B:H04 


ES 173 


639480 


1599.K19.gz43_2 13221 


M00055619C:D06 


ES 173 


647518 


1599.K24.gz43_213301 


M00055619C:F07 


ES 173 


640221 


1599.L01.gz43_2 12934 


M00055619D:A04 


ES 173 


640382 


1599.L05.gz43_2 12998 
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EC Vfrt 




OV^UCIlVvClN cUIlC 


iv/fnnoss67onnn5 

IVIUUU J JOZU1V..L/VJ <J 


173 




1599L17ffz43 213190 

X J77.Ij1 / .gZntJ ^ 1 J X ^VJ 


M0005567 1 R-G01 
iviuuu.7»joz i d . vj w j 


F^ 171 

Xjl7 L 1 J 


^61626 


1599 L23 ffz43 213286 


iv/fonnss67iTYG05 

IVi u U U J J o Z -> J-/ . VJ U J 


F^l 171 

XJrO LID 


64106Q 


1 599 N09 &741 2 1 1064 

x ~J y y . Qt^x j ^ x j vjvjt^ 


mooo55678RR07 

IVI v/UU»J JUZOD, XJV / 


FS 171 


607118 

\j\J / 1 JO 


1599P21ez43 213258 


N/fnnnss67QAno8 

IVIUUU J J OZ7A. JL/ UO 


F^l 171 

XJ/kj LID 


647766 

VJ*T / 


1600 A15P741 711511 


iv/fnnoss67QR*GOQ 

1V1UUUJ JUZ7.D.VJV/:7 


F<5 171 


4^S07^ 


1600A22ez43 213643 

X VJV/VJ>^k^>^ VmJ \Jl mJ 


iv/fnnn^6iftRF0Q 

1Y1UUU.7 JUJUD.DU7 


F^ 171 


S61 1 80 

JvJ X X OU 


1600B13ez43 213500 


1V1 U U U J J O J U D . VJU H- 


F^ 171 

X_/l7 LID 


64S004 


1600B15ez43 213532 

X VJVJVJ.JJ X *J ^.XJJJ^r 


TV/f0nftSS617 A*R1 1 

1VIUUU-J JDj^/\.D 1 1 


F^ 171 


559423 


1600B24ez43 213676 


iv/fnnn^6i7n* A06 

IVIUUU J J OJjLU .fWJU 


F<1 17^ 


6407Q9 


1600 C10 ez43 213453 


IV! U U U J J O J J D . /\U 0 


V*s 17^ 


614019 

VJ Jtu X £* 


1600 C21 ez43 213629 


IViUUU Z) 3D j D r> .vjuz 


F<1 17^ 


111148 


1600C24ez43 213677 

X VJV/VJ.V^*»~.^Ai~-J fcUW * 


iMnnfi^6iiTV A07 

1V1UUU.7 jOj jL/.AUZ 


F^l 1 7^ 


64Q717 


1600D04ez43 213358 


JVIUUUj jOJH-I^.v^IU 


F^ 17^ 


4466 SQ 
*t*t vjvj*j y 


1600D21ffz43 213630 

x vjvjvj .u x -r, 


iviuuud d 0 j *f v> . r \jy 


f<; 17^ 


1 6604 1 

X VJVJV/*T X 


1600D21a743 213662 

X VJVJ V/. U .J Z> 1*/V/VJa« 


\/rnnn^6i6 A *t-n 9 

IVl u U U J D O j o/\ . n I z 


F<1 17^ 


6501 80 

VJ-J vj x ovj 


1600E24ez43 213679 


iv4rinn^6i7R- A01 

IVIUUUj JOj / J5./\.U 1 


F^l 171 

CiiJ LID 


647161 

VJ*rZ,-J VJ X 


1600 F24 ez43 213680 

XVJV/V/.X ^ i ,^L£^~ ~J ^ 1 JUUU 


lV/TOftO^ ^617R141 7 
1V1UUU.J JOJ / -D.XllZ, 


F^i 171 


641253 


1600G05ez43 213377 


IV1UUUJ J Oj Oi\.r\ I U 


F^ 171 


554115 


1600G13ez43 213505 




F<s 171 


61QQ14 


1600H02ez43 213330 

X VJV/VJ .X XV/ Zi .^yi-tV V ~J ~J ~J \J 


iVIUUU J JO JOl^ .JDv 1 " 


F^ 171 


646695 

VJ*TVJVJ7 J 


1600H04ez43 213362 




F^ 1 71 


548959 


1600 101 ez43 213315 

X \j\J\J.x\J x t_j " 


^/Tnnn^s6iQTYF0R 

IVIUUU J JDj7L/.ruo 


V<s 171 


640956 

\j"t\jy JVJ 


1600 103 ez43 213347 


1V1UUUJ JOHU/\.vJVJO 


F<s 171 


635965 


1600 107 ez43 213411 


iv/rnnns^64ftR-r , oi 

1V1UUU.J JOH-VJO. v>w 1 


FQ 171 


472129 


1600 109 ez43 213443 


iv/fnon ^ ^ 6 40P • F06 

iVIUUU J J OH-U v^ . CUO 


F^ 171 


557401 


1600 112 ez43 213491 


IVIUUUj JOHUv/.ruJ 


F^ 171 


467381 

*TVJ / -J O X 


1600 113 ez43 213507 


IVIUUU J JO'fUl^.rUo 


F^ 171 


1 51779 


1600 114 ffz43 213523 

X V/ W \J .XX . i, 


IVIUUU D D 0*f 1 A. \_/ 1 Z 


Fvl 171 


567000 


1600 119 ez43 213603 

xvjv/v/.x x y i*-y u uv/j 


IVIUUU J J OHZU ,AvJ 


F^ 171 


551516 

JJJJ X VJ 


1600 J23 ez43 213668 


iv/fnnrK <£4^ a *fn 1 

JV1UUU3304 JA.LU 1 


FQ 171 


45161 5 

HJ lOlJ 


1600 K05 0741 213381 

x vjvjvj . i\.v J .^L^ry J a* x -/ */ o x 


iVIUUU 3jO*t jJ3.HU J 


F^ 1 71 


647746 

VJ*T^i r *rVJ 


1600Kllez43 213477 

X V/V/V/ . X^ X X 'f_t* 1 ' " * * 


IVIUUUD-jOHOv^.vJIU 


F^ 171 


645761 

VJ*T-J^.VJ X 


1600K18ez43 213589 


iv/fnnn^64iTV An*; 

JVIUUUj jD^ jLI.AUj 


F^ 1 71 


656768 

VJJVJ^VJO 


1600K20ez43 213621 


JVIUUUj JOH -5L/.VJI 1 


F«l 171 


561069 

J v 1 VJVJ 


1600K24ez43 213685 


ivyrnnn^s ^644 a -ni o 

IVIUUU J J OH-M- r\ . U I U 


F^ 171 


549124 


1600 L02 ez43 213334 


iv/Tnnn^s644A-ni 7 

IVIUUU J J QH^A. U IZ. 


FS 171 


554722 


1600.L03.gz43 213350 


M00055644B:H12 


ES 173 


379040 


1600.L07.gz43_213414 


M00055645A:C07 


ES 173 


156097 


1600L19.gz43_213606 


M00055646C:B04 


ES 173 


646352 


1600.M13.gz43_213511 


M00055647A:H10 


ES 173 


446621 


1600.M19.gz43_213607 


M00055647B:A05 


ES 173 


641210 


1600.M20.gz43_2 13623 


M00055647C:D02 


ES 173 


639886 


1600.N04.gz43_2 13368 


M00055647D:B11 


ES 173 


467563 


1600Nll.gz43_2 13480 
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ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00055648B:C01 


ES 173 


453441 


1600.N19.gz43_213608 


M00055649A:H07 


ES 173 


640320 


1600.01 l.gz43_2 13481 


M00055649C:F02 


ES 173 


491368 


1600.O16.gz43_213561 


M00055650A:B05 


ES 173 


553285 


1600.O21.gz43_213641 


M00055650C:F12 


ES 173 


640029 


1600.P09.gz43_213450 


M00055651A:D06 


ES 173 


638779 


1600.P16.gz43_213562 


M00055651A:E06 


ES 173 


641702 


1600.P17.gz43_213578 


M00055651B.F08 


ES 173 


458736 


1600.P20.gz43_213626 


M00055651C:E01 


ES 173 


550515 


1600.P24.gz43_213690 


M00055651C:F07 


ES 173 


643513 


1669.A0 1 gz43_260687 


M00055652A:G11 


ES 173 


554510 


1669.A07.gz43_260783 


M00055652B:B11 


ES 173 


618998 


1669.A10.gz43_260831 


M00055652B:F12 


ES 173 


406734 


1669.A12.gz43_260863 


M00055653A:G08 


ES 173 


649631 


1669.A24.gz43_26 1 055 


M00055653B:C03 


ES 173 


647333 


1669.B06.gz43_260768 


M00055653B:E12 


ES 173 


86311 


1669.B09.gz43_260816 


M00055653B:G01 


ES 173 


644971 


1669.B10.gz43_260832 


M00055653B:G11 


ES 173 


640259 


1669.Bll.gz43_260848 


M00055653D:H02 


ES 173 


463312 


1669.B23.gz43_261040 


M00055654A:B07 


ES 173 


462247 


1669.C01.gz43_260689 


M00055654B:G09 


ES 173 


472226 


1669C06.gz43_260769 


M00055654C:A05 


ES 173 


641469 


1669.C08.gz43_260801 


M00055654C:C10 


ES 173 


638971 


1669.C09.gz43_260817 


M00055654C:D03 


ES 173 


556488 


1669.C10.gz43_260833 


M00055654D:F02 


ES 173 


650677 


1669.C 17.gz43_260945 


M00055655A:A09 


ES 173 


642111 


1669.C18.gz43_260961 


M00055655B:B08 


ES 173 


642411 


1669.C22.gz43_261025 


M00055656A:E09 


ES 173 


643804 


1669.Dll.gz43_260850 


M00055657A:B04 


ES 173 


450883 


1669.E08.gz43_260803 


M00055659A:A08 


ES 173 


648773 


1669.Fll.gz43_260852 


M00055659C:B10 


ES 173 


639706 


1669.F21.gz43_261012 


M00055659C:D06 


ES 173 


639674 


1669.F24.gz43_261060 


M00055660A:A06 


ES 173 


452687 


1669.G10.gz43_260837 


M00055660A:C05 


ES 173 


503275 


1669.Gll.gz43_260853 


M00055660A:C08 


ES 173 


643563 


1669.G12.gz43_260869 


M00055660B:H02 


ES 173 


589483 


1669.G17.gz43_260949 


M00055661B:E07 


ES 173 


455778 


1669.H06.gz43_260774 


M00055661C:E11 


ES 173 


658447 


1669H12.gz43_260870 


M00055662B:F11 


ES 173 


447585 


1669.104.gz43_260743 


M00055662C:C11 


ES 173 


523875 


1669.107.gz43_260791 


M00055662C:D05 


ES 173 


645758 


1669.108.gz43_260807 


M00055662C:D12 


ES 173 


641379 


1669.109.gz43_260823 


M00055662C:H06 


ES 173 


446188 


1669.112.gz43_260871 


M00055662D:A09 


ES 173 


639596 


1669.115.gz43_260919 
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ClonelD 


ESNo 


ClusterlD 


SeauenceName 


M00055662D:B07 


ES 173 


639665 


1 669.1 17.gz43_26095 1 


M00055662D:E05 


ES 173 


640018 


1669.120.gz43_260999 


M00055662D:F09 


ES 173 


559575 


1669.121.gz43_261015 


M00055663A:B02 


ES 173 


641091 


1669.122.gz43_261031 


M00055663A:G04 


ES 173 


640261 


1669I24.gz43_261063 


M00055663A:H10 


ES 173 


641658 


1669J01.gz43_260696 


M00055663B:E02 


ES 173 


640078 


1 669. J04.gz43_260744 


M00055663C:D05 


ES 173 


658271 


1669.J07.gz43_260792 


M00055663C:F05 


ES 173 


512521 


1669.J08.gz43 260808 


M00055663D:B05 


ES 173 


643909 


1669.J10.gz43_260840 


M00055664B:G08 


ES 173 


640211 


1669.J16.gz43_260936 


M00055665B:A12 


ES 173 


451906 


1669.K06.gz43_260777 










M00055665B:B10 


ES 174 


465104 


1669.K07.gz43_260793 


M00055665D:F11 


ES 174 


640179 


1669.K18.gz43_260969 


M00055666A:G04 


ES 174 


642078 


1 669.K23 .gz43_26 1 049 


M00055666B:C03 


ES 174 


448484 


1669.L07.gz43_260794 


M00055666B:E06 


ES 174 


640678 


1669.L1 1 gz43_260858 


M00055666C:C11 


ES 174 


639804 


1669.L12.gz43_260874 


M00055666D:D08 


ES 174 


639932 


1669.L16.gz43_260938 


M00055667A:B12 


ES 174 


642332 


1669.L20.gz43_261002 


M00055667A:H10 


ES 174 


456561 


1669.L23.gz43_261050 


M00055667B:C08 


ES 174 


639752 


1 669.M0 1 .gz43_260699 


M00055667C:F07 


ES 174 


646894 


1669.M10.gz43_260843 


M00055667D.B01 


ES 174 


561894 


1669.M12.gz43_260875 


M00055668B:A10 


ES 174 


550999 


1669.M19.gz43_260987 


M00055668B:B07 


ES 174 


557401 


1669.M20.gz43_261003 


M00055668B:D05 


ES 174 


639906 


1669.M2 1 .gz43_26 1 0 1 9 


M00055668C:A04 


ES 174 


642068 


1669.N02.gz43_260716 


M00055668C:F05 


ES 174 


648340 


1669.N05.gz43_260764 


M00055668D:E11 


ES 174 


556750 


1669.N10.gz43_260844 


M00055669B:G02 


ES 174 


648352 


1669.N18.gz43_260972 


M00055669D:B08 


ES 174 


639743 


1669.O02.gz43_260717 


M00055670A:B04 


ES 174 


648352 


1669.007 .gz43_260797 


M00055670D:F02 


ES 174 


641683 


1669.O17.gz43_260957 


M00055671A:H03 


ES 174 


518569 


1669.P01.gz43_260702 


M00055671B:B02 


ES 174 


642230 


1669.P03.gz43_260734 


M00055672D:F06 


ES 174 


640092 


1670.A08.gz43_261183 


M00055673A:E09 


ES 174 


95617 


1670.All.gz43_261231 


M00055673B:A04 


ES 174 


645146 


1670.A16.gz43_261311 


M00055673B:B08 


ES 174 


639469 


1670.A18.gz43_261343 


M00055673D:C01 


ES 174 


639805 


1670B07.gz43_261168 


M00055674A:C11 


ES 174 


651088 


1670.B12.gz43_261248 


M00055674C:E05 


ES 174 


645968 


1670.B21.gz43_261392 
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ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00055675A:G03 


ES 174 


643522 


1670.C06.gz43_261153 


M00055675D:E04 


ES 174 


650673 


1670.C14.gz43_261281 


M00055676B:D05 


ES 174 


446242 


1670.C20.gz43_261377 


M00055676D:H07 


ES 174 


426366 


1670.D05.gz43_261138 


M00055678C:H05 


ES 174 


289328 


1670.D14.gz43_261282 


M00055679B:E03 


ES 174 


642321 


1670.D23.gz43_261426 


M00055680B:D09 


ES 174 


553642 


1670.E15.gz43_261299 


M00055680B:H04 


ES 174 


647427 


1670.E17.gz43_261331 


M00055680C:E01 


ES 174 


493622 


1670.E20.gz43_261379 


M00055681A:F02 


ES 174 


416808 


1670.E24.gz43_261443 


M00055681D:F11 


ES 174 


642502 


1670.F18.gz43_261348 


M00055682A:B07 


ES 174 


637966 


1670.F22.gz43_261412 


M00055682C:D06 


ES 174 


641618 


1670.G09.gz43_261205 


M00055682D:G02 


ES 174 


641902 


1670.G19.gz43_261365 


M00055683B:D10 


ES 174 


640645 


1670.H06.gz43_261158 


M00055683C:A03 


ES 174 


557625 


1670.H10.gz43_261222 


M00055683C:D11 


ES 174 


644699 


1670.H14.gz43_261286 


M00055683C:H11 


ES 174 


553921 


1670.H17.gz43_261334 


M00055684B:D06 


ES 174 


599838 


1670.110.gz43_261223 


M00055684D:A10 


ES 174 


506901 


1670.118.gz43_261351 


M00055685A:E10 


ES 174 


601137 


1670.123 .gz43_26 1431 


M00055685A.F02 


ES 174 


647856 


1670.124.gz43_261447 


M00055685A:F06 


ES 174 


447802 


1670.J02.gz43_261096 


M00055685B:E12 


ES 174 


645909 


1670J06.gz43_261160 


M00055685D:B06 


ES 174 


649558 


1670.J18.gz43_261352 


M00055686B:D03 


ES 174 


641624 


1670.K06.gz43_261161 


M00055686D:E04 


ES 174 


641726 


1670.K12.gz43_261257 


M00055686D:E10 


ES 174 


641728 


1670.K13.gz43_261273 


M00055687C:B04 


ES 174 


554564 


1670.K24.gz43_261449 


M00055687C:B11 


ES 174 


649284 


1670.L01.gz43_261082 


M00055687C:F01 


ES 174 


643594 


1670.L05.gz43_261146 


M00055687C:F07 


ES 174 


639136 


1670.L06.gz43_261 162 


M00055688A:A02 


ES 174 


641287 


1670.L09.gz43_261210 


M00055688A:E04 


ES 174 


649921 


1670.L12.gz43_261258 


M00055689B:F04 


ES 174 


446675 


1670.M05.gz43_261147 


M00055689C:B03 


ES 174 


634122 


1670.M08.gz43_261195 


M00055689C:C03 


ES 174 


634122 


1670.M10.gz43_261227 


M00055689D:G01 


ES 174 


567636 


1670.M18.gz43_261355 


M00055691A:D08 


ES 174 


640826 


1670.M22.gz43_261419 


M00055691B:E07 


ES 174 


640889 


1670.N03.gz43_261116 


M00055691C:E02 


ES 174 


646638 


1670.N06.gz43_261164 


M00055691D:B07 


ES 174 


642644 


1670.Nll.gz43_261244 


M00055691D:E04 


ES 174 


502609 


1670.N13.gz43_261276 


M00055692A:E05 


ES 174 


561920 


1670.N18.gz43_261356 
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Q n f*n r*! 31 ^! si in P 
o tH^UCIl^Cl ^ ax x ic 


Moooss6Q5n-Foi 


FS 174 


64543 1 


1670P12ffz43 261262 




FS 174 

X_/kJ X / *T 


41 141 

*T X X*T X 


1671 Bll ffz43 261616 


M00055700RF10 


FS 174 

1-rkJ X / *T 


553985 

~j -j ~j y \y ^ 


1671 B23 ez43 261808 


M00055701 AR04 


FS 174 


560546 


1671 C12 ez43 261633 




FS 174 


642039 


1671C17ez43 261713 


iv/rooo55707r*noi 


FS 174 


646078 


1671 D09 t?z43 261586 


Tvyfooo55707P*Fi i 


FS 174 


640947 


1671D10ez43 261602 


mooo5570?tvhi o 


ES 174 


605761 

\J\J *J i \J X 


1671 Dll ez43 261618 

J. V / X * X^ X X *f\* T A# vi x x w 


mooo55704AT>oq 


ES 174 


642062 


1671 E08 ez43 261571 


M000557041 : Vf , 04 


ES 174 


551415 


1671 E12 ez43 261635 




ES 174 


471268 


1671 F17 ez43 261716 


M00055705CG01 


ES 174 


641876 


1671.F18.gz43 261732 


M0005 5 706R H 1 2 


ES 174 


463548 


1 67 1 .G 1 0 .gz43_26 1 605 


M00055707AB07 


ES 174 


649429 


1671.G14.gz43 261669 


M000SS707AF07 


ES 174 


468316 


1671.G17.gz43 261717 


M00055707AF1 1 


FS 174 


453006 


1671.G20.gz43 261765 


M00055707RF0? 


ES 174 


640879 


1671.G22.gz43 261797 


iv/fooo5570Qn-fTi n 


ES 174 


417259 


1671.H17.gz43 261718 


M0005571 0RF04 


ES 174 


641700 


1671.H22.gz43 261798 


M0005571 ifitm.r 


FS 174 


561422 


1671. 107 .gz43 261559 


M0005571 1P-A07 


FS 174 


463368 


1671.11 l.gz43 261623 


M0005571 iD Hi? 


ES 174 


558890 

U U -X \J 


1671.I21.gz43 261783 


M0005571 ^CROG 


ES 174 


455552 

^/ 


1671.J08.gz43 261576 


A/10005571 ^PDI 1 


FS 174 


469688 

T^\J 7UU U 


1671J10.gz43 261608 


MY.005571 ^P*F17 


ES 174 


558086 


1671.Jll.gz43 261624 


AA 0005 57 1 FT0 1 


FS 174 


446933 


1671 J12 ez43 261640 


A/10005 57 1 5 A TH 0 


FS 174 


463368 


1671.K08.gz43 261577 


lV/r0005571 ^r**Pi 1 


FS 174 


640534 


1671.K20.gz43 261769 


A/10005 57 1 7 A -P06 


F<s 174 


644325 


1671 L10 ez43 261610 


TV/T0005571 7A-W01 


FS 174 

X_/t3 I /*t 


571888 


1671 L12 ez43 261642 


TV/10005 57 1 7R- AO^ 


FS 174 


451401 


1 67 1 .L 1 4 .gz43_26 1674 


M0005571 7RF04 


ES 174 

XwL7 X / "T 


421826 


1671.L17.gz43_261722 


M0005571 7CR07 


ES 174 


536415 


1 67 1 .L23 .gz43_26 1818 


M00055718AF01 


ES 174 


478192 


1671.M09.gz43_261595 


M0005571 XAH05 


ES 174 

X— >kJ X / "T 


640282 


1671.M10.gz43_261611 


M000 5 5 7 1 8B H 1 1 


ES 174 


465589 


1671.M17.gz43_261723 


M00055719AA06 


ES 174 


646105 


1 67 1 .N09.gz43_26 1 596 


M00055719A:D11 


ES 174 


557710 


1671.N12.gz43_261644 


M00055719A:G04 


ES 174 


645505 


1671.N17.gz43_261724 


M00055719A:G12 


ES 174 


510195 


1671.N18.gz43_261740 


M00055719C:A09 


ES 174 


640282 


1671.N23.gz43_261820 


M00055720B:D06 


ES 174 


645344 


1671.012.gz43_261645 


M00055721A:A07 


ES 174 


466265 


1671O22.gz43_261805 


M00055721B:D08 


ES 174 


642288 


1671.P07.gz43_261566 
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ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00055722A:B05 


ES 174 


492094 


1671P18.gz43_261742 


M00055722A:C04 


ES 174 


600115 


1671.P21.gz43_261790 


M00055722B:A01 


ES 174 


498194 


1672A01.gz43_261841 


M00055722B:G12 


ES 174 


645171 


1672.A06.gz43_261921 


M00055722CE11 


ES 174 


650303 


1672.A12.gz43_262017 


M00055722CF11 


ES 174 


642491 


1672.A13.gz43_262033 


M00055722DA07 


ES 174 


641056 


1672.A14.gz43_262049 


M00055722DB10 


ES 174 


460967 


1672.A17.gz43_262097 


M00055722DE05 


ES 174 


544797 


1672.A19.gz43_262129 


M00055722DG12 


ES 174 


470769 


1672.A23.gz43_262193 


M00055723AB08 


ES 174 


556326 


1672.B03.gz43_261874 


M00055723A:C04 


ES 174 


647688 


1672.B04.gz43_261890 


M00055723AF04 


ES 174 


649360 


1672.B07.gz43_261938 


M00055723BA09 


ES 174 


642078 


1672.Bll.gz43_262002 


M00055723BC03 


ES 174 


642197 


1672.B14.gz43_262050 


M00055723BH08 


ES 174 


46976 


1672.B17.gz43_262098 


M00055723CA08 


ES 174 


648472 


1672.B18.gz43_262114 


M00055723CB02 


ES 174 


489426 


1672.B19.gz43_262130 


M00055723CF09 


ES 174 


503923 


1672.B22.gz43_262178 


M00055723DC04 


ES 174 


522497 


1672.C03.gz43_261875 


M00055723DE05 


ES 174 


649106 


1 672.C06.gz43_26 1 923 


M00055724A:C12 


ES 174 


284586 


1672.C12.gz43_262019 


M00055724AE03 


ES 174 


645018 


1672.C15.gz43_262067 


M0005 5 724 AG08 


ES 174 


504568 


1672.C17.gz43_262099 


M00055724BD04 


ES 174 


467822 


1672.C20.gz43_262147 


M0005 5 724B G03 


ES 174 


642722 


1672.C23.gz43_262195 


MOOO55724BH03 


ES 174 


557221 


1672.D02.gz43_261860 


M0005 5 724D * A02 


ES 174 


559828 


1672.D17.gz43_262100 


M00055725AF12 


ES 174 


641305 


1672.E02.gz43_261861 


M00055725AG07 


ES 174 


557833 


1672.E03.gz43_261877 


M00055725DB02 


ES 174 


522548 


1672.E14.gz43_262053 


MO0O55725DF05 


ES 174 


452212 


1672.E19.gz43_262133 


M00055726CF01 


ES 174 


645004 


1 672.F 16.gz43_262086 


M00055726DH12 

lYlV/VV/*/ a-' / £r\JMS .XXX 


ES 174 


489249 


1672.F24.gz43_262214 


M00055727AG01 


ES 174 


507188 


1 672.G02.gz43_26 1 863 


M00055727BF10 


ES 174 


642535 


1672.G12.gz43_262023 


M00055727CB02 


ES 174 


559776 


1672.G16.gz43_262087 


M00055727D:G01 


ES 174 


641070 


1672.H02.gz43_261864 


M00055727D:H04 


ES 174 


639711 


1672.H04.gz43_261896 


M00055728B:G11 


ES 174 


647060 


1672.H16.gz43_262088 


M00055728C:B08 


ES 174 


455113 


1672.H17.gz43_262104 


M00055728D:F02 


ES 174 


554708 


1672.H22.gz43_262184 


M00055729A:B12 


ES 174 


672032 


1672.102.gz43_261865 


M00055729B:G03 


ES 174 


641101 


1672.112.gz43_262025 
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V_xlV/ilvvXX-/ 




Pliio+prTD 

XXV 


oCL^UvvIlivCl^alllC 


M00055729CD11 


ES 174 


642315 


1 672 T 1 6 a^43 262089 


M0005 5 729C • E02 


ES 174 


477064 


1 672 T 1 7 f*743 262 1 05 

x yj i x.. a x # .g/j*t<y ^.vjZr x vy ^y 


M0005 5 729D * A06 

J.VXV/V/V/*/ mJ 1 4~ S %-J *lV\J\J 


ES 174 


546705 


1672 118 ez43 262121 


M00055729DF05 


ES 174 


644609 


1672 121 ez43 262169 


M00055731 AC03 

I VI Vy Vy Vy / J J. A. v_^v*y 


ES 174 


461583 


1672 J13 ffz43 262042 


M0005573 1 AG05 


FS 174 


640704 

vj*"rv/ / v/*t 


1672J17ffz43 262106 

ivl / £>.J I 1 .g<6*t J vyZ* x vy v/ 


M000^73 1 AH07 


ES 174 


235397 


1672J18ez43 262122 


M0005573 1 CF09 


ES 174 


454383 


1672K06ez43 261931 

x vy / , iy \j vy . cLx-t^r j ^ v/ x ^ »y x 


M0005573 1 C*H07 

1VXV/ \J\J ~J+J / J X V> .X XV/ / 


ES 174 


639458 


1672K08ez43 261963 


MOOO^ S73 1 DR 1 0 


ES 174 

XJO X / *T 


646129 


1672 Kll ez43 262011 

x vy / ^ . x^. xx. i~ *y ^ v/ a> \j x x 


M00055731DE12 


ES 174 


555681 


1672 K13 sz43 262043 


M0005573 1 DF09 

ivxv/v/v/ j *j / ~y x xv. x \J 


ES 174 


640879 


1672 K15 sz43 262075 

X vy / • x x ^y j ~ v/ ^« vy * a^y 


M0005S732AR04 


FS 174 


651085 

v/«y x vy o «y 


1672 K18 ez43 262123 

x vy / a> , x^ x vy . ^ j &<via< i ^ 


M000SS732AC1? 


ES 174 

X^O X / *T 


322255 


1672K19ez43 262139 


M000SS73? AFOQ 


FS 174 

X^O X / *T 


642557 


1672K21ez43 262171 

i vy # ^> .ivL x .k/ i i -y ArV/^c« x # x 


1V/T000 S S 7 3 3 A • 004 


FS 174 
XJ/O x / **r 


642631 

VJ*TZrVJ J X 


1672Lllez43 262012 


tv/Tooos^^rfi i 


FS 174 


504501 


1672L16ez43 262092 

x vy / k x_> x vy ^ ■ r * ^ a* 




FS 174 

1-1 KJ X t *T 


4 1 9443 


1672L17ez43 262108 

X W / ^« • X^ X i m J^ M * ' * - » £t*\j x vy vy 




FS 174 


383609 

J OJ VJV7 !7 


1672L18ez43 262124 


M000SS733C**H12 


FS 174 

X^kJ X / *T 


650397 


1672.L20.gz43 262156 


Mooo55733n-Ri 1 

IVXUvJW JJ / J) J XV . X-> 1 X 


ES 174 


561968 


1672L21ez43 262172 

X V7 / ^* • XJ&« X « jjf * ■ ^y vy a r 


M0005S733DD04 


ES 174 


645151 


1672.L23.gz43 262204 


M000SS733TVH01 

1VXV7V/WJ J / DJLJ.L XV/ X 


ES 174 


416377 


1672.M04.gz43 261901 


moooss734TVA02 


FS 174 


461474 


1672.M16.gz43 262093 


IVxUv/U*/ J / J*tJ-/.J-/U X 


ES 174 


646609 

v/ vy vy \j ~s 


1672.M19.gz43 262141 


M000S*>734DF05 


ES 174 


642376 


1672.M21.gz43 262173 


M000SS734DF 1 0 


ES 174 


645165 


1672.M22.gz43 262189 


Mooo^s734Tvni ? 


FS 174 


558146 


1672 M23 ez43 262205 


M000SS73SAR05 


ES 174 


647669 


1672.N01.gz43 261854 










MOOOSS735IVF1 1 


ES 175 


642111 


1672.N10.gz43 261998 


Moooss73Sf , i r T08 


ES 175 

X^O X / *J 


648667 


1672.N14.gz43 262062 


MOOO^S735D*C01 


ES 175 


502826 


1672.N18.gz43 262126 


iv/toooss73stvfio 


FS 175 

l—t\J X / -/ 


556336 

^^/u<y.yi/ 


1672.N19.gz43 262142 


1V/T000SS736AR1 1 


FS 175 


648265 

vy u^i\y<y 


1672.N23.gz43 262206 


moooss736r*po8 


ES 175 


643897 


1672.O04.gz43 261903 


M000SS736CT)06 


ES 175 


466434 


1672.O09.gz43 261983 


M00055736D:D11 


ES 175 


642263 


1672.O15.gz43_262079 


M00055737B:A03 


ES 175 


640266 


1672.O20.gz43_262159 


M00055738B:H1 1 


ES 175 


100821 


1672.P13.gz43_262048 


M00055738C:A12 


ES 175 


647556 


1672.P14.gz43_262064 


M00055738C:C02 


ES 175 


647906 


1672.P15.gz43_262080 


M00055738D:G08 


ES 175 


645085 


1672.P20.gz43_262160 


M00055739A:B02 


ES 175 


550049 


1672.P21.gz43_262176 
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FS No 


Pin Pterin 


S en i i en ceNam e 


M00ft^S73QAR04 


ES 175 


608540 


1672.P22.gz43 262192 


M00055739AC09 


ES 175 


558301 


1681.A01.gz43 296936 


MOftOSS73QR*R06 

IVAV/WV/./*/ / J7JJ.1JUU 


ES 175 


468613 


1681.A03.gz43 296968 


MOOOSS739RD09 


ES 175 


644836 


1681.A04.gz43 296984 


MnftnSS73QRFT08 


ES 175 


568467 


1681.A08.gz43 297048 


IVlV/V/VJ-/ J 1 DZ?\^/.VJ 1 1 


ES 175 


648481 


1681.A10.gz43 297080 


1YXV/WV/.7-/ / J7i/.LI1^ 


ES 175 


644684 


168LA13.gz43_297128 


MOOOSS739DC03 

IVXV/vIV/^/ — ' / >J 7M-J.\^f\J-J 


ES 175 


463815 


168 1 .A14.gz43_297144 


M000 5 5 73 9D • E04 


ES 175 


644919 


1681.A16.gz43_297176 


M000^740AR03 

IVXV/v/V/-/*/ / *TV/^*.X-*\/-/ 


ES 175 


462245 


1681.A19.gz43_297224 


M000^5740RC06 

1YXV/V/V/.J ~J / XJ . V> WW 


ES 175 


643142 


1681.A21.gz43_297256 


M00055740BF09 


ES 175 


463824 


1681.A24.gz43_297304 


M000 5 S 740C • A07 

ivxv/V/V/— '-J / tvV/.riv/ # 


ES 175 


648905 


1681.B03.gz43_296969 


MOftOS S740CF06 


ES 175 


644937 


1 68 1 .B04.gz43_296985 




ES 175 


150839 


168 1 .B10.gz43_29708 1 


M000SS741 AD09 


ES 175 


640504 


1 68 1 B 1 3 .gz43_297 129 


MOOOS S74 1 1 7 


ES 175 


640997 


1681.B15.gz43_297161 


\/fnnnss74iP- aoo 


ES 175 

X*rhJ X / */ 


526459 


1 68 1 . B 1 8 .gz43_297209 


MflOO S ^ 74 ID H0 1 


ES 175 


548920 


1 68 1 .CO 1 ,gz43_29693 8 


IVlV/V/WJ J / HZ.JJ.1J.V/VJ 


ES 175 


645147 


1681.C08.gz43_297050 


MOOOSS749C-A07 


ES 175 


640306 


1681.C10.gz43_297082 


MOOfi S S 742C * CO 1 


ES 175 


419479 


1681.Cll.gz43_297098 


MOOftS S747DH03 

IVXV/V/V/.-'.-' / *T^A J /.A XV/ »7 


ES 175 


413621 


1681.C16.gz43_297178 


MOOOSS743RF0 1 


ES 175 


389377 


1 68 1 .C24.gz43_297306 


Mft0ftSS743CC01 


ES 175 


508755 


1681.D02.gz43_296955 


M000SS743PD1 7 


ES 175 


463951 


1681.D05.gz43_297003 


MOOOSS743DD04 

IVXV/VfV/JJ / ^JL/,Jl/U^ 


ES 175 


649427 


1681.D09.gz43_297067 


MOOOS^743TYF07 


ES 175 


448703 


1681.D10.gz43_297083 


MO0OSS744AR04 


ES 175 


642263 


168LD15.gz43_297163 


MOOOSS744RR02 


ES 175 


640017 


1 68 1 .D 1 9 .gz43_297227 


M000 S S 744R • COB 


ES 175 


218416 


1 68 1 .D20.gz43_297243 


M00055744C D02 

1VXV/V/V/-/^ /T"TV^.XW.t. 


ES 175 


642644 


1681.E02.gz43_296956 


M00055744DA1 1 

1TAV/V/V/ / 1 1 JLr . ■/ &. X X 


ES 175 


447936 


1681.E08.gz43_297052 


M00055744DF03 

1VXV/V/V/*/*/ / ? T . X Vr«/ 


ES 175 


645000 


1681.Ell.gz43_297100 


M000S 5 74S A H02 

IVXV/V/V/J^ / '^v.* 1UI< 


ES 175 


453726 


1681.E19.gz43_297228 


MOOOSS745RH02 

1VXV/V/V/*/*/ / *T«/ JJ,X xv/^. 


ES 175 


470667 


1681.E23.gz43_297292 


MO0OS^74SCA06 


ES 175 


468959 


1681.E24.gz43_297308 


M00055745C:G06 


ES 175 


552085 


1681.F03.gz43_296973 


M00055745D:F11 


ES 175 


556654 


1681.F09.gz43_297069 


M00055746A:C09 


ES 175 


644053 


1681.F10.gz43_297085 


M00055746C:F06 


ES 175 


587696 


1681.F17.gz43_297197 


M00055746C:F10 


ES 175 


471277 


1681.F18.gz43_297213 


M00055746C:G06 


ES 175 


644468 


1681F19.gz43_297229 


M00055747C:E09 


ES 175 


529742 


1681.Gll.gz43_297102 
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Sf*niieneeNa.me 

UvUUwllVVl lCUllv 




ES 175 


593343 


1681G19 2Z43 297230 


lV/fOftft 55 748 A- n07 


ES 175 


44825 1 


1681.G21.gz43 297262 


ivyfnnn^7j.Rp-r , fi7 


FS 175 


446925 


1681H03ez43 296975 


Avfnnn^^7Aftn-r , n^ 

JVLUUUDD /^oLI.^Uj 


FS 175 


594040 


1681H09ez43 297071 




FS 17S 


461917 


1681H17sz43 297199 


iv>rnnn^^7A0R*n 1 9 

1V1UUU J J / *4-yi3..L/ 1Z 


FS 175 


452504 


1681.H18.gz43 297215 


\^nnn^^7Aor , *Rn^ 

IVIUUUJ D /'fy^.DUj 


FS 175 


644105 


1681 H19 ez43 297231 




FS 175 


489040 


1681.H20.gz43 297247 


iv/rnnn557d.QTYR07 


ES 175 


426366 


168 1 .10 1 .gz43_296944 


iv>innnss74or>POi 

L\L\J\J\JJJ /H7L/.V/UI 


ES 175 


644105 


168 1 .102.gz43_296960 




ES 175 


649356 


168 1 .103 .gz43_296976 




ES 175 


644342 


168 1 .104.gz43_296992 


iv^nnn5575frRFfni 


ES 175 


644510 


1681.117.gz43_297200 




ES 175 


638943 


168 1 JO 1 .gz43_296945 




ES 175 


649763 


168 1 . JOS .gz43_297009 




FS 175 


488432 


168 1 J09.gz43_297073 


\yrnnn55757 a*fio 


FS 175 


649702 


1681J20.gz43_297249 


K/rnnn55757 A-rno 


ES 175 


644479 


1 68 1 . J23 .gz43_297297 


ivyfnnn5575?r , -P06 


ES 175 


510724 


168 1 .K03 .gz43_296978 


ivyrnnn^^7^9P*Fn6 


FS 175 


644345 


1 68 1 .K05 .gz43_2970 1 0 


\yfnnn^s7S7P-Mn7 


ES 175 


611927 


168 1 .K07.gz43_297042 


ivyrnnn^^7^9n*pni 

1VIUUUO.) iOAU.kAjl 


FS 175 


641144 


168 1 .K09.gz43_297074 




FS 175 


644342 


1 68 1 .K 1 0 .gz43_297090 




FS 175 


639703 


1681.K16.gz43_297186 


MUUU03 / j^D.AUZ 


FS 175 


483042 


1681.K18.gz43 297218 


Kvfnnn^7^i'R- AOfi 

JVIUUU33 /3jI3./\UD 


FS 175 


447485 


1681.K19.gz43 297234 




FS 175 


449438 


1681.K22.gz43_297282 


JY1UUUO J /3 jJJ.^UO 


FS 175 


446676 


168 1 .L03 .gz43_296979 




FS 175 


446355 


1681.L08.gz43_297059 


ivvrnnn^75A A -F07 

JVLUUUO J / jH/VIIU / 


FS 175 


550223 


1 68 1 .L09.gz43_297075 


iv/fnnn5575zi a un^ 


FS 175 


478833 


1681.Lll.gz43_297107 


ivyfnnn55755 a*ri 1 

1VIUUU3J /jjA.DI 1 


FS 175 

XwO L 1 <J 


514838 


1681.L18.gz43_297219 


IVIUUUJJ /DDX^.r 1Z 


ES 175 


464171 


1 68 1 .M08 .gz43__297060 




FS 175 


491544 


1681.M09.gz43_297076 




ES 175 


639750 


1681.M16.gz43_297188 


Yinnn5 575 atyro5 


ES 175 


643941 


168 1 .M20.gz43_297252 


iv/fnnn5575£TYFft5 


ES 175 


108479 


168 1 .M2 1 .gz43_297268 


M00055757A:A07 


ES 175 


553675 


1681.M24.gz43_297316 


M00055757B:B07 


ES 175 


646552 


1681.N06.gz43_297029 


M00055757B:C04 


ES 175 


639420 


1681.N07.gz43_297045 


M00055757B:D06 


ES 175 


235194 


1681.N09.gz43_297077 


M00055757D:B05 


ES 175 


643984 


1681.N18.gz43_297221 


M00055758A:G02 


ES 175 


644461 


1681.N21.gz43_297269 


M00055758C:H10 


ES 175 


645603 


1681.O01.gz43_296950 
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ClnneTD 


ES No 


ClusterlD 


SequenceName 


M00055758DE02 


ES 175 


640264 


168 1 .004.gz43_296998 


M00055759AB02 


ES 175 


492917 


168LO08.gz43_297062 


M00055759AE01 


ES 175 


295143 


1681.01 l.gz43_2971 10 


M00055759CC07 


ES 175 


453188 


1 68 1 .0 1 8 .gz43_297222 


M00055760AE06 


ES 175 


453324 


168 1 .023.gz43_297302 


M000S5761 AE06 


ES 175 


451508 


168 1 P 15 gz43 297175 


MOOO^ 576 1 BFO 1 

IVluvv*' J / V A U . A Vy X 


ES 175 


646453 


1681.P21.gz43_297271 


MOOOS 576 1 BF09 


ES 175 


641968 


168 1 .P22.gz43_297287 


M00055761DC03 


ES 175 


648320 


1682.A06.gz43_262305 


M0005 576 1 D H08 


ES 175 


488680 


1682.A09.gz43_262353 


M00055762BB1 1 


ES 175 


639981 


1682.A14.gz43_262433 


M00055762CB04 


ES 175 


643940 


1682.A16.gz43_262465 


M00055762CE06 


ES 175 


494378 


1682.A17.gz43_262481 


M0005 5 762C H07 

1VXV/ \J\J*J *J I vlZ>v> .X XV/ » 


ES 175 


466147 


1682.A20.gz43_262529 


M00055763AH02 


ES 175 


649360 


1682.B03.gz43_262258 


M0005 5 763B *D07 


ES 175 


550562 


1682.B05.gz43_262290 


M00055763BE09 


ES 175 


644278 


1682.B08.gz43_262338 


M00055763CA10 


ES 175 


462815 


1682.B12.gz43_262402 


M00055763CG08 


ES 175 


642564 


1682.B14.gz43_262434 


M00055763DB11 


ES 175 


562870 


1682.B15.gz43_262450 


M00055764AF02 


ES 175 


621636 


1682.B18.gz43_262498 


M0005 5 764B F05 


ES 175 


462393 


1682.B22.gz43_262562 


MO 005 5 764C * C07 

IVXVy VVv/»y — ' / Vy » V> . V> Vy / 


ES 175 


644765 


1682.B24.gz43_262594 


M00055765AA04 


ES 175 


524470 


1682.C10.gz43_262371 


M00055765AB02 

IVXVy V/ Vy ^y — ' » vJiV.iyV'i' 


ES 175 


584179 


1682.Cll.gz43_262387 


M00055765AC1 1 

lVXV/v/V/*y —J / Vy —/ XV . X X 


ES 175 


642204 


1682.C16.gz43_262467 


M00055765AG02 

1 V x Vy Vy Vy -y ~J 1 \J~J rv.VJvL 


ES 175 


629002 


1682.C20.gz43_262531 


M00055765DE06 

IVXVy vy Vy «^ »y / V/./X/ .X^VVJ 


ES 175 


642460 


1682.Dll.gz43_262388 


M00055765DF04 


ES 175 


644853 


1682.D13.gz43_262420 


M00055766AA01 

1 V A V/ Vy Vy <±J ~s I vy Vyyrx , x X vy x 


ES 175 


462742 


1682.D15.gz43_262452 


M00055766AD08 

IVXVy V7 _/ / VJ VJyrx . X-' V/ vj 


ES 175 


641576 


1682.D17.gz43_262484 


M00055766AE08 

IVIV/V/V/*/*/ / Vy Vyxv. X_/ V/ vy 


ES 175 


639232 


1682.D18.gz43_262500 


M00055766AH03 

lVXV/\y Vy«y «y / vyVy.Zx.A IV/ J 


ES 175 


558719 


1682.D20.gz43_262532 


M00055766BB01 

lTiv/v/v«y */ / vy vy x-# . x-/ vy x 


ES 175 


447224 


1682.D23.gz43_262580 


M00055766BE11 

ItIV/v/v/w'*/ f vy vy x^ « x— / x x 


ES 175 


637387 


1682.E04.gz43_262277 


M00055766BH10 


ES 175 


642852 


1682.E08.gz43_262341 


M00055766CC07 


ES 175 


464091 


1682.E10.gz43_262373 


M00055766C:C11 


ES 175 


448944 


1682.Ell.gz43_262389 


M00055766C:E05 


ES 175 


447712 


1682.E12.gz43_262405 


M00055766C:G12 


ES 175 


451037 


1682.E15.gz43_262453 


M00055766D:C05 


ES 175 


562021 


1682.E18.gz43_262501 


M00055766D:D05 


ES 175 


50351 


1682.E20.gz43_262533 


M00055766D:F09 


ES 175 


560393 


1682.E24.gz43_262597 


M00055767A:D10 


ES 175 


634660 


1682.F04.gz43_262278 
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EC XJrt 

Ho 1NO 




O Cv^U. VllWVl ^1 £U i It/ 


VIUUU33 /o / U.UUZ 


F^ 17S 

Co 1 / J 




1682Fllffz43 262390 


VRJUU33 /o /U.J\lz, 


F<1 17S 




1682 F17 ez43 262486 


JVIUUU33 /O /x-J.HU / 


F^ 1 7S 


647417 


1682 F20 ez43 262534 


JV1UUU33 /0/l7,rU4 


F<1 17S 


546740 


1682F21ez43 262550 


JVIUUU33 /OoA.DUj 


F<J 17S 


648996 


1682 F24 ez43 262598 


VLUUU33 /Ooij.riiz 


F^l 17S 


-J*T IT/7 


1682 G13 ez43 262423 


IV1UUU33 /OoLI.OvZ 


P^l 17S 


J +J +J J.*T\7 


1682.G22.gz43 262567 


JViUUU33 / /U/\.rUl 


F<1 17S 


640997 


1682.G24.gz43 262599 


\yfnnn^*\77nA -nns 


F<n 17S 


644173 


1682.H02.gz43 262248 


\>rnnn<^77n A -141 1 


F^ 17S 




1682 H03 ez43 262264 


TV yTAAAC C 77/YQ .HflA 

JV1UUU33 / /Ur>.JL/UO 


pre 1 7S 


4467S7 


1682.H06.gz43 262312 


IVIUUU33 / /UU.rUO 


F<i 17S 


642474 


1682.H07.gz43 262328 


ViUUU33/ /Ut.AUZ 


1/3 


SS1 167 


1682 H08 ez43 262344 


MUUU33 / /UL/.LIUl 


pc 17^ 

1/3 


2^4606 


1682 H09 cz43 262360 


MUUU33 / /UCril 1 


pc 17^ 

lj 1/3 


S62876 


1682H12sz43 262408 


VHJUU33 / /UD.lilU 


Iit3 1/3 


464S 1 0 


1682 H19 ez43 262520 


MUUU33 / / lA.Ai 1 


T7C 17^ 
EO 1 /.} 


SS7797 


1682.H22.gz43 262568 


\/TAAA^^771 Xi'Cld^ 


FQ 17S 

H/O 1/3 


471768 


1682 110 ez43 262377 


\yffifin^771 All 
VLUUU33 / / 1L.A1 1 


F<s 17S 


4S3079 


1682.I12.gz43 262409 


MUUU33 / / lcuuy 


F^I 17S 

Cj 1/3 


S0Q410 


1682 113 ez43 262425 


VLUUU33 / / It.rUj 


ro 17S 


642604 


1682 115 ez43 262457 


MUUU33 / /ZA.C1U 


FC. 17^ 
Ho 1/3 


642036 


1682 124 sz43 262601 


MUUU33 / /ZA.iilZ 


pc 17^ 

1 /3 


648S88 


1682 J01 ez43 262234 


JYIUUU3 3 1 /Z/VrlUo 


F^l 17S 

Dj 1/3 


642791 


1682.J04.gz43 262282 


Nyfnnn^^ 777^*^00 

JV1UUU33 / fZ\^.D\)y 


F<5 17S 


452503 


1682J08.gz43 262346 


iv>f nnn^ 7 77r**Fi i 

JVxUUU33 / /ZL/.Cfl 1 


F^ 17S 


463951 


1682.J10.gz43 262378 


a >rn n n ^ ^ 7 7 7 f** ' f~in £ 
MUUU33 / /Z^.kJUo 


F^ 17S 


138470 


1682.J12.gz43 262410 


Tiyfnnn^^777T^-P 1 n 

JV1UUU33 / /Zl/.l^lU 


F^ 17S 


641563 


1 682 . J 1 5 .gz43_26245 8 


x/rnnfi^ ^777Tvr*n^ 


F^l 17S 


SI 791 2 


1682J16ez43 262474 


\yfnnn^^777r>*Pi n 
JV1UUU33 / /ZLJ.r 1U 


FC1 17S 


450553 

*T«/ V*^*7*7 


1682.J18.gz43 262506 


Avrnnf\^^777TVi7 1 1 
JVIUUU33 / /ZLJ.r 1 1 


FQ 17S 

JCrO 1/3 


642SS8 


1682 J19 ez43 262522 


v/fHnn^777rvi-rnA 

iVxUUU33 / /ZL/. rlU^f 


F^l 17S 


466971 


1682.J20.gz43 262538 


A>fnnn^ ^77^ A *PTiS 


F^l 17S 


6444S 1 


1682.J22.gz43 262570 


\>fnnn^^77iR' AH7 

JVIUUU33 / / JD.AU / 


F<i 17S 


644914 


1682.J24.gz43 262602 


IV1UUU33 / / JL.LUy 


F^ 17S 


446163 


1682K04ez43 262283 


\/mnn 77^ p-ni 7 


F^ 17S 


650272 


1682K05ez43 262299 


1V1UUU33 / /3^.rllZ 


F^l 17S 


4S4S40 


1682.K06.gz43 262315 


M00055773D:G11 


ES 175 


642637 


1682.K09.gz43_262363 


M00055774A:D04 


ES 175 


449975 


1682.K14.gz43_262443 


M00055774B:F07 


ES 175 


647940 


1682.K18.gz43_262507 


M00055774B:H01 


ES 175 


641185 


1682.K20.gz43_262539 


M00055774C:D09 


ES 175 


640617 


1682.K22.gz43_262571 


M00055774D:A05 


ES 175 


6424 H 


' 1682.L02.gz43_262252 
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ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00055774D:B07 


ES 176 


553380 


1682.L03.gz43_262268 


M00055774D:E02 


ES 176 


458979 


1682.L06.gz43 262316 


M00055775A:G09 


ES 176 


101499 


1682.L12.gz43_262412 


M00055775B:A06 


ES 176 


447206 


1682.L16.gz43_262476 


M00055775B:G02 


ES 176 


644240 


1682.L20.gz43_262540 


M00055775B:G04 


ES 176 


559662 


1682.L21.gz43_262556 


M00055775C:B02 


ES 176 


645327 


1682.L24.gz43_262604 


M00055775C:B10 


ES 176 


553877 


1682.M02.gz43_262253 


M00055775C:D08 


ES 176 


642265 


1682.M03.gz43_262269 


M00055775C:E10 


ES 176 


641056 


1682.M04.gz43_262285 


M00055778A:E09 


ES 176 


621635 


1682.M16.gz43_262477 


M00055778A:F09 


ES 176 


461835 


1682.M18.gz43_262509 


M00055778A:F12 


ES 176 


642564 


1682.M19.gz43 262525 


M00055778A:G02 


ES 176 


509027 


1682.M20.gz43_262541 


M00055778B:C03 


ES 176 


645036 


1682.M22.gz43_262573 


M00055778B:E01 


ES 176 


458425 


1682.M24.gz43_262605 


M00055778C:D09 


ES 176 


494767 


1682.N06.gz43_2623 18 


M00055778D:A03 


ES 176 


642095 


1682.Nll.gz43_262398 


M00055778D:C03 


ES 176 


639829 


1682.N12.gz43_262414 


M00055779A:B06 


ES 176 


642166 


1682.N15.gz43_262462 


M00055779A:H05 


ES 176 


480035 


1682.N20.gz43_262542 


M00055779B:F06 


ES 176 


556476 


1682.N24.gz43_262606 


M00055780A:C04 


ES 176 


89082 


1682.013.gz43_262431 


M00055780A:C06 


ES 176 


561558 


1682.014.gz43_262447 


M00055780A:E01 


ES 176 


650451 


1682.015.gz43_262463 


M00055780A:E03 


ES 176 


642491 


1682.016.gz43_262479 


M00055780A:E11 


ES 176 


450211 


1682.017.gz43_262495 


M00055780A:F07 


ES 176 


641496 


1682.018.gz43_262511 


M00055780A:G04 


ES 176 


453090 


1682.O20.gz43_262543 


M00055780C:E02 


ES 176 


641174 


1682.P06.gz43_262320 


M00055780C:E10 


ES 176 


502614 


1682.P07.gz43_262336 


M00055780D:D09 


ES 176 


642332 


1682.P12.gz43_262416 


M00055780D:F08 


ES 176 


453091 


1682.P13.gz43_262432 


M00055781A:B04 


ES 176 


642147 


1682.P19.gz43_262528 


M00055782B:C08 


ES 176 


643230 


1683.A19.gz43_262897 


M00055782C:H01 


ES 176 


459064 


1683.B06.gz43_262690 


M00055782D:H01 


ES 176 


649883 


1683.Bll.gz43_262770 


M00055783A:C06 


ES 176 


642184 


1683.B14.gz43_262818 


M00055783A:F03 


ES 176 


644486 


1683.B18.gz43_262882 


M00055783B:A04 


ES 176 


523590 


1683.B20.gz43_262914 


M00055783C:A05 


ES 176 


506285 


1683.C01.gz43_262611 


M00055783D:B02 


ES 176 


497971 


1683.C05.gz43_262675 


M00055784A:B07 


ES 176 


140909 


1683.C12.gz43_262787 


M00055784A:D05 


ES 176 


456626 


1683.C16.gz43_262851 
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v 101x611*/ 




PluctprTn 

V/IUMCIIL/ 


S p_n 11 pti m p 


ivyrooo^78d. a -f^i o 


F<! 176 

-ttD X / O 


450^84 


1683 C19 *3z43 262899 




5S 176 


675768 


1683 D03 ez43 262644 


\inon55784n-F03 


ES 176 


457847 


1683 DOS ez43 262676 


iv/rooos578SAH08 


ES 176 


549434 


1683 D09 ez43 262740 


iv/foooss78SRR06 


FS 176 

1 / vi 


650076 

V/vl / VI 


1683 D12ez43 262788 


iv*oooss78STVP06 


FS 176 


672601 


1683 E01 2z43 262613 


ivyfooo^786TVF i o 


FS 176 


461990 


1683 E19ez43 262901 


iv/roooss787RF09 


FS 176 

XJ O X / O 


541209 


1683.F03.gz43 262646 


iv/rooo^787TVi?i o 


FS 176 


648905 


1683 F04 ez43 262662 


lvyf000^787r , *nOQ 


FS 176 

XJkJ X / O 


643350 


1683 F10ez43 262758 


1VA000^787P-F1 9 


FS 176 

X-/i3 1 / O 


449836 


1683 F12ez43 262790 


\/r000^787TVR07 


FS 176 

U/O X / O 


642318 


1683 F16ez43 262854 

X V/ VJ «^ , X X V/ a € *m 4m* V^^rf V W 1 


\yf000^^780r*-P1 7 


FS 176 


640799 


1683 G23 ez43 262967 


lv4000^78QP*F1 0 


FS 176 


463290 


1683 HOI ez43 262616 

X V/ VJ fc/ * X XV/ X • i T w x-r 


iv vf ono ^ ^ 7 8 or* • roa 


FS 176 

LZikj X / O 


649 1 46 


1683 H03 ez43 262648 


IV vf OOO < ^ 7 8 OT\ • P O A 


FS 176 


691635 


1 683 H04 sz43 262664 


\/T000^^700R* A08 
JV1UUU3 J / VUD.AUo 


F^i 176 

dij I/O 


638969 


1683 H14 ez43 262824 


lVA000^7Q0R-r>0S 


F<5 176 


553546 


1683 H18 sz43 262888 


lv/f000^7Q0f , *f , 09 


F^l 176 


415950 


1683 H22 ez43 262952 


iv/fooo^7QOTYf : ii o 
mUUlOO /yui-j.vjiu 


F<5 176 

-C/>3 I/O 


467306 

"tVI / JVIVI 


1683 104 ez43 262665 


!V/f000^7Q1 R-F09 


F^ 176 

lZi%D I/O 


510545 


1683 111 az43 262777 

X V/ Vf *J * X X X • f_i V-r-fc* m m b 


K/TOOO-n^7Q1 C*' A 07 


FS 176 


396191 


1683 115 ez43 262841 


TVyfO0OS^707R-n08 


FS 176 

JL/tJ I/O 


396149 


1683J14.gz43 262826 


Ki000^^7Q^ A-T400 


ES 176 


554117 


1683.K06.gz43_262699 


1V/FOOO^S7Q'3R-R06 


ES 176 


641919 


1683.K08.gz43_26273 1 


\A 000^704 A *n08 


FS 176 


605761 


1683.L08.gz43 262732 


lVyf000^7QdR-Fn4 


FS 176 

J_/h3 1 / VI 


561718 


1683.L17.gz43_262876 


lV/f000^7Qzxf**rH 0 


FS 176 

MJdiJ X / VI 


457396 


1683.L21.gz43 262940 


\>fOnO-s^7Q-N A -FOQ 


FS 176 

XZrO I/O 


446595 

I I VI -J ' 


1683 M09 ez43 262749 


lV/f000^7GS A -F1 9 


FS 176 

JC/kJ I/O 


454485 


1683.M10.gz43 262765 


A yf O O O ^ »\ 7 O *n • 17 O 0 


FS 176 

J_/Ik> 1/0 


64 1 700 

o^r x / vivi 


1683 M15 ez43 262845 


\yfono^^7o^r^-Ri o 


FS 176 

J_/kj I/O 


388085 


1683 M20 cz43 262925 


lv/fOOO^7Q*irVF0Q 


FS 176 

XJjiJ X / 0 


645508 


1683.N05.gz43 262686 


TV/fO0O^7QSTVF08 


FS 176 


450218 


1 683 .N06.gz43_262702 


ivyrooo^^70^n-H08 


FS 176 

M~t»J X / VI 


77144 


1683.N1 l.gz43_262782 


A/TOOO^ ^7Q£ A • A 08 


FS 176 

UO X / 0 


437580 


1683.N15.gz43_262846 


lVyfOOO < \^7Q^R-<^0S 


FS 176 

XJ/O X / 0 


644047 


1683. 005 .gz43_262687 


M00055796C:E11 


ES 176 


647639 


1683.O10.gz43_262767 


M00055796D:E06 


ES 176 


553979 


1683.016.gz43_262863 


M00055796D:E10 


ES 176 


640525 


1683.017.gz43_262879 


M00055797B:A11 


ES 176 


417617 


1683.023.gz43_262975 


M00055797B:B04 


ES 176 


639807 


1683.024.gz43_262991 


M00055797C-.F08 


ES 176 


517224 


1683.P09.gz43_262752 


M00055798B:D12 


ES 176 


418340 


1684.A04.gz43_263041 
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FS No 

X-skJ IN VJ 


PlnstprTT") 


S equenceNcune 


ivaooo^^qkivfo? 


ES 176 


644915 


1684.A05.gz43 263057 


/7oD.vJu t t 


ES 176 

LJLj X / VJ 


645560 


1684.A06.gz43_263073 


lV/fooo^^oRTY A i o 


ES 176 

-jLj t I VJ 


455028 


1684A10ez43 263137 


lVyf000^7Q5iTYFn 0 
JVIUUU,} J / 70L/.iliU 


ES 176 


483726 


1684.A13.gz43 263185 


VxUUUJ D /yyjj.VJUZ- 


FS 176 

1 / VJ 


674574 


1684.A23.gz43 263345 


iv/rooo^7QQP*r)0Q 

VIUUUj j 


FS 176 


645700 

VJ~ w' / \J\J 


1684.A24.gz43 263361 


lV/fOOO<\^7QQTYF1 1 


FS 176 


640334 


1684.B06.gz43_263074 


lWTOOO^ S 800 A FO 1 
IVIUUU D JolluA. r V7 1 


FS 176 

_^kJ X / VJ 


462247 


1684.B14.gz43_263202 


A^OOO^^ROO A *F09 

Vxuuujjouu/v.ruz. 


FS 176 

XJ/l3 L f \J 


490414 


1 684.B 1 5 .gz43_2632 1 8 


lV/fOOO^ROOP-FI 1 
VIUUUj joUUV/.EI 1 


FS 176 

X / VJ 


640537 


1684.B22.gz43_263330 


lVvfOOO^^fiOOTVRO^ 
JVIUUUjJoUUL/.DU.? 


FS 176 

I fvj 


462249 


1684.C04.gz43 263043 


lVyTOOO^fcOlTVFOA 
J\lUUU33oUllA13UO 


FS 176 

_/tj X / VJ 


564382 


1684.C23.gz43_263347 


Ayf000^^807 A -PO^ 
IVIUUU J 3 oUZA. l^U»> 


FS 176 


494767 


1684.D06.gz43_263076 


NyfOOO^^ROOR-l-TO'^ 
\lUUU33oUZJD.rlUj 


FS 176 


486134 


1684.D 1 7.gz43_263252 


Ayf OOO^ ^ Si07P -F 1 9 


FS 176 


643991 


1684.D22.gz43_263332 


AyfOOO^ftO^ A 'P0£ 
JVIUUUjDoUoA.^UO 


FS 176 


513238 


1684.E06.gz43_263077 


TVyfOOO^ROl A -FO^ 

iviuuu j joUjA.ruj 


FS 176 

XJ(k3 1 / VJ 


455405 


1684.E10.gz43_263141 


lvyrooo^^RO^ A *rJ08 

VIUUUJ JoU«5/\,vrUo 


FS 176 

X-fkJ X / VJ 


642653 


1684.Ell.gz43_263157 


lVyfOOO^^ftO^R* A 1 1 
JVxUUUj joUjx5./\1 1 


FS 176 

XJ/lJ X 1 VJ 


530774 


1684.E13.gz43_263189 


AyfOOO^^S01Tl*F 1 0 
JVIUUU J D oU J D , Ei 1 U 


FS 176 


557344 


1684.E18.gz43_263269 


IVyfOOO^aOzTR-PO? 
V1UUU J joUM-D.vUZ 


FS 176 

X_/t3 L 1 VJ 


639194 


1684.F18.gz43_263270 


lV/fOOO^ftOzirVFO? 

iViuuu jjoutu.ri'z 


FS 176 

X^k7 1 / VJ 


463821 


1684.G01.gz43_262999 


lVyfOOO^RO^ A- A 09 
JVIUUU.? J ovjA, 


ES 176 


640222 


1 684 .G05 .gz43_263063 


AyfOOO^^RO^ A -P 1 1 
JVxUUUJ joujA.L 1 1 


FS 176 


641059 


1684.G06.gz43_263079 


lV/fOOO^RO^R-POR 
JV1 U U U D D 0 U J D . vj 0 


ES 176 


642198 


1684.G12.gz43_263 175 


N/TOOO^RO^P-OI 0 
JVIUUU J J 0 VD - L/ 1 U 


FS 176 

XJfkJ 1 / VJ 


630259 


1 684 .G 1 7 .gz43_26325 5 


lV/fOOO^RO^TYfM 1 
1V1UUUj3oU»>J-/.v^i 1 


ES 176 


640617 


1684.G2 1 .gz43_2633 1 9 


\A OOO ^ S £ O ^ H *Ff 0 1 
JV1UUU3 JOUJL/.nifl 


ES 176 

l—i iD L I VJ 


529325 


1684.G23.gz43_26335 1 


AvfOOO^aOfVR-RI 0 

iviuuuz) jouoij.jD iv 


ES 176 


644314 


1684.H08.gz43_263112 


lV/TOOO^ftO£R-H04. 
JVl U U U D D 0 U D 13 . U U H 


FS 176 

M—/iJ 1 / VJ 


464040 


1684.H10.gz43_263144 


TiyfOOO^^ROAP-nO? 
JV1UUU3joUO\-/.UU / 


FS 176 

X_/0 L 1 VJ 


49605 1 


1684.H13.gz43_263192 


lVyfOOO^ftO^P-FOQ 

JViuuujjouoi^.iiuy 


FS 176 

X^O X / \J 


375814 


1684.H14.gz43_263208 


iv/rooo^ ftO^P-no 1 
JVluuu^Jouov^.vrui 


FS 176 

X_/0 L I VJ 


549616 


1684.H17.gz43_263256 


lVyffOOO^ ftOATVT-lfn 
JMUUUj JoUOJLJ.rlU.5 


FS 176 

XJfO X / VJ 


450252 


1684.H23.gz43_263352 


lV/fOOO^8OATVl-T0£ 

jviuuu jjouoL/.jnuo 


FS 176 


640520 


1684.H24.gz43_263368 


TVytOOO^R07 A *R1 0 
JVIUUU3 joU /A.DJU 


ES 176 


32812 


1684.103.gz43_263033 


\yfOOO^£07TVF0S 

jviuuuo jou / D.ruj 


ES 176 


520320 


1684.112.gz43_263177 


M00055807B:G10 


ES 176 


446789 


1684.1 14.gz43_263209 


M00055807C:F05 


ES 176 


639441 


1684.117.gz43__263257 


M00055807D:C04 


ES 176 


470602 


1684.121.gz43_263321 


M00055808A:C06 


ES 176 


450741 


1684.J05.gz43_263066 


M00055808B:A04 


ES 176 


650782 


1684J08.gz43_263114 


M00055808B:H07 


ES 176 


210839 


► 1684J14.gz43_263210 


M00055808D:C12 


ES 176 


4605 \1 


' 1684.J20.gz43_263306 
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ClnneTD 


ES No 


ClusterlD 


S equenceName 


M00055808D:F09 


ES 176 


520320 


1684J24.gz43_263370 


M00055809A:B10 


ES 176 


550370 


1 684.K05 .gz43_263067 


M00055809CD01 


ES 176 


644901 


1684.K17.gz43_263259 


M00055809CE11 


ES 176 


454772 


1684.K19.gz43_263291 


M00055809CH10 


ES 176 


640479 


1684.K22.gz43_263339 


M000558 10AH03 

lYXvy vy vy «_/ J U J. \J A xvy J 


ES 176 


413277 


1684X06.gz43_263084 


M00055810DG04 


ES 176 


649995 


1684.L19.gz43_263292 


M00055811BA03 


ES 176 


455665 


1684.L23.gz43_263356 


M00055811CA01 

J.VJ.V/ V/V/iJ ^y \J X J. V-> .x m.vy x 


ES 176 


517327 


1 684.M0 1 ,gz43_263005 


M00055811CD12 


ES 176 


645015 


1684.M03.gz43_263037 


M00055811DC02 

iTA\/\/v/«y«y vy a A x-x • v/u*' 


ES 176 


650231 


1684.M07.gz43_263101 


M00055811DC12 


ES 176 


554742 


1684.M09.gz43_263133 


M00055811DE01 


ES 176 


452828 


1684.M10.gz43_263149 


M0005 581 2 A*EO 1 

lYXVy v/ Vy *J \J X ^/i.Ijv X 


ES 176 


503491 


1 684.M 1 5 .gz43_263229 


M000^58 12BF03 


ES 176 


466016 


1684.M19.gz43_263293 


MOOOS5812CB07 


ES 176 


648752 


1684.M24.gz43_263373 


M000SS8 12DE03 

I VX V7 vy vy -y — ' O X /.X/.IjvJ 


ES 176 


550604 


1684.N09.gz43_263134 


M00055813AD10 

1 VX \J\J\J ~J O X Jx\. X-^ X Vy 


ES 176 


644147 


1684.N12.gz43_263182 


M000558 13CE03 


ES 176 


551683 


1684.N17.gz43_263262 


M00055813DB12 

1VX Vy Vy vy ^y J o X mj *S . A-/ x 


ES 176 


494271 


1684.N19.gz43_263294 


M0005 5 8 1 4 A* F02 


ES 176 


528134 


1684.O01.gz43_263007 


M00055814CC07 


ES 176 


647336 


1684.01Lgz43_263167 


M00055815AH12 


ES 176 


642850 


1684.024.gz43_263375 


M00055815CB03 

lTiv/V/V«'«'U x «-/ v^.x-*vy»y 


ES 176 


642099 


1684.P04.gz43_263056 


M00055815CG05 

1VX Vy Vy Vy w/ 1 ^/ ViVlVty 


ES 176 


648221 


1684.P08.gz43_263120 


M00055815DA11 

ITlwvv*/ t^x w X X^# * X *. X X 


ES 176 


642962 


1684.P09.gz43_263136 


M00055815DB02 

it 1 vy v/ vy »y \j x +j , x-x vy a# 


ES 176 


447015 


1684.P10.gz43_263152 


M0005 5815DB03 


ES 176 


549640 


1684.Pll.gz43_263168 


M00055 8 1 6 AC04 

lTXVy vy vy ~y — y vj a vy x x . vy r 


ES 176 


649035 


1684.P17.gz43_263264 


M00055816BB07 

iVX vy vy V/ JU1 \JXf v / 


ES 176 


564854 


1684.P23.gz43_263360 


lVXVy Vy vy _/ J O X vy X-^ ../x X V/ 


ES 176 


363172 


1693.A07.gz43_213787 


M00055816DB11 

IVXV/v/v*' J U 1 . J-F X X 


ES 176 


492242 


1693.A09.gz43_213819 


M00055816DE10 

IT A Vy vy vy *y u x vy x^ . x_/ x vy 


ES 176 


452863 


1693.A13.gz43_213883 


M00055817AE05 


ES 176 


643397 


1693.A17.gz43_213947 


M0005 5 8 1 7 AH07 


ES 176 


648580 


1693.A19.gz43_213979 


M0005 5 8 1 7B * C04 


ES 176 


449542 


1693.A23.gz43_214043 


M00055818BH03 

i.TxVy Vy vy *y ^ u 1 uu • x iv/j 


ES 176 


638837 


1693.C10.gz43_213837 


M00055819A:A06 


ES 176 


475624 


1693.C23.gz43_214045 


M00055819A:B10 


ES 176 


559854 


1693.D01.gz43_213694 


M00055822C:D09 


ES 176 


451966 


1693.F18.gz43_213968 


M00055823B:F02 


ES 176 


674526 


1693.G08.gz43_213809 


M00055825B:C11 


ES 176 


645155 


1693.H03.gz43_213730 


M00055825B:E03 


ES 176 


650204 


1693.H04.gz43_213746 


M00055825B:F09 


ES 176 


643054 


1693.H06.gz43_213778 
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Lionel u 




V-slUalCi llj 


SfiniiftncftName 

vU Uvllvvl 1 CUllw 


lVlvUUJjOiJL/./\V/J 


ES 176 


642962 


1693.H13.gz43 213890 


iv/rftftfts^R9STYni i 

1V1UUUJ JOZ.J 1 JLr..L/ 1 1 


ES 176 


551681 


1693.H20.gz43 214002 


TV/Tftftft<;SR96A'Oft4 


ES 176 


640464 


1693.I06.gz43 213779 


iv/fftftft^R96Pirift7 

1V1UUUJ JOZOD.VIU / 


FS 176 


645746 


1693.I13.gz43 213891 


lv^ftnft ^ ^ s 9 • on^ 

1V1UUU J J OZOv> . VJUO 


FS 176 


650487 


1693.I19.gz43 213987 


\/fftftft^R97A- A 1 9 

IVIUUUJ DoZ / .rV./\lZ 


FS 176 
j-<kj i / \j 


650579 


1693J01.gz43 213700 


Kffftftft^R97TY Aftl 


3S 176 


455716 


1693.J19.gz43 213988 




ES 176 


556286 


1 693 J22 .gz43_2 14036 


iv^ftnftssk97r>*oi i 

iVlUUUJ JOZ, / L/,UI 1 


ES 176 


583915 


1 693 .K03 .gz43_2 13733 


Ki ftftftS ^R9 R A *H1 0 


ES 176 


647425 


1 693 .K07 .gz43__2 1 3 797 


!V/fftftftSSR9RR-F1 ft 


ES 176 


517280 


1693.K10.gz43_213845 


lViftftft^^89QP* Aft7 
iviuuuj jozyi/.Au / 


FS 176 

1_/|J 1 / VJ 


648567 


1693.L02.gz43 213718 


lV/rftftft^R9QTYT41 ft 


FS 176 


645146 


1 693 . L 1 5 .gz43_2 1 3926 


lVyfftftft^R^ft A -PM ft 
IVxUUUjjojU/VljriU 


FS 176 


645073 


1693 L17 ez43 213958 


xvfftftfK^a^ftp-PM ft 

JVlUUUjjojUl^.rllU 


FS 176 


451134 


1693.M06.gz43 213783 


AyfftftfK^R^I A-Pft6 
IVIUUUj Joj 1/Vi^UO 


FS 176 


644781 


1 693 .M 1 5 .gz43_2 1 3 927 










Nyfftftft^ft'* 1 R-PftJ. 
IVLUUUjjoj Ijj.^UH- 


FS 177 

IJrkJ Lit 


517237 


1693.M23.gz43 214055 


TVyfnnn^^fi'39 A • AftR 
YIUUUj JoOZ/VAUo 


FS 177 




1693.N08.gz43 213816 


IVyf ftftft^ $ 8^9r *HftQ 
IVlUUUJJOjZl^.riU:* 


FS 177 


648328 


1693.N19.gz43_213992 


lWlftftft^R^n-FI 1 
IViUUUj Jo J JU.r 1 1 


FS 177 

X^O Lit 


650912 


1693.014.gz43_213913 


IVyTftftft^ ftl ATI-PI 1 
IVLUUU3 jo J £ Kt$.V/l 1 


FS 177 


557741 


1693.O20.gz43 214009 


TV/fftftft^ft^P-FftR 
IVIUUUjjoj JUrUO 


FS 177 


642054 


1693.P21.gz43 214026 


AvTftftft^R^ A -HI 9 
JMU U Uj J o j 0/\ . D 1 Z 


FS 177 

JJ/O Lit 


645149 


1694. AOS .gz43_2 14139 


IVyf ft ft ft ^ ^ SI 1 Ar • Flft 1 


FS 177 


452735 


1694.A10.gz43_214219 


\yfftftft^^ft^7 A-Rft8 
IVIUUUjjoj /n.DUO 


FS 177 

JJ/iJ Lit 


447597 


1694.A15.gz43_214299 


\yfftftft^^817 A-HftO 
IVIUUUjjoj / /\. JL/U!? 


FS 177 

UrO Lit 


644210 


1694.A16.gz43_214315 


lV/fftftft^R"^ A*Fft9 
IVIUUUjjoj /A.rUZ 


FS 177 


489249 


1694.A18.gz43_214347 


iwr ftftft ^ z r "3 7 a -T-Tft 8 
IVIUUUjjoj //v.nvo 


FS 177 

U\J Lit 


645289 


1694.A19.gz43_214363 


lVyfftftft^^a^7R*Fft7 

IVIUUUJ JOJ I D.MZtVJ 1 


ES 177 

i—iij Lit 


644987 


1694.A23.gz43_214427 


Mftft ft ^ r ^ 7 n • r> ft r 

IVIUUUjjoj / U.LJ\Jo 


FS 177 

J_sl3 Lit 


642253 


1694.B09.gz43_2 14204 


\>fftftft^^Ri7n'm ft 

IVIUUUJ Jo J 1 U .\J 1 W 


FS 177 

Lit 


504944 


1694.Bll.gz43_214236 


lV/Tftftft^R^R A- Aft^ 


FS 177 

J_>k3 Lit 


643800 


1694.B12.gz43_214252 


lV/fftftft^R^R A -Rft9 
IVIUUUJ jo joA.DUZ 


FS 177 

l^/O Lit 


448450 


1694.B 1 3 .gz43_2 14268 


lV/fftftftSSR^RR-nft^ 


ES 177 


467901 


1694.B15.gz43_214300 


X/Tftftft^SR^RFl-rM 9 
IVIUUU J J o j o 15 . \J 1 Z 


ES 177 

JL^kJ Lit 


644417 


1694B16.gz43_214316 


lV/rftftfK^R^RR-l-Iftzi. 
IVlUUUDjoJOlj.riUH 


FS 177 

UsO ill 


644494 


1694.B17.gz43_2 14332 


M00055838C:A08 


ES 177 


447002 


1694.B18.gz43_214348 


M00055838C:B08 


ES 177 


643948 


1694.B19.gz43_214364 


M00055839B:A10 


ES 177 


643804 


1694.C13.gz43_214269 


M00055839B:C07 


ES 177 


648039 


1694.C15.gz43_214301 


M00055839B:E07 


ES 177 


55889C 


1694.C18.gz43_2 14349 


M00055839B:H09 


ES 177 


537586 


> 1694.019^43^214365 


M00055839C:B11 


ES 177 


467521 


1694.C22.gz43_214413 
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SfiniipncpWsiiTif* 




FS 177 

l~i\J 111 


645948 


1694 C23 ffz43 214429 


iv/inno^840 a O06 


FS 177 


553145 


1694 D08 ez43 214190 


lv/f nnns s R40RF107 


FS 177 

Xwk7 Iff 


577869 


1694Dllez43 214238 




FS 177 


6406 1 8 


1694D17ez43 214334 


MooossR4or*Fi06 


FS 177 

X-/kJ 111 


644548 


1694D18ez43 214350 




FS 177 

JJ/LJ Iff 


643977 

\J*T J 7 11 


1694D20ez43 214382 


iv/fftooss84iT**F0Q 


FS 177 

ivj 111 


485237 


1694 E09 sz43 214207 


MO0OSS841RFF03 


FS 177 


503546 


1694E10ez43 214223 


M000-S-S841C- AO'? 


ES 177 


643843 


1694.E12.gz43 214255 


M000SS841 PT>OS 


ES 177 

x_>o X / / 


607430 


1694.E15.gz43 214303 


M000-S5841C , *D1 1 


ES 177 

X^rL7 Lit 


599759 


1694.E17.gz43 214335 


MOOOS S 84 1 C *H04 


ES 177 


140648 


1694.E20.gz43 214383 


Mooossx4inri 1 


ES 177 
i— xtt 


650528 


1694.E21.gz43 214399 


M0005S842R-A04 


ES 177 
i—jkj itt 


642079 


1694.F05.gz43 214144 


M00055X47RT)04 


ES 177 


644063 


1694.F09.gz43 214208 


M000SS849CA1 1 


ES 177 


644548 


1694.Fll.gz43 214240 


M0OOSS84?PT 1 0^ 


ES 177 


506901 

\J\J -S \J -L 


1694.F12.gz43 214256 


MO0OSS847nC02 


ES 177 

Xwl7 111 


645505 


1694.F15.gz43 214304 


M000^S84?TVD07 


FS 177 

L/J Iff 


643809 


1694.F17.gz43 214336 


MOOOS-S842DF07 


ES 177 


462557 


1694.F19.gz43 214368 


Ayt000SSR4^R*ni 0 

1V1UUU J J OH- J D.U x \J 


ES 177 

X-/0 111 


644212 


1694 G04 az43 214129 


M000SSS4in-H01 


ES 177 

X~/t_7 111 


472119 


1694.G15.gz43 214305 


1V/T000S *i 844 A •HO'* 


FS 177 

I^rkJ 111 


643825 


1694 G18 ez43 214353 


\4^nnO^S844 AFI07 


FS 177 

XJO Iff 


647577 


1694 G19 ez43 214369 


lVyfnnn^R44A-F1 1 


FS 177 

J-/»3 ill 


64Q068 


1694 G20 ez43 214385 




FS 177 

IjJ 111 


644075 


1694G24ez43 214449 


\yrn00^^844PF01 


FS 177 

LyJ Iff 


645290 


1694 H06 ez43 214162 


Kf000^S844n*Fl 1 


FS 177 

X_>0 Iff 


456728 


1694.H10.gz43 214226 


iv/rnooss844n-Fi9 


FS 177 

JLstJ 111 


644314 


1694 HI 1 ez43 214242 


MO0OSS844ni-T0Q 


ES 177 

X-/0 Iff 


466697 


1694H16ez43 214322 

X i » x x x v/ * fSm^Mmd r ^ ^« x ■ ^ ****** 


MOOOS-S84SA-r03 


ES 177 


643999 


1694.H19.gz43 214370 


M000S S 84 5 A H 1 0 


ES 177 


644569 


1 694 H2 1 .gz43_2 1 4402 


M00055845CA1 1 


ES 177 


647448 


1 694.105 .gz43_2 1 4 147 


M00055845CC12 


ES 177 


468222 


1 694.108. gz43_2 14 195 


MOOOS584SCF0? 


ES 177 


646420 


1694.110.gz43_2 14227 


M00055845CE05 


ES 177 


525456 


1694.11 l.gz43_214243 


M00055845DG1 1 


ES 177 


650276 


1694.116.gz43_2 14323 


M00055846A:D07 


ES 177 


181364 


1694.118.gz43_2 14355 


M00055846B:B12 


ES 177 


419751 


1694.123.gz43_214435 


M00055846B:C12 


ES 177 


542282 


1694.124.gz43_2 14451 


M00055846B:F11 


ES 177 


647191 


1694.J01.gz43_2 14084 


M00055846D:G08 


ES 177 


647383 


1694.J12.gz43_2 14260 


M00055846D:G09 


ES 177 


645681 


1694.J13.gz43_214276 


M00055846D:G11 


ES 177 


640171 


1694.J14.gz43_2 14292 
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C*1nneTD 

V/ X VJ A IW'AA-' 


ES No 


ClusterlD 


SecjuenccName 


M00055847BG12 


ES 177 


651131 


1694J19.gz43_2 14372 


M00055847CA11 


ES 177 


646459 


1 694. J2 1 .gz43_2 14404 


M00055847CC01 

1 VX \J\J\J ~J <-s \J~ / V^ . V> vy J. 


ES 177 


646810 


1694.J22.gz43_214420 


M00055847CH09 

IVXVy vr\y»y —J U~ / . J. XV ^ 


ES 177 


452976 


1 694. J24.gz43_2 14452 


M000^5848AE07 


ES 177 


645681 


1694.K06.gz43_214165 


Mft00SS848BC03 

I VI Uv/vJ JO^O AJ . V_/ V/ ~> 


ES 177 


647383 


1694.K13.gz43_214277 


M000^S848C*A02 


ES 177 


645197 


1694.K15.gz43_214309 


M0ft05'5848CG07 

IVlV/vV/J JO*TOV/.VJV/ / 


ES 177 


558981 


1694.K17.gz43_214341 


M00055848CH06 

l¥lv/V/vJJ O" vy V/ . A luv 


ES 177 


646248 


1 694.K1 9.gz43_2 14373 


M000^849CG07 


ES 177 


547841 


1694.L06.gz43_214166 


M00055849DB04 


ES 177 


450949 


1694.L08.gz43_214198 


M00055849DH09 

1VX Vy Vy V/.~y JO"7 A-/ 7 .A X\J ^ 


ES 177 


469511 


1694.L13.gz43_214278 


M00055850CD01 

XVXVV V •J -J \J~s VVs . ±j*\J A 


ES 177 


608873 


1 694.L2 1 .gz43_2 14406 


M00055850CG05 

1YX v/v/Vy^y JOJ vy v> . VJ v/w/ 


ES 177 


647318 


1 694.L22.gz43_2 14422 


M0005585 1 AC03 


ES 177 


466265 


1 694.M06.gz43_2 14 1 67 


M0005585 1 AC09 


ES 177 


649842 


1 694.M07.gz43_2 14 1 83 


M000^585 1 AG1 1 


ES 177 


97507 


1694.M12.gz43_214263 


M0005585 1 AH10 


ES 177 


647522 


1694.M14.gz43_2 14295 


M00055851BB09 

iTiv v/ vy »y — / vy —y iiydyv/y 


ES 177 


562229 


1694.M16.gz43_2 14327 


M00055851BG02 


ES 177 


639295 


1694.M18.gz43_214359 


M0005585 1BG10 

ivxv/v/ v»y juji aj . v> a v 


ES 177 


425923 


1694.M19.gz43_214375 


M00055851CF12 

xv a vy vy vy ~j xj ~s a vs. -a. a 


ES 177 


643594 


1 694.M23 .gz43_2 14439 


M000SS8S 1 C-H05 

ivxvy v/ w ^y joj x v^.x ivj 


ES 177 


472801 


1 694.M24.gz43_2 14455 


M(100 ; > < >8^2Ari2 


ES 177 


639341 


1 694.N09.gz43_2 142 1 6 


IVXVy vy V/ ^y *J sJ *J i-J . A a vy 


ES 177 


562813 


1694.N 12.gz43_2 14264 


M00055852BG09 


ES 177 


642293 


1694.N14.gz43_214296 


M00055852BH04 

1YA vy Vy Vy J KJ ~s . A AV/ ~ 


ES 177 


457661 


1694.N16.gz43_2 14328 


M00055852DB1 1 


ES 177 


644708 


1694.N20.gz43_214392 


M000^5852DG12 

ivxvy vy vy^y joj . vj i& 


ES 177 


649611 


1 694.N2 1 .gz43_2 14408 


M00055853BH06 

i VX Vy vy Vy ~y .J VJ^y J XJ'.A Avy vy 


ES 177 


647578 


1694.O04.gz43_214137 


M00055853CC12 

IVXVJV/vy J-/ 0*yJ V>f . Vx x^< 


ES 177 


603388 


1 694.008 .gz43_2 1420 1 


M00055853CH03 

IVXVy Vy Vy »y »/ kj^j ~t V^ . A Avy -y 


ES 177 


647577 


1 694.0 1 0.gz43_2 14233 


ivxvivv o-j«jxv.x».v/ / 


ES 177 


650492 


1 694.0 1 1 .gz43_2 14249 


M00055853DB04 


ES 177 


643130 


1694.013.gz43_214281 


M00055853DC07 


ES 177 


650217 


1694.015.gz43_214313 


M00055854AB07 


ES 177 


592122 


1694.017.gz43_214345 


M00055854AD01 


ES 177 


639510 


1694.019.gz43_214377 


M00055854A:E03 


ES 177 


645145 


1694.O21.gz43_214409 


M00055854A:E04 


ES 177 


638854 


1694.022.gz43_214425 


M00055854C:C07 


ES 177 


549624 


1694.P04.gz43_2 14138 


M00055854C:E03 


ES 177 


570939 


1694.P05.gz43_214154 


M00055854C:H11 


ES 177 


471364 


1694.P09.gz43_214218 


M00055855A:B11 


ES 177 


404816 


1694.P14.gz43_2 14298 


M00055855A:G05 


ES 177 


462659 


1694.P16.gz43_214330 
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\_/ioncii^ 


No 


C1ii<5tprTr) 


S en 1 1 en ceNam e 


IVIUuWjJOJJD.D I I 


ES 177 


643909 


1694.P20.gz43_2 14394 


IVIWUUJJOJjD.L/ 1a- 


ES 177 


465576 


1694.P21.gz43 214410 




ES 177 


603388 


1694P23.gz43_214442 


IViUl/l/J JO J Ji/.L/ lz> 


IS 111 


509027 


1695 . A04.gz43_2 149 1 1 


1V1UUU J J O J J 1-/ .\JV70 


ES 177 


644442 


1695.A07.gz43_214959 


1V1 W V/ UJ J O J V/rt. . V \J 


ES 177 


564854 


1 695. A08.gz43_2 14975 


Kfft no s s r s 6 a *r> 1 1 

1Y1U U W D J» O J vJ/A. . \J 1 z, 


ES 177 


644149 


1695.A09.gz43_214991 


Mflfto,ss8S6r , F07 

iviuuujjojo^/.r w / 


ES 177 


550267 


1 695 . A20.gz43_2 1 5 1 67 


1VIUUUJ JOJ / V_/ . Uv/~ 


ES 177 

L-jiJ Lit 


646372 


1 695 .B08 .gz43_2 1 4976 


1V1UUU J JO JOA..VJU / 


ES 177 

1— /k_7 Lit 


642070 


1 695 .B24.gz43_2 1 5232 


lv/f nnn ^ a £OTY F04. 


ES 177 

_^kJ Lit 


596882 


1 695 ,D05 .gz43_2 14930 


lviuuuj JoOll3..^uH■ 


FS 177 

-#0 Lit 


645848 


1 695 .D08 .gz43_2 1 4978 


JMU U U J 3 O 0 1 . UU J 


F9 177 

Lit 


645538 


1695.D13.gz43_215058 


YIUUUJ JOOZ/VV^Ul 


F^ 177 

_>kJ Lit 


140224 


1 695 . D2 1 .gz43_2 15186 


1V1UUUJ joOZU.DWZ 


FS 177 

. Lit 


640147 


1695.E09.gz43_214995 


MUUU3 JOOZJ-J.lJ'UO 


F^ 177 

. -fO Lit 


449500 


1 695 .El 1 .gz43_2 1 5027 


1YLUUUJ joujD.L/v / 


pc 177 

J^O L 1 1 


644030 


1 695 .E20 .gz43_2 15171 


iVIU U U J J O O J 1./ . YJ \J y 


ES 177 


644047 


1 695 .F07 .gz43_2 1 4964 




FS 177 

JLJkJ Lit 


644047 


1 695 F 1 3 .gz43_2 1 5060 


iVlUUUJ JOU*T.rV.C/l 1 


ES 177 

J— /O III 


650773 


1 695 . F 1 4 .gz43_2 1 5076 




ES 177 

l^fk? Lit 


561877 


1 695 .F 1 8 .gz43_2 15140 


lYlUUUJ.JOOJV_^.*J 1 I 


ES 177 


649660 


1 695 .G23 .gz43_2 15221 


iviuuuj joojv^.nuo 


FS 177 

JJ/kJ L 1 1 


650517 


1695.G24.gz43_215237 


1V1UUUJ JOODA.Ulu 


ES 177 

Uu lit 


397399 


1 695 .H07 .gz43_2 1 4966 


1V1UUU J J oDOV^ . VJJ U7 


ES 177 

Lit 


644435 


1 695 .H 1 7 gz43_2 15126 




ES 177 


644410 


1695.H18.gz43_215142 


1V1\J/UUJ JOU /ri.DUZ, 


ES 177 


645288 


1 695 .H23 .gz43__2 1 5 222 


1VIUUU J JO\JOh>.D\J*r 


ES 177 

J-^L7 L 1 1 


649436 


1695.116.gz43_215111 


iviuuuj J o o o \^ . r 


ES 177 


562059 


1695J24.gz43_215239 


1V1UUUJJOOOL/.L/VO 


ES 177 


469437 


1695. JOS .gz43_2 14936 


iviuuu j jooyv^.vjvu 


ES 177 

L/kJ Lit 


449936 


1695. J14.gz43_2 15080 




ES 177 

i—'O Lit 


642411 


1695.J16.gz43_215112 


JViUUUJ jo /UD.UU4' 


F^ 177 


649846 


1 695 . J24.gz43_2 1 5240 


JVlUUUJJo / I/A..11VJU 


ES 177 


524261 


1 695 . K09 .gz43_2 15001 


1VIUUUJ jo / ID.DUj 


ES 177 

M-tij L 1 1 


648819 


1695.Kll.gz43_215033 


\yinnn^87i P-P07 

IVIUUUJJO / 1 Vy.V^U / 


F<* 177 

J^L3 Lit 


643099 


1695.K21.gz43_215193 


1V1UUUJJO / lu 


FS 177 

Lit 


644801 


1 695 . K22 .gz43_2 1 5 209 


M00055872A:C08 


ES 177 


644755 


1695.Lll.gz43_215034 


M00055872A:D08 


ES 177 


644830 


1695.L12.gz43_215050 


M00055872A:E05 


ES 177 


505858 


1695.L13.gz43_215066 


M00055872A.E11 


ES 177 


640534 


1695.L15.gz43__215098 


M00055872D:D12 


ES 177 


447035 


1695.M08.gz43_214987 


M00055873A:E03 


ES 177 


643451 


1695.M16.gz43_215115 


M00055873D:E04 


ES 177 


643488 


i 1695.N10.gz43_215020 
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VlUdl&l iiJ 


S pji 1 1 ex\ neNam e 

wU Uvllvvl ™ CU 1 lv 


1V40005 5 874 A F0£ 
iviuuujjo /HA.ruo 


177 

J— /O ill 


645497 


1695N18ez43 215148 


A/100055875 A 005 

IVIUUUJ J O / JrY.VJUJ 


ES 177 


554646 


1695 014 ez43 215085 


lVyt00055875R*F0Q 
IVIUUUJ JO / jDXu" 


FS 177 

L/O III 


646633 


1695 P03 ez43 214910 


ivyfooo*^*\87^r , *r , 07 

IVIUUUJ JO / jL.L/U / 


FS 177 

III 


516512 


1695 Pllffz43 215038 


M00055875TY A07 

V1UUUJ Jo / JU.rWJ 1 


FS 177 
j— /lj iii 


640136 


1695.P20.gz43 215182 


iv/fooo55875rvnoi 

IVIUUU J JO / JL/.L/v 1 


ES 177 

1— /O ill 


643333 


1695.P22.gz43 215214 


iv/fooo55875r>*Fn o 

iviuuujjo / Ji/.n i yj 


ES 177 


650179 


1696.A01.gz43 215247 


1V/T00055877 A 1404 

IVIUUUJJO / / /\ .IIWt 


ES 177 

.^1*7 ill 


645638 


1696.A07.gz43 215343 


1V/TOOO55877IVR05 

IVIUUUJJO / 7 D.DUJ 


iS 177 


484991 


1696.A09.gz43_2 15375 


MOO055877TyC05 

1VJ.V/UUJ JO / /X-/.\_/V/J 


ES 177 


643233 


1696.A21.gz43_215567 


M00055878C l *C02 

IVIUUUJJO / OV/.v/U^ 


ES 177 


593715 


1696.B16.gz43_215488 


M0005587Q A T)04 

IVIUUUJJO /7/V.l-'U*T 


ES 177 

JL-fkJ Lit 


643934 


1696.C 1 1 .gz43_2 1 5409 


IVyfOOO^ 587Q A *ftfn 
IVIUUUJ jo /y/\.vJUJ 


FS 177 

J— <k> L 1 1 


450001 


1696.C12.gz43_215425 


K400055880R- A 04 
IVIUUUJ J O OUD .nut 


FS 177 

Iju ill 


642911 


1696.D03.gz43_215282 


A400055880FI- A06 

IVIUUU J J OOUD 


ES 177 

J_/k7 ill 


447807 


1696.D04.gz43_215298 


lV^OOO*N^880r**F07 
JVlUUUjjooUv^.ru / 


FS 177 

I_/Lj ill 


645215 


1 696 .D 1 5 .gz43_2 1 5474 


NyfOOO^^ftSl A-A08 
JVIUUUj joo m.AUo 


FS 177 


447221 


1696.E05.gz43 215315 


TV/fOOO*s*\881 A-F10 

jviuuuj joo i/v.niu 


FS 1 77 

J_/k3 III 


479868 


1696E12ez43 215427 


A^OOO*\^88 1 A -O07 
IVIUUUJ joo IrV.OU / 


FS 177 

J_si3 ill 


446225 


1696.E13.gz43 215443 


Ayrooo*^88i n* A 09 

IVIUUUJ Joo lL/./\UZ 


FS 177 

J-SL? ill 


648063 


1696.E22.gz43_2 15587 


JVIUUU J jooZL.AUO 


FS 177 


450559 

TJV/JJ7 


1696F14ez43 215460 


lVyfOOO*N^887TVPi07 
JVIUUU J jooZLI.IJUZ 


FS 177 


640400 


1696F21ez43 215572 


JVIUUU j joojA.LUZ 


FS 177 


179760 


1696.G05.gz43 215317 


lVyfOOO*\*\881 A -P 1 0 
JVIUUU J joo jA.LylU 


FS 177 


459274 


1696.G06.gz43 215333 


jviuuu j joo j/v.riui 


FS 177 

XJL3 Lit 


643745 


1696.Gll.gz43 215413 


AyfOOO^^Rft^n-RO^ 
JVIUUU J joo jL/.IjUD 


FS 177 

UO ill 


644468 


1696.G21.gz43 215573 


lVyroOO*\*N884T*'F1 0 
JVIUUU j JO oM-U.r IU 


FS 177 

JLsO ill 


451670 


1696.H17.gz43_215510 


lVyfOOO^884Pl*1407 
IVIUUUJ JOOHD.ni/ / 


FS 177 

J^rhJ ill 


552628 


1696.H18.gz43_215526 


M0005 5884^*1*07 

IVIUUUJ JOOHl^.DV / 


ES 177 

-L/kJ ill 


643046 


1696.H21.gz43_215574 


1V400055884TYF07 

IVIUUUJ JOO*r.L/.rU / 


ES 177 


345761 


1696I06.gz43_215335 


1WT00055885 A -1105 
IVIUUUJ Joo jA.JJuj 


ES 177 

x^O ill 


558222 


1696.11 l.gz43_215415 


1V400055885R* A 1 1 
IVIUUUJ JOOjD.AI 1 


ES 177 

J_rO ill 


555172 


1 696.11 5. gz43_2 15479 










lV>f 0005 5 8 8 5R -R04 
IVIUUU J JOO JD.DUt 


ES 178 


586992 


1696.116.gz43_2 15495 


A/1000 5 5 8 8 5 C • 1307 

IVIUUUJ JOO JL.DU / 


ES 178 


552201 


1696.J01.gz43_215256 


K40005588A A -HOft 
IVIUUUJ JooOA.DUD 


ES 178 


643126 


1696. J12.gz43_2 15432 


\*0005588£TVF1 1 
IVIUUUJ JooDUXl 1 


ES 178 


557792 


1696.Kll.gz43_215417 


M00055887A:F07 


ES 178 


644099 


1696.K18.gz43_215529 


M00055887D:C11 


ES 178 


643248 


1696.L14.gz43_215466 


M00055888C:F07 


ES 178 


639256 


1696.M04.gz43_215307 


M00055888C:G09 


ES 178 


640356 


1696.M06.gz43_215339 


M00055889B:E12 


ES 178 


570248 


1696.M23.gz43_215611 


M00055890A:A06 


ES 178 


464171 


1696.Nll.gz43_215420 


M00055890A:D01 


ES 178 


549114 


1696.N14.gz43_215468 
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Plnnf^TD 

V-'IVyxlVvXX-/ 


ES No 


ClusterlD 


SequenceName 


M00055890AG12 


ES 178 


649068 


1 696.N2 1 .gz43_2 15580 


M00055890AH11 


ES 178 


643724 


1 696 .N23 .gz43_2 15612 


M00055891BF09 


ES 178 


643513 


1696.P02.gz43_215278 


M00055892AF04 


ES 178 


649027 


1696.P23.gz43_215614 


M0005 5 R92B D02 


ES 178 


643366 


1696.P24.gz43_2 15630 


M00055893BC05 


ES 178 


650476 


1705.All.gz43_215791 


MOOOSS894AH08 

1Y1.V/ v/V/»7»y O 7~/»..X JLV/U 


ES 178 


374340 


1 705 . A22.gz43_2 1 5967 


M0005 5 894B *E09 


ES 178 


394373 


1 705 .B03 .gz43_2 15664 


M00055896AG01 


ES 178 


648576 


1705.Bll.gz43_215792 


M00055896BC06 


ES 178 


643948 


1705.B14.gz43_215840 


M0005 5 896B H04 


ES 178 


640762 


1705.B18.gz43_215904 


M00055896CH10 


ES 178 


553951 


1705.B23.gz43_215984 


M00055896DG10 


ES 178 


557361 


1705.C03.gz43_215665 




ES 178 


485237 


1705.Cll.gz43_215793 


M00055899AB03 


ES 178 


645844 


1705.C18.gz43_215905 


1V1UV/UJJ077V/.I lv X 


ES 178 


474577 


1705.D05.gz43_2 15698 




ES 178 


644390 


1 705 .D 1 6 .gz43_2 1 5 874 


MOflftSSQOORF 1 2 


ES 178 


446728 


1 705 .D20 .gz43_2 15938 


MOOOSSQO0D-D03 


ES 178 


526575 


1705.E01.gz43_215635 


i VI i/uw J J jy v/ x xj . /vvy^- 


ES 178 


647522 


1705.E10.gz43_215779 


MOOOSS90.CA01 


ES 178 


553720 


1705.E16.gz43_215875 


MftOO^QO 1 CC 1 0 

IVlUVVJ -J V/ 1 . Xw^ X V/ 


ES 178 


641087 


1705.E18.gz43_215907 




ES 178 


642940 


1 705. E19.gz43_2 15923 




ES 178 


643513 


1705.F06.gz43_215716 


M000S5902DA07 


ES 178 


557947 


1705.F14.gz43_215844 


\y Wj\J\J ~J ~) 7v£iL/.lllV/ 


ES 178 


482163 


1705.F18.gz43_215908 




ES 178 


644063 


1705.F24.gz43_216004 


M00055903BE05 


ES 178 


554166 


1705.G03.gz43_215669 


M000 S S 904B • BO 1 


ES 178 


643914 


1705.G12.gz43_215813 


M000^904C*A07 


ES 178 


643809 


1705.G15.gz43_215861 


M00055904DA06 

It A \J\J V/— z —J . i. x vy vy 


ES 178 


643808 


1705.G18.gz43_215909 


MOO055905AF1 1 

ItIV/V/vJJ/vJiTi.I X X 


ES 178 


644354 


1705.G24.gz43_216005 


M00055905BH01 

ITlUUv*' ~J *s vy x-# .x xvy x 


ES 178 


639194 


1705.H06.gz43_215718 


M00055905DB06 ' 


ES 178 


605596 


1705.H13.gz43_215830 


M00055905DH02 

XV xv/ vy vy -y «y -y \j ^/ m-j « x iva< 


ES 178 


550242 


1705.H17.gz43_215894 


M00055906CF03 


ES 178 


641562 


1705.H23.gz43_215990 


M00055906DG03 


ES 178 


454720 


1705J06.gz43_215719 


M00055907D:D06 


ES 178 


449994 


1705J06.gz43_215720 


M00055908D:F09 


ES 178 


644364 


1705.K04.gz43_215689 


M00055909B:B12 


ES 178 


638869 


1705.K10.gz43_215785 


M00055909B:G10 


ES 178 


643089 


1705.K16.gz43_215881 


M00055909C:E08 


ES 178 


447326 


1705.K20.gz43_215945 


M00055909C:G09 


ES 178 


645781 


1705.K21.gz43_215961 


M00055909D:A09 


ES 178 


638919 


1705.K22.gz43_215977 
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No 


I Uo LCI JJL/ 


S PsTl 1 1 Pfl f^p"Wfl TTIfi 
uvV|UvllvvliCUllv 




ES 178 

M^tJ I/O 


89082 


1705 K24 ez43 216009 


M000SSQ10R-R1 1 


ES 178 

XwO I/O 


642985 


1705 Lll ez43 215802 


iviuuujjyiwD.ruz, 


FS 178 


639240 


1705L16ez43 215882 


MoonssQior-noi 

1Y1U V/UJ J7lv^/ .VJU X 


FS 178 


468147 


1705 L19ez43 215930 


Mfl00SSQ10CG04 

IVIUUV/-/*/^ 1 V7V/,\JU t T 


ES 178 


685001 

\J KJ \J \J X 


1705 L20 ez43 215946 




ES 178 

JL*#L? I/O 


643825 


1705 L21 ez43 215962 


M000SSQ1 1RF06 


ES 178 


644242 


1705.M05.gz43 215707 


M000SSQ17AF08 


ES 178 


557675 


1705.M16.gz43 215883 




ES 178 


648237 


1705.M20.gz43 215947 




ES 178 


640756 


1705.M22.gz43_215979 


MOOOSSQ17DF04 

lYXV/l/V/ J J lAl/.l V/*T 


ES 178 


644407 


1705.N05.gz43 215708 


MftftOSSQl^AG07 


ES 178 


649312 


1705.N12.gz43_215820 


1Y11/U \J J J f 1 J X? . I-' V/-/ 


ES 178 


644190 


1705.N17.gz43 215900 


M000SSQ14A-Afn 


ES 178 


449737 


1705.O02.gz43 215661 


iVlUUVJ J -J ¥ 1 H V/ . X-J 1 


ES 178 


643300 


1705.O09.gz43 215773 


JV1UUU D D y 1 Hl^ . I 


FS 178 

LJlJ I/O 


644108 


1705 Oil ez43 215805 




FS 178 

I— 'kj X / O 


641645 


1705 012 ez43 215821 


NAOOnSS0 1 4TV AOS 


FS 178 

1_/iJ/ I/O 


564134 


1705 013 ez43 215837 




FS 178 

J_>0 I/O 


553587 

mJ mJ mJ O / 


1705O16ez43 215885 


IVl U U U D D y I J A . AU O 


FS 178 

U/kJ I/O 


639413 


1705 017 ez43 215901 


1V1UUU J J" XJXj.XVUO 


FS 178 

J-/k7 I/O 


447212 


1705 O21ez43 215965 




FS 178 

L/J I/O 


643991 


1705.O24.gz43 216013 


K4nnnSSQ 1 ^TY A07 


FS 178 

L-iiJ I/O 


640178 


1705.P05.gz43 215710 


iv^nnn^^Qi^A*Fi ? 

IV1UUU D J7l O/Y. 13 1 


FS 178 

J_JO X / o 


644236 


1705 P12 az43 215822 




FS 178 

J-rO X / O 


649170 


1705.P15.gz43 215870 




FS 178 

M—/iJ I/O 


642911 


1706 A08 ez43 216139 




FS 178 

X-/L7 X / O 


549994 


1706.A13.gz43 216219 


iv/rnnn^SQi 7n-Fn7 


FS 178 

JLskJ X / O 


644301 


1706.A16.gz43 216267 


MOftOSSQl 8AF1 0 


ES 178 


645028 


1706.A20.gz43 216331 


iv/rnnns^oi 8R-R07 


ES 178 


643936 


1706.A24.gz43 216395 


lV/fOnn^QI RRRlft 


ES 178 

X^k? I/O 


459881 


1706.B01.gz43 216028 


iv±U\/\J-j J? xoxj.xt iv/ 


ES 178 


557175 


1 706 . B03 .gz43_2 1 6060 




ES 178 


651131 


1 706 . BOS .gz43_2 1 6092 


MOOO^SQl RCF02 

1V1UUV/JJ7 1 O V^-. JUV/Z. 


ES 178 


642166 


1706.B07.gz43_216124 


M000SSQ1 QA* A06 


ES 178 


647952 


1706.B12.gz43_216204 


MftOftSSQIQRHl 1 


ES 178 


562021 


1 706.B 1 9.gz43_2 1 63 1 6 


IVIV/UUJJ 7 1 7X-*.X IV/ / 


ES 178 


644554 


1706.C0 1 .gz43_2 16029 


M00055920A:H10 


ES 178 


640977 


1706.C05.gz43_216093 


M00055920B:F02 


ES 178 


644410 


1706.C09.gz43_216157 


M00055921A:E06 


ES 178 


188079 


1706.C21.gz43_216349 


M00055922A:F05 


ES 178 


465576 


1706.D13.gz43_216222 


M00055922A:G07 


ES 178 


650900 


1706.D15.gz43_216254 


M00055922B:A06 


ES 178 


447426 


1706.D17.gz43_216286 


M00055922B:G09 


ES 178 


649085 


1706.D21.gz43_216350 
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CioneLU 


co JNO 


dusieriJLi 


OCi^UCIlCClN OII1C 


IVlUUU33yZZXJ.01U 


CO I/O 


4 1 OOOQ 


1706F06ffz43 216111 


JVlUUU33yZ3£>.VAI / 


PQ 178 

lo l/o 


641 1 70 


1706F10O741 216175 


\lUUU33yZ'H3.JJUZ 


lo l/o 


OHjO/, / 


1706F77O741 216167 


JVIUUU 3 3 yZlD . c 1 Z 


FQ 178 

20 l/o 


4641 7Q 

HOH IZi* 


1706 F01 074I 216012 


YLUUU33yZ £ lA^./\Uy 


FQ 178 

-fO I/O 


641484 


1 706 F01 0741 2 1 6064 


YlUUU33yZ3/V^UH 


FQ 178 

I/O I/O 


4S0840 


1706 F11 ffz41 216192 


JVIUUU J J y Z 3 u . xiuy 


rc i7« 

-/O I/O 


filQl S4 


1706F70P741 216316 


IVIUUU J DVZjD . D I U 


lo I/O 




1706 F21 £z43 216352 


JVlUUU33yZOlJ./\U3 


FQ 178 

Co I/O 


4471?^ 


1706G12&Z43 216209 


jviuuu33yzo^./\i l 


FQ 178 

JDo i/o 


?07^S? 

Z.U / JJX 


1706G18ez43 216305 

1 / \J\J . VJ 1 (J "{!}' ' Kr~s \J ^ 


JVlUUU33yZ /D.UUO 


FQ 1 78 

CO I/O 


647^08 

U*ti.JUO 


1706 H05 ez43 216098 


JYlUUU33yZ /JJ.ci 1 


FQ 178 

CO I/O 




1706H10ez43 216178 


JVlUUU33yZo/\.^UO 


PCI 178 
Co I/O 


VJ.J 7v/J O 


1706 H15 ez43 216258 


iVlUUU33yZo/VCl I 


FQ 178 

CO I/O 


VJ 1U07J 


1 706 H 1 7 ez43 2 1 6290 


jviuuu3 jy/oDxi i 


FQ 178 

CO I/O 


UUJOJ 


1706.H21.gz43 216354 


Ayfnnn^QOQ A •r* 1 1 
jviuuu33yzy/vi^i i 


FQ 1 78 

Co I/O 




1706 114 ez43 216243 

X / V/V/ .XX T r\ ' r - * X i*' 


JVlUUU33yzyi3.CUI 


FQ 178 

CO I/O 


467089 


1706 117 ez43 216291 


jviuuu 33yzy.LJ.ruy 


FQ 178 

Co I/O 


64QQS4 


1706 124 ez43 216403 


JYlUUU33y.5UA.lJU £ f 


pc 170 

Co l/o 


64469 Q 


1706 J05 ez43 216100 


JV1UUU3 DzfD\)S^.U\JD 


FQ 178 
co 1/0 


6S0Q18 

VJ-7 V7JO 


1706J09ez43 216164 


JYLUUU33y.5UCrUO 


FQ 1 78 

Co I/O 


UJ7J ~u 


1706J10ez43 216180 


MUUU33y:5UU.riU3 


pc 170 
Co l/o 




1706J15ez43 216260 


MUUU33y3ULI.r>U3 


cc 1 70 

CO I/O 


447S90 


1 706 J 1 6 ez43 2 1 6276 


jviuuuj jyjuL/.rsuy 


EC 170 
Co I/O 


61 1676 


1 706 J 1 7 ez43 2 1 6292 


JVlUUU33yjUL>.rU3 


PCI 178 

.Do l/o 


S 1 171 1 


1706J21ez43 216356 


MUUU33y.5:7A.cU3 


PQ 170 
Co l/o 


618808 


1706L07ez43 216134 


MUUUDDyj JtJ.tJ i 1 


PCI 178 
Co l/o 


60S1 14 


1706L10ez43 216182 


MUUU33y3.5t>.VjUl 


FQ 1 78 
Co l/o 


6^074^ 


1706Llloz43 216198 


MUUU33y.54C.iiUO 


FQ 178 

Co I/O 


4467QS 


1706 M06 ez43 216119 

x / UV/.luvU *& ' a* x v/ x x 


A>f (\(\(\ ^ ^ G^/TT* -WHO 
JMUUU33yj4U.rluy 


FQ 178 

Co I/O 


6S0470 


1706 M12 ez43 216215 


MUUU33yJ3t5.rlUt5 


PQ 1 78 
CO l/o 


470604 


1 706 M70 0-743 2 1 6343 


JMUUU33y33CliU3 


PQ 178 

Co I/O 


640677 


1706 M23 ez43 216391 


JVIUUU3 3 y 3 OL . DU3 


PQ 178 

Co I/O 


646SQ6 


1706 N07 ez43 216136 


JVlUUU33yjOCl-JU3 


PQ 178 
Co 1/0 


648179 


1706.N08.gz43 216152 


JYlUUU33yjOU.rU3 


PQ 178 

Co I/O 


4S6970 


1706Nllez43 216200 


lYlUUU33y3 /A.rU / 


FQ 178 

CO 1 / 0 


645092 


1706.N17.gz43 216296 


JYlUUU33y3 /L.V/UO 


FCi 178 

.L/O 1/0 


641716 


1706.N21.gz43 216360 


M00055939A:B12 


ES 178 


644732 


1706.P02.gz43_216058 


M00055939B:A11 


ES 178 


639901 


1706.P07.gz43_216138 


M00055939D:D07 


ES 178 


559905 


1706.P13.gz43_216234 


M00055940B:A08 


ES 178 


649873 


1706.P19.gz43_216330 


M00055941B:A04 


ES 178 


524546 


1707.A12.gz43_2 16604 


M00055942B:H10 


ES 178 


646317 


1707.B04.gz43_216477 


M00055942D:A01 


ES 178 


648782 


1707.B12.gz43_216605 
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Pluc-twiTi 
V^lUblCilJL/ 


^ (*fw t t*n /*^>^r q tti ^ 


M00055Q47TVF05 


178 


645809 

vj^t^ 0 V/^7 


1707 Rl 6o743 716669 

X / V7 / . X-/ X VJ .gZi^J ^ X vIVJ VJ 


M00055943RF01 

iVlvJV/V'.J J jr*fJD.±u\J I 


ES 178 


447805 


1707B24ez43 216797 


M00055Q45Cf , 07 


FS 178 

X-zlJ I/O 


648588 


1 707 D 1 3 & 743 2 1 6623 

X / VJ / .J-/ X .J .gZiT-J ^> X VJVJZr^ 


Mooo55Q45r , no9 


FS 178 

L-jlJ I/O 


648555 


1 707 D 1 4 P743 2 1 6639 

X / VJ / .XV l^.ftZiTJ ^> X VJVJJ ^ 


Mooo55Q45TYno i 


FS 178 

JJ/l5 l/o 


461 


1 707 n 1 7 o743 7 1 6687 

X / VJ / . XJ X / J^LtJiJ 4* X VJVJO / 


IVl UU U J D y*t .J JLJ . J3U o 


FS 178 

XJ/kJ I/O 


644790 


1 707 D 1 8 P743 2 1 6703 

x / vj / .X-/ x o .gZiT-J ^> x vj / \j~> 


1^00055047^^00 


FQ 178 

J_!/il3 I/O 


J7JJ77 


1707 F70 0743 216736 

X / VJ / . X-*Z.VJ.gZj*T*7 ^.XVJ/-/\J 


lV/f00055Q4Q A -F0Q 


FS 178 

L/lJ I/O 


40060^ 


1 707 F0? 0743 2 1 6449 

X / VJ / .X VJ^r .jj£Z«T.J ^> X VJ*T"T-^ 


ivyfnoo55Q4QTVR07 


FS 178 

X-/0 I/O 


64Q54Q 


1707 F06 2z43 216513 

X / VJ / . X \JVJ ,gZi*T-7 ^< X \J-/ X *-> 


iv/rooo55Q5 i r- A07 

IVIUv'U.j J7J 113. /\U / 


FS 178 

XZrO I/O 


64498^ 


1707 G03 oz43 216466 

X / VJ / . VJVJ«J .gZ.^-/ ^ X VTW 


i\7fooo55Q57r , *FOR 


FS 178 

l_/0 I/O 


6509^5 

UJV/7J J 


1707G21 ff743 216754 


\yfOftft55Q5^rYR0R 


FS 178 

X_rl3 I/O 


64? 1 05 

\J'-TZ* X V/*7 


1707 H10 ez43 216579 

X / VJ / .111 V/ , r\,-^'^- J ^ X / 


\/rono5 5054^*^5/17 


FS 178 

IZrO I/O 


5^1 579 


1707H19&743 216723 

X /V/ / ,1117 .giiT^J 1U » *<*7 


MY10055Q54TYR04 

IVIUvjUJ J - DUt 


FS 178 


561777 

JU X / / / 


1707 H22 ez43 216771 

X / \J / .1 1^X> .K/iTJ *<lv// » X 


\/rnoo55Q55R'P06 


F<s 178 

IJ/O I/O 


460745 


1707 108 ez43 216548 

X / VJ/.XVJO ■ CjiO 1 —J Z> 1 V/JTU 


ivyfnoo55Q55r , -FT05 

IVIUv/Uj J 7jjL .xTU j 


FS 178 

Xj/Lj I/O 


650^70 


1 707 T 1 4 f*743 2 1 6644 

X / VJ / .XX*T.£jZiT«7 X VJVJ ■ ■ 


ivyfooo55Q5£rvROi 


FS 178 

X-»0 X / 0 


550737 


1707 J02 ez43 216453 


1^000550561x^1 i 


F<s 178 

mZi%J I/O 


447774 


1707J04ez43 216485 


Kfnoo55Q57RFi i 

1V1VJUU D J7J /D.rll 


FS 178 

JJfO 1/0 


457116 

*T-7^ J X VJ 


1707J14ez43 216645 


1^00055057^^05 


FS 178 

JDi3 I/O 


644568 

UttJ VJ 0 


1707 J18 2z43 216709 


iv/iooo55058r i F03 

IVlVJV' VJ J -J " J O . J-f V/ J 


FS 178 


643968 


1707 K05 ez43 216502 


mooo55Q58TVF07 


ES 178 


647185 


1707 K10 ez43 216582 


ivyfnoo55Q6iTYF06 


FS 178 

XJ/kJ I/O 


6473 1 2 


1707L18ez43 216711 


1V4000 5 5 Q63R • P07 


FS 178 

X_/0 X / 0 


555210 


1707 L22 ez43 216775 


iv/rooo5 5065 a *no6 

IVl U VJ U J J " D J /\ . VJ W VJ 


FS 178 

XwL7 X / 0 


642653 


1707 M24 ez43 216808 


\Aooo55Q65Tvnoi 

IVIUUUj^^OJI^.VJvjI 


F<s 178 

1_/lJ I/O 


472101 


1707N12ez43 216617 


ivjrnnfK^OA^R-woo 


FS 178 

C/k5 I/O 


646 1 90 


1707N18ez43 216713 

X/VJ/.l^lXO .QZ-rT ~s £~ X V/ / X 


iv/rnfin^ ^QA^r* *ri03 
jviuuuo jyooL.uuj 


F^l 178 

X-fLj I/O 


645508 


1 707 N20 p-743 2 1 6745 


ivyinnn55Q£7A*Fi 1 
iviuuuj J70 //\.r 1 1 


F<s 178 

£3(0 I/O 


513619 


1707O07ez43 216538 


aa nnn^ ^o^7 a «f^o i 
iviuuu3Dyo //\.ou 1 


F^l 178 
1/0 


646061 


1707O08az43 216554 

X / VJ / . VJV/O .gZiTJ ^ X w—' ^ I 


ivvinnn^o/^R-Ri 7 

JYIUUU j 3V O / 13 . 15 1 Z 


C/l3 I/O 


645773 


1707 O09 <>743 216570 

X / VJ / .WVJ7.l£Z*T.7 ^> X VJ— ' / \J 


iv/fnnn*N^G* ; i7R*F07 


F^l 178 
i/o 


645900 


1707 013 a743 216634 


\yfooo55Q£7ivr , 05 

IVIUUUJ J70 / L/.vUJ 


F^ 178 

XJ/O X / 0 


383609 

JO J VJV7 V 


1707 023 ez43 216794 


iv/fooo55Q6RTYF03 
MUUUJJ700L/.EUJ 


F^ 178 

X-skJ X / 0 


643162 


1707P18cz43 216715 


iv/fnoo55Q6Q a -F07 


F<s 178 

JC/l3 X / O 


694643 


1707P24ez43 216811 


iv/tooo55Q6QR-ro5 


FS 178 

XJrO X / O 


640672 


1708A04ez43 216860 


K/rooo5506QryR08 

lVlv/UVJ J J7O7L/.DUO 


F^ 178 

x_>o X / 0 


645289 


1708 All ez43 216972 


M00055969D:F08 


ES 178 


642955 


1708A12.gz43_2 16988 


M00055970C:A05 


ES 178 


647058 


1708.A21.gz43_2 17132 


M00055970D:F09 


ES 178 


645894 


1708.B10.gz43_216957 


M00055971B:A11 


ES 178 


649082 


1708.B14.gz43_217021 


M00055972C:C09 


ES 178 


557852 


1708.C06.gz43_2 16894 


M00055972C:F02 


ES 178 


558052 


1708.C07.gz43_216910 


M00055973C:F10 


ES 178 


647211 


1708.C24.gz43_217182 
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F<? 178 


645264 
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JVIUUU3 J7 /OA.UU 4 * 


FS 178 

JJ/kJ I/O 


645926 


1708 E22cz43 217152 


ivyrooo^Q76i-VFOi 

1V1UUU3 J? /uD.rul 


FS 178 

I/O 


647280 


1708.F05.gz43 216881 


IV1UUU337/ /A.UU? 


FS 178 

I/O 


647333 


1708 F19 ez43 217105 










tvttooo^ ^Q77i**F06 


FS 17Q 

-j*J VIZ? 


643723 


1708F21cz43 217137 


JVIUUU337 /o/\..n.U3 


FS 17Q 

-/O 1/7 


642058 


1708.Gll.gz43 216978 


iyyfooo^Q78tVFOi 
iviuuu3 J7 /oD.rui 


ES 179 

JOkJ LIZ? 


484355 


1708.G16.gz43_217058 


ivyiooo^Q7QR-oo7 

1V1UUU3 37 1 yjj.vJU / 


FS 17Q 

j 1/7 


640092 


1708.H12.gz43 216995 


JVIUUU3 J7 / yi^.jou / 


FS 17Q 

. -#i3 1/7 


640204 


1708.H15.gz43 217043 


lvvrooo^Qfto a *1406 

JVLUUU337ov/\.rlUO 


FS 17Q 


647539 


1708 H23 ez43 217171 


iwiooo^qsior-ro? 

JVlUUU337oUI5.I>U / 


FS 17Q 

. _*0 1/7 


647924 


1 708.10 l.gz43 216820 


jviuuu3 37ou\~/.vjiz 


FS 17Q 

1_/lJ 1/7 


644354 


1708 .108 .gz43 216932 


lVvfOOO^^QSi 1 TYR07 
JMUUU3370 LU.D\J / 


FS 17Q 

. 1/7 


650513 


1708 J07 ez43 216917 


MUUU3370ZA.OU0 


F^l 170 

CO 1/7 


U*+vJv/ 1 J 


1708J17ez43 217077 


VlUUU337oZl^./\lZ 


FS 170 

1/7 


650018 


1708J24ez43 217189 


JYlUUU337oZV,.rlU 1 


FS 170 

JZrO 1/7 


644226 


1708K04ez43 216870 


lvvfooo^^Qft^p-POO 


FS 170 

1/7 


451709 


1708.K14.gz43 217030 


muuu337o.jjj./\U7 


FS 170 

XZ/O 1/7 


477790 

*T / / / 7v 


1708K18ez43 217094 


iv/fooo^QRzi a -fo^ 

]YlUUU3370 £ f A.rUJ 


FS 170 

UjlJ 1/7 


645848 


1 708 .K24 .gz43_2 17190 


ivvfnoo^^G8>iivF0A 

JVlUUU3370^1J..ErU £ t 


FS 170 

JJ/O 1/7 


645746 


1708.L08.gz43 216935 


ivvfoooA^Q8^ a -H06 

JVlUUU337o3/Vl5UO 


FS 170 

EfO 1/7 


645288 


1708.L10.gz43 216967 


jviuuu j j 7 o j is . i^uz 


FS 17Q 

DO 1/7 


645427 


1708.L13.gz43_217015 


\yrooo^Q£^R-f^ 1 7 
iviu uu ^ 3 y o j D . \j i z 


FS 179 

1/7 


646126 


1708.L16.gz43_217063 


Nyrooo^osi^ivFOQ 

JM u U U 3 3 7 o J J-/ . JC u 7 


F<s 179 

U/O 1/7 


641484 


1708.M02.gz43 216840 


jviuuu3 jyoOA.rvj 


F<S 170 
1/7 


647539 


1708.M09.gz43 216952 


\/fOOO^O$i7R*F07 

jvluuu3 jvo /D.ru/ 


FS 179 

J— /kj 1/7 


465209 


1 708.N06.gz43_2 16905 


ivyfooo^QRR A * A 1 7 
jviuuu j 3 7 o o/\ . /\ i z 


FS 179 

L/O 1/7 


640179 


1 708 .N 1 5 .gz43_2 1 7049 


JVIUUU J J700/V.E/UJ 


FS 179 

U/L7 1/7 


639359 


1708.N21.gz43 217145 


MUUU33yo7Y\.L,uy 


FS 170 

11/ l_) 1/7 


560349 


1708.Oll.gz43 216986 


IVyfOOO^QQO A -F07 
lYlUUU-53WUA.ru / 


FS 179 

U/l3 1/7 


645920 


1 708. P01.gz43_2 16827 


TV/fOOO^QQ01VR07 
JYIUUU3 jyyUJLI.15UZ 


FS 179 

Ul7 1/7 


558452 


1 708 .P 1 2 .gz43_2 1 7003 


lVyfOOO^QQOTVf^OQ 

iviu u u 3 3 y y u jl/ . vju 7 


FS 179 

l^O 1/7 


582549 


1 708 .P 1 5 .gz43_2 1 705 1 


TVyfOOO^^OOl A*nio 
JVIUUU JJ77 1 A. U i U 


FS 179 

J-LrO 1/7 


649309 


1 708 .P 1 8 .gz43_2 1 7099 


XyTOOO^^QQI A*FT00 

iviuuu33yy jA.nu7 


FS 179 

U/k7 1/7 


450123 


1 708 .P20 .gz43_2 17131 


V/TOOO^QQI P*FT1 1 

iviuuuj J77 ii^.ni i 


FS 179 

JUrO 1/7 


646212 


1708.P24.gz43_217195 


M00055992A:D08 


ES 179 


645662 


1717.A08.gz43_218513 


M00055993A:E02 


ES 179 


643288 


1717A19.gz43_218689 


M00055993D:F12 


ES 179 


649556 


1717.B06.gz43_218482 


M00055994A:G04 


ES 179 


603388 


1717.Bll.gz43_218562 


M00055994B:B12 


ES 179 


651119 


1717.B15.gz43_218626 


M00055994C:E06 


ES 179 


642887 


1717.B23.gz43_218754 


M00055994C:F05 


ES 179 


639377 


' 1717.B24.gz43_218770 
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ClusterlD 


S eaiienceName 


M00055995AG09 


ES 179 


643808 


1717.C14.gz43 218611 


M00055995BA02 


ES 179 


477521 


1717.C15.gz43_218627 


M00055995CF05 


ES 179 


650534 


1717.C20.gz43 218707 


M00055996AC10 


ES 179 


466277 


1 7 17.D02.gz43_2 1 8420 


M00055996BH04 

iTiv \y \y ^y *y -y -** vyi^ ii J- v i 


ES 179 


466271 


1717.D08.gz43_218516 


M0005 5996C • A02 


ES 179 


650018 


1717.D09.gz43_218532 


M00055996CA08 


ES 179 


640645 


1717.D10.gz43_218548 


M00055996DD07 


ES 179 


558856 


1717.D13.gz43_218596 


M0005 5 996D G02 


ES 179 


587106 


17 17.D15.gz43_2 18628 


M00055997AB08 


ES 179 


642000 


1717.D19.gz43_218692 


M00055997A:C08 


ES 179 


634365 


1717.D20.gz43_218708 


M00055997A:F04 


ES 179 


552846 


1717.D23.gz43_218756 


M00055997D:A11 


ES 179 


541214 


1717.Ell.gz43_218565 


M00055998A:F06 


ES 179 


644990 


1717.E20.gz43_218709 


M00055998BA04 


ES 179 


644612 


1717.E22.gz43_218741 


M00055998BD06 


ES 179 


560860 


1717.F01.gz43_218406 


M00055998BG03 


ES 179 


402100 


1717.F03.gz43_218438 


M00055998CD04 


ES 179 


513888 


1717.F05.gz43_218470 


M00055998DG05 


ES 179 


645076 


1717.F18.gz43_218678 


M00055999AA04 


ES 179 


478025 


1717.F19.gz43_218694 


M000S5999AB07 

IVlv vv J J 7 7 y r\. 1J w » 


ES 179 


207530 


1717,F20.gz43_218710 


M00055999AH10 

iviuvuJJ ^ ^ ^ r\..x x a v/ 


ES 179 


646387 


1717.F22.gz43_218742 


M00055999CA01 


ES 179 


642881 


1717.G04:gz43_218455 


M00055999DC05 


ES 179 


549889 


1717.G12.gz43_218583 


M00055999DH04 

1VX V/Vy V/w' J S J U . X X Vv i 


ES 179 


644210 


1717.G17.gz43J218663 


M00056000AB02 

1 YX vy vy Vy Vy vy vy vy .ix . X_J V/ 


ES 179 


447822 


1717.G19.gz43_218695 


M00056000AE11 


ES 179 


647443 


1 7 1 7.G22.gz43_2 1 8743 


M00056000CD09 


ES 179 


649259 


1717.H08.gz43_218520 


M0005 600 1 C • E09 


ES 179 


562221 


1717.H20.gz43_218712 


M00056001CF07 


ES 179 


447556 


1717.H21.gz43_218728 


M00056001DB06 

ItIUuv*' vy vy vy a x_y . x-/ vy vy 


ES 179 


641736 


1717.103.gz43_218441 


M00056001DG12 

i. tX vy vy vy ^y vy vy vy x x-^ • vj x 


ES 179 


643971 


1717.105.gz43_218473 


M00056002AA03 


ES 179 


644611 


1717.106.gz43_218489 


M0005 6002 A:H06 


ES 179 


559400 


1717.109.gz43_218537 


M00056002D:E09 


ES 179 


419443 


1717.115.gz43_218633 


M00056003AA08 


ES 179 


449261 


1717.117.gz43_218665 


M00056003AB07 

ITXv/ v/ \y ^ vy vy vy *s x • vy * 


ES 179 


641580 


1717.119.gz43_218697 


M00056003A:C01 


ES 179 


645197 


1717.120.gz43_218713 


M00056003B:E11 


ES 179 


618670 


1717J02.gz43__218426 


M00056003B:G11 


ES 179 


464498 


1717.J03.gz43_218442 


M00056003C:C09 


ES 179 


644824 


1717J05.gz43_218474 


M00056003C:H10 


ES 179 


645162 


1717.J07.gz43_218506 


M00056004A:E12 


ES 179 


451469 


1717J13.gz43_218602 


M00056004B:F04 


ES 179 


643498 


1717J17.gz43_218666 
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IVIUUU.JOV/U't.L/. JT Uj 
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1/7 


452775 
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FS 179 

1 / 7 
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1717K04ez43 218459 


1V1 U U \J J D u u J x> . nu o 


F^ 17Q 


641 167 

\J*T 1111/ 


1717K20ez43 218715 

1 / 1 / . l^fc< V/ 




FS 179 

1/7 


561836 


1711 L03 ez43 218444 




pc 17Q 

-/O 1/7 


470462 


1717.L07.gz43 218508 


ivyinnn^Ann^n-Fi 9 
jviuuujouujjLJ.r iz. 


FS 179 

Erij 1 / 7 


162177 

«^V/Z. Lit 


1717L10ez43 218556 


iv>f nnn^AnnA a *fo,4 
jviu u u z? o u uo/\ . HUH 


FS 179 


641440 


1717 L15 ez43 218636 


1\1UUUjOUUO/\.\JU7 


FS 179 




1717 L18 ez43 218684 


IVIUUU J DUUOD.A1 \J 


ES 179 


637977 


1717.L19.gz43_218700 


iviu u vfj o u uo d . r> uj 


FS 179 


592941 


1717.L20.gz43 218716 


IVIUUU JUUUOD.V^ 1 A. 


ES 179 


411885 


1717.L24.gz43_218780 


1V1UUUJ OUUO.L/ . V/UO 


FS 179 


643239 


1717.M06.gz43 218493 


1Y1UUU.JOUUO.L/.1-JUJ 


FS 179 

J— <0 1/7 


639940 


1717.M07.gz43_218509 


1V1 \J \J \J Jf \J \J \J \J xJ . J-f V -J 


ES 179 


643477 


1717.M10.gz43_218557 




ES 179 


651083 


1 7 1 7 . M 1 1 . gz4 3_2 1 8 5 73 


JVIUUU.JOUU / A.DWZ 


FS 179 

l_/kj 1/7 


555736 


1717.M16.gz43_218653 


IVIUUU JDUU / A.vJv / 


ES 179 

l^ij 1/7 


647194 


17 17.M22.gz43_2 1 8749 


ivf nnns60ft7R-P i o 

IVIUUU JUUU / 1 v/ 


ES 179 


449713 


1 7 1 7.M24.gz43_2 1 878 1 


Mnnns6007R*F08 

IVIUUU JUV/l-/ / l_J..L#VO 


ES 179 


649701 


1717 .N03 .gz43_2 1 8446 


IV1UUU.->UUU / V»/.AvJ 


ES 179 

I—^iJ 1/7 


448418 


1717 .N05 .gz43_2 1 8478 


iv/ronn^^no7n*F07 

1V1UUU.^UUU / JL/.l V7 / 


ES 179 


644022 


1 7 1 7 .N 1 3 .gz43_2 1 8606 


IVIUUU.} OUU /L/.rllZ, 


FS 179 

JL^kJ 1/7 


262760 


1717.N14.gz43_218622 


ivivUUJOUUOA.rivj 


ES 179 

UrO 1/7 


675319 


1 7 1 7 .N 1 7 .gz43_2 1 8670 


IVIUUU OUU O O . U*t 


ES 179 

l^fL7 1/7 


641283 


1717.N21.gz43_218734 


IVIUUU JDUWoD.vJU 1 


FS 179 

l^>0 1/7 


456627 


1717.N24.gz43 218782 


lVlUUU30UUoi5.\JV*? 


F^ 179 

LJ 1/7 


447802 


1717.O02.gz43 218431 


ivl u U V D o U U o . U U *t 


FS 179 

JJ/O 1/7 


639178 


1717.O04.gz43 218463 


1Y1 U U U J O U U O V>- . 1-/ W o 


FS 179 

J^O 1/7 


644030 


17 17.005 .gz43 218479 


1YI U U U D U U O JLr . u 


FS 179 

-L/kJ 1/7 


644612 


1717.013.gz43 218607 


JVIUUUjOUUoIJ.I-IUj 


F<i 179 

JZ>k3 1/7 


642260 


1717.014.gz43 218623 


iv>f nnn^ Anno a 'T-tor 


F<1 179 

1/7 


557895 


1717.018.gz43 218687 


IVIUUU JOul/7v/. .T U7 


ES 179 

J-iU 1/7 


649860 


1 7 1 7.023 .gz43_2 1 8767 


1V1 U U U J O U U 7 J-/ . /YU 


ES 179 

1_/L7 1/7 


646143 


1 7 1 7.024.gz43_2 1 8783 


IVIUUU J OUU 7L/ . v> 1Z. 


ES 179 

J_yiJ 1 / 7 


640709 


1717.P01.gz43_218416 


1V1UUU.2QU 1 V//\.Efv/ J 


ES 179 

J^k7 1/7 


644972 


1 7 1 7.P05 .gz43_2 1 8480 


IVIUUU JOU 1 1 /A.. v_/ 1 1 


ES 179 

J—/O 1/7 


644949 


1717.P13.gz43_218608 


Mft0ftS601 1RA06 


ES 179 


517274 


1717.P17.gz43_2 18672 


M00056011B:E10 


ES 179 


489426 


1717JP19.gz43_218704 


M00056011C:D04 


ES 179 


555172 


1717.P22.gz43_218752 


M00056013A:C09 


ES 179 


538808 


1718.B12.gz43_218965 


M00056013D:D07 


ES 179 


640181 


1718.B21.gz43_219109 


M00056016C:F11 


ES 179 


643744 


1718.D04.gz43_218839 


M00056016D:E02 


ES 179 


644967 


1718.D07.gz43_218887 


M00056017A:B08 


ES 179 


643975 


1718.D09.gz43_218919 
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kj wLJ U^/11\^V/1 ^ uiilv 
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FS 179 

1/7 


64^^10 
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1718F02ez43 218809 


IVIU U U J O UZUD . v> u y 


FS 17Q 


UJUJtO 


1718 F23 ez43 219145 


aa nnn^ ^n? op •wyi'} 

iviu u u j ouz u . n.u j 


FS 17Q 

U>L7 1/7 


650391 


1718G06ez43 218874 


iviu uu j o uz u u . u \j j 


FS 17Q 

1/7 


545509 


1718 G08 ez43 218906 


ivju U U J ou Z 1 r\ . n.u o 


FS 179 

i— /lj i#7 


557344 


1718 G17 ez43 219050 


ivvinnn^no 1 p-t-tor 
iviuuu j ouz i .nvo 


FS 179 

i/7 


639629 


1718 H03 ez43 218827 


lvyfnnn^An^TvnnR 

IViUUUjOUZ jU.UUo 


FS 179 

A-/t3 1/7 


650749 


1718 121 ez43 219116 


iviuuu juuzoo.rxv i 


FS 179 

_>kJ 1/7 


644982 


1718.K18.gz43 219070 


iviuuujouzoi-/.r wo 


FS 179 

-/O 1/7 


645883 


1718.Mll.gz43 218960 


iviu u V/ j o uz 7 x> . rwj j 


ES 179 

l^O 1/7 


467057 


1718.M20.gz43 219104 


iviuuu d \j\jjLyu . u v/o 


FS 179 

lwkJ 1/7 


447659 


1718.N06.gz43 218881 


1V1UUUJOU.J 1U.DWO 


FS 179 

-^O 1/7 


495942 


1718.014.gz43 219010 


aa nnn ^ An** 9 ft *wn 8 
iviuuu jouozi>.riuo 


FS 179 

J_/kJ 1/7 


397399 


171 8 .P04.gz43_2 18851 




ES 179 


425455 


1 7 1 8 .P 1 3 .gz43_2 1 8995 


1V1UUU-? OU J J ,nAJ7 


ES 179 


451993 


1718.P24.gz43_219171 




ES 179 


645973 


1719 . A03 .gz43_2 1 9204 


aa n n n ^ 60 ^ ^ r> • on 7 

IVIUUU JOUj JJL/.VJV / 


FS 179 

l^L_7 1/7 


642198 


1719 . A04 .gz43_2 1 9220 


1V1 u U U J U v J *t /a. . VJ 1 V 


ES 179 


646048 


1719.A10.gz43_219316 




ES 179 


452325 


1 7 1 9 .A 1 7.gz43_2 1 9428 


1V1 U U U D D U O ** . iiU V 


FS 179 

JUfO 1/7 


648390 


1 7 1 9 . A2 1 .gz43_2 1 9492 


lvyrnnn^An^dxi-FftQ 

!VlUUUJOU,J t T.L/..EiU7 


FS 179 

J— 1/7 


640559 


1 7 1 9 . A23 .gz43_2 1 9524 


IVIUUU.? OU J JD . /A.UH 


FS 179 

J_/l3 1/7 


550376 


1719.B03.gz43 219205 


lvyrnnn^Aft^sR-rii l 

1VLUUUOOUO JD.Ul 1 


FS 179 

J_/L7 1/7 


566745 


1719JB06.gz43_219253 


ivAnnn^An^R-Fi ft 


FS 179 

M-JLJ 1/7 


549786 


17 19.B07.gz43_2 19269 




FS 179 

U/lJ 1/7 


452504 


1719.B15.gz43 219397 


iVaUUUDOUj jL/.LUO 


FS 179 

JDO 1/7 


447645 


1719B17ez43 219429 


lv^nnft^Aft^rvm n 


FS 179 

JDO 1/7 


467597 


1719.B21.gz43 219493 


IVIUUU JDU -50I5.J3U 1 


FS 179 

J_sO 1/7 


648045 


1719.C01.gz43_219174 


x/rnnn^n^R-Fn? 


FS 179 

1— /kj 1/7 


408428 


1719.C05.gz43_219238 


iv^nnn^ft^fvrYRft^ 

IVIUUU.? OUJOLJ. .DUO 


FS 179 

1/7 


468689 


1719.C14.gz43 219382 


Nyrnnn^An^^n-nni 

IVIUUU DOVjOU.LJV 1 


FS 179 

1/7 


452729 


1719.C15.gz43_219398 


v/fnnn^An^^ri'Fns 


FS 179 

l~rk-7 1/7 


644054 


1719.C17.gz43_219430 


i\jfnnn^An^7A-ni l 

1V1UUU->OUj f J\.U 1 1 


FS 179 

JL/O 1/7 


645530 


1719.C20.gz43_219478 


iv>innn^Ani7 A-Fl n 

IVIUUU J OU J / rx.IZi 1 VJ 


FS 179 

1_sl^7 1/7 


645707 


1719.C22.gz43_219510 


Tv/fnnn^An^7R-rT0? 

iviuuu-Juuj /.d.vjvz 


ES 179 

1-/L7 1/7 


646088 


1719. D03 .gz43_2 1 9207 


iv^nnn^An^7P-no6 

IVIUUU JOU J / V^.JL/WU 


ES 179 

JL/kJ 1/7 


476077 


1 7 1 9.D09.gz43_2 1 9303 


iv/fnnn^^n^7P*oi 1 

1V1UUUjUU-> / V_^,VJ 1 1 


ES 179 

J_>k_> 1/7 


638912 


1719.D10.gz43_219319 


M00056038B:G08 


ES 179 


481614 


1719.D15.gz43_219399 


M00056038D:F03 


ES 179 


468330 


1719.D21.gz43_219495 


M00056039A:A02 


ES 179 


550365 


1719.D23.gz43_219527 


M00056039A.F04 


ES 179 


647976 


1719.E01.gz43_219176 


M00056039B:C03 


ES 179 


649293 


1719.E04.gz43_219224 


M00056039C:D05 


ES 179 


453804 


1719.E08.gz43_219288 


M00056039C:G05 


ES 179 


645973 


1719.Ell.gz43_219336 
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M0005 603 9C HO 1 

lTiv/ v/ vy ~s \j\tmj *s « x xv/ x 


ES 179 


642852 


1719.E12.gz43_219352 


M00056040AE09 


ES 179 


647144 


1719.E15.gz43_219400 


M00056040CA03 


ES 179 


649118 


1719.E20.gz43_219480 


M00056040CB03 


ES 179 


454438 


1 7 1 9 .E2 1 ,gz43_2 1 9496 


M00056040CC12 


ES 179 


646687 


1 7 1 9 .E22 .gz43_2 19512 


M00056041AC07 


ES 179 


479722 


1719.F05.gz43_219241 


M00056041BF03 


ES 179 


644817 


1719.F10.gz43_219321 


M0005 6042B * A03 


ES 179 


558432 


1719.F23.gz43_219529 


M0005 6042B B05 

X vx vy vy v/ .^y vy vy w^Xrfi^ ,u\/iy 


ES 179 


483266 


1719.F24.gz43_219545 


M00056043AA09 

1VA VyVyvy^' uv~«T\.nv/y 


ES 179 


460727 


1719.G13.gz43_219370 


M00056043AH12 

iti vy vy vy ~j uv/~>/xl.i x x ^ 


ES 179 


556325 


1719.G16.gz43_219418 


M00056043BE03 

iviv w«y v/v/~«y x-# * x^/ vy ^/ 


ES 179 


643897 


1719.G19.gz43_219466 


M00056043C *G03 

i. vx vy vy vy ^y vy vy — / - vj vy «y 


ES 179 


490898 


1719.G24.gz43_219546 


M00056043DE03 


ES 179 


641193 


1719.H04.gz43_219227 


M0005 6044B AO 1 


ES 179 


236965 


1719.H12.gz43_219355 


M00056044C * CO 1 


ES 179 


649900 


1719.H15.gz43_219403 


M0005 6044D • B04 

IvlV/v/V-' vy v/~ riy - x_y vy 


ES 179 


646579 


1719.H19.gz43_219467 


M00056044DF01 

ITiv/uu^v/v/ i ■ J-^ . x vy x 


ES 179 


588502 


1719.H22.gz43_219515 


M0005 6044D * G07 


ES 179 


458683 


1719.H24.gz43_219547 


M00056045AD03 

J.VAV/ vy \y— y uuTi/n.iy vy ^-y 


ES 179 


557676 


1719.I0Lgz43_219180 


M00056045CC09 

1VA Vy vy vy ~y vy vy~ . v/^y 


ES 179 


449814 


1719,I10.gz43_219324 










M00056045DC09 

1 VI. V V/ V/ ^ V7 \J *y A>* . Vy v/ .7 


ES 180 


402476 


1719.121.gz43_219500 


M00056045DE06 

IVAvy vy vy^y \J\Jw~J . \-j\J\J 


ES 180 


462293 


1719.123.gz43_219532 


M000S6046AB04 


ES 180 


644738 


1719J02.gz43_219197 


M000 S 6046 A * B 1 2 


ES 180 


461517 


1719J04.gz43_219229 


M000S6046AD12 

1V1 vy vy vy ~y VJ VyT^ VJiV. AJ" A ^ 


ES 180 


559550 


1719J06.gz43_219261 


M000 S6046AG08 

IVAvy Vy Vy _J UV/~VJi\ . VJ vy u 


ES 180 


452102 


1719.J07.gz43_219277 


M00056046DC1 1 


ES 180 


645070 


1719.K04.gz43_219230 


M000S6047AF09 

lVJ.W\JV*y vJVy" / i» . A-/ vy 


ES 180 


650348 


1719.K09.gz43_219310 


M00056047BD1 1 

±V±\J\J\J~J V/V/*T / AJ . A*' A A 


ES 180 


639711 


1719.K17.gz43_219438 


M0G056047CE03 

lVll/uv. J\Jv/"T / .x-/vy~y 


ES 180 


639255 


1719.K22.gz43_219518 


M00056047CE08 

AVJ.V/V/ V/-y VJV/™ / V> . A-/Vy vy 


ES 180 


454844 


1719.K23.gz43_219534 


M00056047DG10 

i"lV V w •/ vl v~ / A-^ . VJ A V/ 


ES 180 


557853 


1719.L06.gz43_219263 


M00056048AD12 


ES 180 


644894 


1719L09.gz43_219311 


M00056048BE01 


ES 180 


451544 


1719X12.gz43_219359 


M00056048DB09 

XVAVy Vy vy v>v/~UXi» . x^# vy ^ 


ES 180 


456840 


1719.L19.gz43_219471 


M00056049A:C11 


ES 180 


612572 


1719.L22.gz43_219519 


M00056049B:E11 


ES 180 


645942 


1719.M04.gz43_219232 


M00056049C:A08 


ES 180 


642184 


1719.M06.gz43_219264 


M00056049C:H04 


ES 180 


643748 


1719.Mll.gz43_219344 


M00056049C:H07 


ES 180 


554070 


1719.M12.gz43_219360 


M00056049D:D03 


ES 180 


645431 


1719.M16.gz43_219424 


M00056049D:E01 


ES 180 


641715 


1719.M17.gz43_219440 
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M00056050A:B05 


ES 180 


644686 


1 7 19.M19.gz43_2 19472 


M00056050A:D02 


ES 180 


558439 


1719.M21.gz43_219504 


M00056050CA09 


ES 180 


644639 


1719.N01.gz43_219185 


M00056050D:F04 


ES 180 


406734 


1719.N07.gz43_219281 


M00056051AC03 


ES 180 


649259 


1719.Nll.gz43_219345 


M00056051AH11 


ES 180 


528616 


1719.N12.gz43_219361 


M00056051B:B03 


ES 180 


645375 


1719N15.gz43_219409 


M00056051CC09 


ES 180 


595066 


1719.N21.gz43_219505 


M0005605 1C/H09 


ES 180 


587106 


1719.N23.gz43_219537 


M0005605 1DA07 

1T1V \J\J*S \J\fm*r XX^.X »U / 


ES 180 


640603 


1719.N24.gz43_219553 


M0005605 ID H02 


ES 180 


645151 


1719.O05.gz43_219250 


M00056052AA11 


ES 180 


649429 


1719.O06.gz43_219266 


M0005 605 2 A' C07 


ES 180 


644819 


1719.O07.gz43_219282 


M00056052CG07 


ES 180 


647038 


1719.016.gz43_219426 


M00056052DG01 


ES 180 


641786 


1719.022.gz43_219522 


M00056053AF01 

1T1 Vy Vy Vy -s V7 \J ~y ,ix • -ft. V/ X 


ES 180 


506920 


1719.P03.gz43_219219 


M00056053CB04 


ES 180 


645814 


1719.P08.gz43_219299 


M00056053CE04 


ES 180 


232093 


1719.P10.gz43_219331 


M00056053DD07 


ES 180 


497101 


1719.P15.gz43_219411 


M00056054AB06 


ES 180 


644692 


1719.P17.gz43_219443 


M00056054AD09 


ES 180 


465589 


1719.P18.gz43_219459 


M00056054A:E03 


ES 180 


467255 


1719.P19.gz43_219475 


M00056054AG07 


ES 180 


647306 


1719.P22.gz43_219523 


M00056054BG05 

ITlVw w V/ vy w/ i x*# . vj vy 


ES 180 


645049 


1720.A02.gz43_219572 


M00056054BH11 


ES 180 


648013 


1720.A03.gz43_219588 


M00056054CC09 


ES 180 


558494 


1 720. A04.gz43_2 19604 


M00056054CE12 


ES 180 


454906 


1720.A06.gz43_219636 


M00056055AE04 

lVx vy vy Vy — ' \J\J ~> _/zv. x_/Vy^ 


ES 180 


447676 


1720.A14.gz43_219764 


M00056055BB06 


ES 180 


640818 


1720.A18.gz43_219828 


M0005 605 7B * DO 1 

ItIUuVi'V/v*' ' X-/ , J— ^ vy x 


ES 180 


466795 


1720.C02.gz43_219574 


M00056057BE12 


ES 180 


644927 


1720.C04.gz43_219606 


M00056057CB02 


ES 180 


648688 


1 720.C05.gz43_2 19622 


M00056057CD06 


ES 180 


456059 


1720.C08.gz43_219670 


M00056057CE01 

ITlv V V«/ V/ w J / \y *X>vr *• 


ES 180 


447635 


1720.C09.gz43_219686 


M00056057CE12 


ES 180 


644928 


1720.C12.gz43_219734 


M00056057DE1 1 

1VX v/ vy vy vy vy — / / Jt^ . Xj x x 


ES 180 


641469 


1720.C15.gz43_2 19782 


M00056058AB07 


ES 180 


558154 


1720.C16.gz43_219798 


M00056058A:F08 


ES 180 


467780 


1720.C19.gz43_219846 


M00056058B:H09 


ES 180 


452630 


1720.C22.gz43_219894 


M00056059A:A02 


ES 180 


644597 


1720.D06.gz43_219639 


M00056059A:B01 


ES 180 


649054 


1720.D08.gz43_219671 


M00056059B:D10 


ES 180 


47300/ 


1720Dll.gz43_2 19719 


M00056060C:C06 


ES 180 


448627 


' 1720.E04.gz43_2 19608 


M00056060D:H1 1 


ES 180 


642166 


i 1720E10.gz43_2 19704 
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M000^6061 AE05 


ES 180 


644916 


1720.E12.gz43_2 19736 


M000S606 1 B* A03 


ES 180 


641801 


1720.E13.gz43_219752 


MOOOS6062DD08 


ES 180 


446415 


1720.F20.gz43_219865 


M000S6062DF12 


ES 180 


643510 


1 720 .GO 1 .gz43_2 1 95 62 


M00056063CF10 


ES 180 


375577 


1720.G15.gz43_219786 


M00056063CG1 1 


ES 180 


650549 


1720.G16.gz43_219802 


M00056065BA02 


ES 180 


641253 


1720.H06.gz43_219643 


M00056065DC11 


ES 180 


643381 


1720.H16.gz43_219803 


M00056066AD03 


ES 180 


553923 


1720.H20.gz43_219867 


M000 ^ 6066B H04 


ES 180 


14157 


1720.102.gz43_2 19580 


M000^6066DG04 


ES 180 


461351 


1720.116.gz43_219804 


M0n05fi0fi7A*A12 


ES 180 


455716 


1720.118.gz43_219836 


MftOO^6067BD08 


ES 180 


645900 


1720.121.gz43_219884 




ES 180 


644822 


1720J18.gz43_219837 


1V1UV/U J VJvVJO L/ . IjvU 


ES 180 


641253 


1720J22.gz43_219901 


MftflOSfiOfiQAFOl 

1Y1V/UU JUUU^A.r VJ 1 


ES 180 


460047 


1 720.K06.gz43_2 1 9646 


MOOOS6069AF06 


ES 180 


644225 


1720.K08.gz43_219678 


MOO0S6069BE04 


ES 180 


645076 


1720.K14.gz43_219774 


MftOOS6070C*B09 

IVlWWVi JUU / UV>. JJV7 


ES 180 


644701 


1720.L12.gz43_219743 


Mnnnsfi072B-ro6 


ES 180 


551181 


1 720 .M 1 1 .gz43_2 1 9728 


MOOOS6072DE08 

iVXv/ V7 vf ^ VJv/ / Z» L/ . \-i\J O 


ES 180 


649364 


1720.M21.gz43_219888 




ES 180 


636654 


1720.N08.gz43_219681 


MftnftS6074B*D12 


ES 180 


643348 


1720.N23.gz43_219921 


M000S6074B-F1 1 


ES 180 


641135 


1720.O02.gz43_2 19586 




ES 180 


487567 


1720.O12.gz43_219746 


MftOO S 6074C *H09 


ES 180 


651108 


1720.O13.gz43_219762 


MOOOS6077BF03 


ES 180 


448485 


1729A06.gz43_217713 


MOOOS6077CH02 


ES 180 


646696 


1729.A12.gz43_217809 


MOOOS6078AD07 

IVAvV/V/J VJ\J 1 OA.L/v / 


ES 180 


479868 


1729.A20.gz43_217937 


MOftOS6078RG02 


ES 180 


650900 


1729.B04.gz43_217682 


Mn0056079 A BO 1 


ES 180 


613722 


1729.B18.gz43_217906 


TV4nnns6080P*no4 

IVA W V/ \J «J \J VJ O \J . A-/ V T 


ES 180 


464778 


1729.C22.gz43_217971 


Monnsfioxi a-cos 

lVlWUWw^ vIv/O lA.vvJ 


ES 180 


649149 


1729.D04.gz43_217684 


MOOflSfiOK 1 BF09 

1VAV/UUJ V/V/O A A). A V/-7 


ES 180 


640891 


1729.D12.gz43_217812 


Mn00S6082A*F12 


ES 180 


560054 


1729.Ell.gz43_217797 


Mnnns6n82B*G07 

iVAW\JV/ JvJVVOZ-AJ.VJV/ / 


ES 180 


570939 


1729.E15.gz43_217861 


lYAv/V\/»/ VJV/O J U .\J X X 


ES 180 


647437 


1729.F16.gz43__217878 


M00056084C:D11 


ES 180 


649202 


1729.G03.gz43_217671 


M00056087B:G12 


ES 180 


644715 


1729.H12.gz43_217816 


M00056087D:E04 


ES 180 


446243 


1729.H22.gz43_217976 


M00056087D:G07 


ES 180 


64952C 


► 1729.H24.gz43_2 18008 


M00056089D:A09 


ES 180 


454176 


, 1729 JOS .gz43_2 17706 


M00056089D:E07 


ES 180 


649356 


\ 1729.J08.gz43_217754 


M00056091A:E04 


ES 180 


644054 


1729.K04.gz43_217691 
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ES 180 


644712 


1 729.K 1 1 .gz43_2 1 7803 




ES 180 


645050 


1729.K13.gz43_217835 




ES 180 


464267 


1729K15.gz43_217867 


lYlUOUJOOi' 11-/. \-/ 1Z, 


ES 180 


645409 


1 729.K17.gz43_2 1 7899 




ES 180 


649328 


1 729.K20.gz43_2 1 7947 


M00056092BD10 


ES 180 


535436 


1729.L02.gz43_217660 


MOOOS 6092C E 1 2 


ES 180 


710155 


1729.L08.gz43_217756 


MOftOS 6091 A B 1 2 


ES 180 


650547 


1729L16.gz43_217884 


M000S6091AF08 


ES 180 


418763 


1729.L18.gz43_217916 


M00056093BD03 


ES 180 


645131 


1 729.L20.gz43_2 1 7948 


lVluvuJUV/7J/l,vv^ 


ES 180 


644543 


1 729.M22.gz43_2 1 798 1 


M000S609SBA07 


ES 180 


643440 


1 729.N06.gz43_2 1 7726 


MOO0S609SCF02 
ivi v o v */ \j yj s j \_/ . M-t \j z. 


ES 180 


644965 


1729.N12.gz43_217822 


mooos609^cgo7 


ES 180 


649514 


1729.N 14.gz43_2 17854 


M000S6097RC04 


ES 180 


649082 


1729.P04.gz43_2 17696 


M000S60Q7RG01 


ES 180 


649570 


1729.P06.gz43_2 17728 


iv/rftnos60Q8R*r , 04 


ES 180 


649054 


1729.P16.gz43_217888 


iVl v/ O v J O O 7 O %J . rt. V/ O 


ES 180 


597647 


1729P22.gz43_2 17984 


M000S61 70CH04 


ES 180 


648654 


173 1 .A01 .gz43_2 19940 


M000S61 70DF01 


ES 180 


644037 


1 73 1 . A02 .gz43_2 1 9956 


M000S6191 AFOS 


ES 180 


464990 


1731.A09.gz43_220068 


1Y1UUU JO 1Z. 1 1-/ ./A 1 Z. 


ES 180 


642204 


1 73 1 .A 1 9.gz43_220228 


iVIUUU JO 1Z 1U.\^ 1 1 


ES 180 


648013 


1 73 1 . A20.gz43_220244 


M000S6 197A- AOS 


ES 180 


503122 


1 73 1 .A22.gz43_220276 


M000S61 99 AB05 


ES 180 


589098 


1 73 1 . A23 .gz43_220292 


Mnons6i77A*no7 

IVIUUU J O 1 Z> Z-rY . JL/WZ, 


ES 180 


648076 


1 73 1 . A24.gz43_220308 


M000S61 99R- A07 


ES 180 


639555 


173 1 .B04.gz43_2 19989 


lv/fnnosfii 99RG01 

lYlUv/O JO lZrZ.J->.VJW 1 


ES 180 


648109 


1731.B07.gz43_220037 


M000S61 99RG09 


ES 180 


627515 


1731B08.gz43_220053 


mooos^i 99CH1 7 

IVIV/OW J O 1 Z.Z \_/ .X X X z> 


ES 180 


460190 


1731.B12.gz43_220117 


Mooosfii 99TVR07 


ES 180 


557419 


1731.B13.gz43_220133 


M000S6 199DF10 


ES 180 


646917 


1731.B17.gz43_220197 


M000S61 91RF02 


ES 180 


531461 


1731.B23.gz43_220293 


MOOOSfi 191BG05 


ES 180 


648547 


1731.C01.gz43_219942 


M000S61 21DA07 


ES 180 


627341 


1 73 1 .C05 .gz43_220006 


M000S6 1 24BC 1 2 

IVluUV/Ju X Z»*TX-#. V> X^» 


ES 180 


477555 


1731.C14.gz43_220150 


M00056124DF06 


ES 180 


515350 


1731.C22.gz43_220278 


M00056124D:G03 


ES 180 


455808 


1731.C23.gz43_220294 


M00056125B:F01 


ES 180 


465127 


1 73 l.D04.gz43_2 19991 


M00056127A:A10 


ES 180 


422242 


1731.D07.gz43_220039 


M00056127A:H03 


ES 180 


644928 


1731.Dll.gz43_220103 


M00056127B:E11 


ES 180 


638934 


1731.D13.gz43_220135 


M00056127C:C02 


ES 180 


639774 


1731D15.gz43_220167 


M00056127C:C06 


ES 180 


649095 


1731.D16.gz43_220183 
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M00056127D:G10 


ES 180 


643510 


1731.D23.gz43_220295 


M00056128B:A07 


ES 180 


456985 


1 73 1 .E07.gz43_220040 


M00056128B:D03 


ES 180 


452941 


1731.E08.gz43_220056 


M00056128C:B11 


ES 180 


646584 


1731.Ell.gz43_220104 


M00056128C:F02 


ES 180 


647248 


1731.E14.gz43_220152 


M00056129A:G01 


ES 180 


647431 


1731.E21.gz43_220264 


M00056129C:F09 


ES 180 


476380 


1731.F03.gz43_219977 


M00056130B:E11 


ES 180 


646785 


1731.F13.gz43_220137 


M00056130C:C12 


ES 180 


649299 


1731.F15.gz43_220169 


M00056130C:F08 


ES 180 


647290 


1731.F16.gz43_220185 


M00056130D:E06 


ES 180 


556336 


1731.F22.gz43_220281 


M00056131A:E09 


ES 180 


453726 


1731.G05.gz43_220010 


M00056131B:E01 


ES 180 


562378 


1731.G12.gz43_220122 


M00056131C:H03 


ES 180 


649735 


1731.G16.gz43_220186 


M00056131D:B02 


ES 180 


503628 


1731.G19.gz43_220234 


M00056132B:C12 


ES 180 


635354 


1 73 l.H02.gz43_2 19963 


M00056132C:F04 


ES 180 


557026 


1731.H06.gz43_220027 


M00056133B:F01 


ES 180 


642936 


1731.H18.gz43_220219 


M00056133D:D09 


ES 180 


463824 


1731. 10 l.gz43_2 19948 


M00056134A:D04 


ES 180 


640695 


1731.107.gz43_220044 


M00056134B:B10 


ES 180 


640737 


1731.110.gz43_220092 


M00056134C:C06 


ES 180 


470006 


1731.114.gz43_220156 


M00056134D:B07 


ES 180 


708175 


1731I21.gz43_220268 


M00056134D:F02 


ES 180 


649482 


1731.124.gz43_220316 


M00056134D:G07 


ES 180 


711493 


1731.J02.gz43_219965 


M00056134D:G11 


ES 180 


649617 


173 l.J03.gz43_2 19981 


M00056135B:E03 


ES 180 


459521 


1731.J10.gz43_220093 


M00056135C:C05 


ES 180 


646039 


1731J16.gz43_220189 


M00056135C:C08 


ES 180 


642650 


1731J17.gz43_220205 


M00056135C:H06 


ES 180 


557867 


1731J19.gz43_220237 


M00056136A:B11 


ES 180 


648996 


1731.J23.gz43_220301 


M00056136D:B08 


ES 180 


641957 


1731.K06.gz43_220030 


M00056137B:F07 


ES 180 


648311 


1731.K14.gz43_220158 


M00056137B:F11 


ES 180 


478393 


1731.K15.gz43_220174 


M00056137C:A01 


ES 180 


642275 


1731.K17.gz43_220206 


M00056137C:E01 


ES 180 


639395 


1731.K19.gz43_220238 


M00056137C:G02 


ES 180 


645367 


1731.K20.gz43_220254 










M00056137D:H05 


ES 181 


648742 


1731.L02.gz43_219967 


M00056138A:B11 


ES 181 


458938 


173 l.L04.gz43_2 19999 


M00056138B:F05 


ES 181 


549691 


1731.L10.gz43_220095 


M00056138D:G08 


ES 181 


651015 


1731.L17.gz43_220207 


M00056139A:D12 


ES 181 


647232 


1731.L20.gz43_220255 


M00056139D:E05 


ES 181 


648341 


173 1 .M08.gz43_220064 
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Table 13 



V_/1UI1C1J-/ 


FS No 


ClusterlD 


SequenceName 


M000S61 ^QDH04 


ES 181 


514838 


1 73 1 .M 1 0 .gz43_220096 


M00056140A-A07 

1V1UUU JU 1*tU-TV./a.V/ / 


ES 181 


450049 


1731.Mll.gz43_220112 


mooos6140A*fi? 

iviuuujo i*tu.r\.r i ±* 


ES 181 


646581 


1 73 1 .M 1 6.gz43_220 1 92 


MOO0S6140RG06 


ES 181 


649557 


173 1 .M22.gz43_220288 


MOOOSfi 1 40(^^04 

1V1UUUJU l*tUV/.DU*t 


ES 181 


648721 


1731.N01.gz43_219953 


\yf noos^ i 400-007 

1V1UUU JO It-U-L/.VJU / 


ES 181 


649278 


173 1 .N07.gz43_220049 


iv>rooo S A 1 4 1 f *P 1 0 

1V1UUU JU I**! V-^.x-' lu 


iS 181 


650745 


1 73 1 .N 1 3 .gz43_220 1 45 


1V4O00S6 1 4 1 P *H0 1 


ES 181 


470667 


1731.N16.gz43_220193 


TV/IOOOS6141PH07 

IVIUUU JU x*r xV^.XaU / 


ES 181 


644686 


1731.N17.gz43_220209 


ivyfooosAi4i ri-noo 

IVIUUUJO 1*t \\J 


ES 181 


562755 


173 1 .N22 .gz43_220289 


ivvf no o s fs i a i n • F o 8 


5S 181 


446164 


1 73 1 .N23 .gz43_2203 05 


TVyfOOOS A 1 A? A FO^ 
IVIUUUJO IHZn.rUJ 


ES 181 


648481 


173 LOO 1 .gz43_2 19954 


lVyfOOO^^I 47R-H09 

IVIUUU JU lHZD.L/vZ. 


ES 181 


650076 


173 1 .006.gz43_220034 


MOOOS6147PA09 

1V1 U U U J U 1 *t Z, v . -rVU 


ES 181 


452738 


1731.O10.gz43_220098 


lVvfOOOS^ 1 4^ A HOX 

IVIUUU JU 1*+ J/A..n.U O 


ES 181 


419114 


1 73 1 .023 .gz43_220306 


iv>rooo A 1 44R • P o 1 

IVIUUU JO IHHD.L'U 1 


FS 181 


558377 


1731.P07.gz43_220051 


lVyfOOOS^I AATYPOS 


FS 181 


647949 


1731.P12.gz43_220131 


AuiOOO^ A 1 46 A • A OQ 
IVIUUUJO l*+D-f\.jrVU^ 


ES 181 


550714 


1732.A05.gz43_220388 


K/fOO0S6146AH0Q 
iviuuu jo i t T\j/A..ri.v/7 


ES 181 


648667 


1732.A12.gz43_220500 


MOOOS614ARF0S 

IVIUUUJO l*TvD.EV/J 


ES 181 


640634 


1732.A14.gz43_220532 


lv^ooo^^i 4^n-no4 


ES 181 


488592 


1732.A20.gz43_220628 


TV/roOOSA14QP* AO? 


ES 181 


465734 


1732.Cll.gz43_220486 


\/f 000^61 4QP-R01 

IVIUUU JO IH/L/.DU 1 


ES 181 


459012 


1732.C12.gz43_220502 


MOOOSfi 1 4QP*F 1 0 


ES 181 


650877 


1732.C16.gz43_220566 


MOOOSfi 1 4QDF06 

1Y1UUUJU x*T7JU*.l yjyj 


ES 181 


639485 


1732.C22.gz43_220662 


1V/T000S61 S0AF04 

1V1UUU JO 1 JUA.DOt 


ES 181 


650820 


1732.C24.gz43_220694 


TV/TOOOS61 SI A*F07 
IVIUUU JO 1 J lr\. J-/U / 


ES 181 


463513 


1 732 D 1 6 .gz43_2205 67 


1V/IOOOS61 S9 AR1 1 

IVIUUUJOI JZ.A.D1 1 


ES 181 


605761 


1732.Ell.gz43_220488 


TV/rOOOS^I S9 AT107 
IVIUUU JO 1 J^n.L/W / 


ES 181 


461135 


1732.E13.gz43_220520 


lVyfOOOS^I S9P-G0R 
IVIUUUJO 1 JZv^.vJUO 


ES 181 


651075 


1732.E20.gz43_220632 


KvfOOOSfil A*n04 

IVIUUUJO 1 JJA.VJU" 


ES 181 


644221 


1732.F07.gz43_220425 


KTOOOSA1 A*H07 
iviuuu jo i jjA.nw / 


ES 181 


644801 


1732.F09.gz43_220457 


1V4000S61 S^RFl 1 
iviuuujo i jjD.r 1 1 


ES 181 


449882 


1732.F16.gz43_220569 


lV/fOOOSfil S4RT)0? 

IVIUUUJO 1 JtD.l/wZ, 


ES 181 


649443 


1732.G08.gz43_220442 


A/T000561 S4RF1 1 
iviuuujoi j*rJ->.r 1 1 


ES 181 


650249 


1732.G10.gz43_220474 


\yfOOOS61 A-G0Q 

IVIUUUJO 1JJA.VJU7 


ES 181 


640162 


1732.G24.gz43_220698 


MY100S61 SSR* AO? 

IVIUUUJO 1 J JD.AvZ, 


ES 181 


646323 


1732.H01.gz43_220331 


M00056157A:B11 


ES 181 


416624 


1732.108.gz43_220444 


M00056157B:A08 


ES 181 


642244 


1732.112.gz43_220508 


M00056157B:H06 


ES 181 


446184 


1732.114.gz43_220540 


M00056157C:E10 


ES 181 


554581 


1732.119.gz43_220620 


M00056157D:C02 


ES 181 


64893C 


1732.121.gz43_220652 


M00056157D:H08 


ES 181 


646596 


i 1732.123.gz43_220684 


M00056158C:D11 


ES 181 


649482 


\ 1732J05.gz43_220397 
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Table 13 



ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00056158C:F09 


ES 181 


650987 


1732J06.gz43_220413 


M00056159A:A08 


ES 181 


644856 


1732J14.gz43_220541 


M00056159A:E03 


ES 181 


650909 


1732J16.gz43_220573 


M00056159B:E06 


ES 181 


648774 


1732.J21.gz43_220653 


M00056159C:C11 


ES 181 


459260 


1732J23.gz43_220685 


M00056160B:D06 


ES 181 


414821 


1732.K09.gz43_220462 


M00056160C.F1 2 


ES 181 


463966 


1732.K15.gz43_220558 


M00056160C:G01 


ES 181 


645100 


1732.K16.gz43_220574 


M00056160D:C06 


ES 181 


649991 


1732.K20.gz43_220638 


M00056161C:G06 


ES 181 


650348 


1732.L12.gz43_220511 


M00056161C:H10 


ES 181 


468262 


1732.L13.gz43_220527 


M00056162A:B06 


ES 181 


467972 


1732.L19.gz43_220623 


M00056162A:C09 


ES 181 


649947 


1732.L20.gz43_220639 


M00056162A:E09 


ES 181 


555634 


1732.L21.gz43_220655 


M00056162A:F01 


ES 181 


634409 


1732.L23.gz43_220687 


M00056162A:G09 


ES 181 


584499 


1732.L24.gz43_220703 


M00056162C:F02 


ES 181 


647412 


1732.M07.gz43_220432 


M00056162D:A01 


ES 181 


649782 


1732.Mll.gz43_220496 


M00056162D:D03 


ES 181 


650116 


1732.M13.gz43_220528 


M00056162D:D06 


ES 181 


380477 


1732.M14.gz43_220544 


M00056163A:B10 


ES 181 


649883 


1732.M17.gz43_220592 


M00056164A:H03 


ES 181 


224092 


1732.N20.gz43_220641 


M00056165C:B11 


ES 181 


650534 


1732.O13.gz43_220530 


M00056165D:D09 


ES 181 


649578 


1732.O15.gz43_220562 


M00056167C:H06 


ES 181 


414006 


1732.P18.gz43_220611 


M00056168A:C06 


ES 181 


558915 


1741.A01.gz43_220708 


M00056168C:A05 


ES 181 


649795 


1741.A09.gz43_220836 


M00056169B:C02 


ES 181 


458683 


1741.A21.gz43_221028 


M00056169C:F07 


ES 181 


458085 


1741.B05.gz43_220773 


M00056169D:A03 


ES 181 


555771 


1741.B08.gz43_220821 


M00056169D:D05 


ES 181 


648777 


1741.B12.gz43_220885 


M00056169D:H05 


ES 181 


650800 


1741.B16.gz43_220949 


M00056170B:B09 


ES 181 


642256 


1741.B24.gz43_221077 


M00056170B:C04 


ES 181 


602324 


1741.C01.gz43_220710 


M00056170C:C09 


ES 181 


394772 


1741.C06.gz43_220790 


M00056171A:H01 


ES 181 


646173 


1741.C20.gz43_221014 


M00056171C:A08 


ES 181 


650063 


1741.D02.gz43_220727 


M00056172A:H06 


ES 181 


561747 


1741.D14.gz43_220919 


M00056172B:A12 


ES 181 


648855 


1741.D15.gz43_220935 


M00056173D:C05 


ES 181 


646699 


1741.E07.gz43_220808 


M00056174B:D02 


ES 181 


646915 


1741.E14.gz43_220920 


M00056174B:E02 


ES 181 


647086 


1741.E16.gz43_220952 


M00056174B:E04 


ES 181 


640285 


1741.E17.gz43_220968 


M00056174B:H11 


ES 181 


55701C 


1741.E20.gz43_221016 
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Table 13 



ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00056174C:F06 


ES 181 


479997 


1741.E24.gz43_221080 


M00056174C:H09 


ES 181 


648063 


1741.F04.gz43_220761 


M00056175A:A06 


ES 181 


453768 


1741.F10.gz43_220857 


M00056175A:C04 


ES 181 


649136 


1741.Fll.gz43_220873 


M00056175C:A10 


ES 181 


645288 


1741.F19.gz43_221001 


M00056175C:B11 


ES 181 


650146 


1741.F20.gz43_221017 


M00056175D:A06 


ES 181 


648820 


1741.F24.gz43_221081 


M00056175D:E05 


ES 181 


649299 


1741.G03.gz43_220746 


M00056176A:D06 


ES 181 


593173 


1741.G07.gz43_220810 


M00056176B:B05 


ES 181 


457272 


1741G10.gz43_220858 


M00056176B:E10 


ES 181 


446289 


1741.G12.gz43_220890 


M00056176C:B11 


ES 181 


648865 


1741.G14.gz43_220922 


M00056177A:C10 


ES 181 


140459 


1741.G19.gz43_221002 


M00056177A:D12 


ES 181 


499690 


1741.G20.gz43_221018 


M00056177A:H01 


ES 181 


610986 


1 74 1 .G23 .gz43_22 1 066 


M00056177C:E08 


ES 181 


639996 


1741H06.gz43_220795 


M00056178B:A07 


ES 181 


642557 


1741.H14.gz43_220923 


M00056178B:A11 


ES 181 


638730 


1741.H15.gz43_220939 


M00056178B:H08 


ES 181 


459923 


1741.H17.gz43_220971 


M00056178C:C02 


ES 181 


464778 


1741.H18.gz43_220987 


M00056178CE12 


ES 181 


584745 


1741H20.gz43_221019 


M00056178C:F02 


ES 181 


640922 


1741.H21.gz43_221035 


M00056179A.D12 


ES 181 


379805 


1741I08.gz43_220828 


M00056179B:H12 


ES 181 


639886 


1741.114.gz43_220924 


M00056180B:A06 


ES 181 


644053 


1741.123.gz43_221068 


M00056 1 80B:D05 


ES 181 


492982 


1741.J02.gz43_220733 


M00056180B:F11 


ES 181 


641193 


1741J04.gz43_220765 


M00056180D:E06 


ES 181 


378694 


1741J10.gz43_220861 


M00056180D:F05 


ES 181 


449452 


1741.J12.gz43_220893 


M00056180D:G07 


ES 181 


183842 


1741.J14.gz43_220925 


M00056181A:B05 


ES 181 


471836 


1741.J16.gz43_220957 


M00056181A:E07 


ES 181 


452729 


1741J17.gz43_220973 


M00056181B:B02 


ES 181 


640514 


1741J19.gz43_221005 


M00056181B:D06 


ES 181 


645521 


1741J20.gz43_221021 


M00056181B:E11 


ES 181 


561793 


1741.J21.gz43_221037 


M00056181C.D02 


ES 181 


645578 


174 l.J22.gz43_22 1053 


M00056182A:B04 


ES 181 


557353 


1741.K02.gz43_220734 


M00056182A:G11 


ES 181 


643206 


1741.K07.gz43_220814 


M00056182B.G12 


ES 181 


460506 


1741.K09.gz43_220846 


M00056182C:F08 


ES 181 


469409 


1741.K14.gz43_220926 


M00056182D:A07 


ES 181 


641525 


1741.K15.gz43_220942 


M00056183A-.B09 


ES 181 


459974 


1741. K19.gz43_22 1006 


M00056183B:G11 


ES 181 


561856 


1 74 1 .L04.gz43_220767 


M00056183C:F01 


ES 181 


710362 


» 1741.L08.gz43_220831 
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Table 13 



ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00056183C:F11 


ES 181 


642840 


1741.L09.gz43_220847 


M00056184A:B11 


ES 181 


649702 


1741.L14.gz43_220927 


M00056184B-.D08 


ES 181 


463487 


1741.L18.gz43_220991 


M00056184B:H08 


ES 181 


446987 


1741.L20.gz43_221023 


M00056184C:A09 


ES 181 


647688 


1741.L22.gz43_221055 


M00056184C:C03 


ES 181 


650975 


1741.L24.gz43_221087 


M00056184C:C07 


ES 181 


559349 


1741.M01.gz43_220720 


M00056184C:E08 


ES 181 


642631 


1 74 1 .M04.gz43_220768 


M00056184C:H03 


ES 181 


646309 


1741.M07.gz43_220816 


M00056184D:D06 


ES 181 


555655 


1741.Mll.gz43_220880 


M00056185B:B06 


ES 181 


639132 


1 74 1 .M23 .gz43_22 1 072 


M00056185D:C01 


ES 181 


553023 


1 74 1 .N07.gz43_2208 1 7 


M00056185D:C06 


ES 181 


649085 


1741.N08.gz43_220833 


M00056185D:D06 


ES 181 


502683 


1741.N09.gz43_220849 


M00056185D:G07 


ES 181 


649577 


1741.N12.gz43_220897 


M00056186A:B09 


ES 181 


646581 


1741.N14.gz43_220929 


M00056186B:C03 


ES 181 


648491 


1741.N20.gz43_221025 


M00056186B:H09 


ES 181 


644801 


1 74 1 .N24.gz43_22 1 089 


M00056186D:G05 


ES 181 


649705 


1741O07.gz43_220818 


M00056187B:H02 


ES 181 


644819 


1741O12.gz43_220898 


M00056188A:E05 


ES 181 


641945 


1741.O21.gz43_221042 


M00056188B:D04 


ES 181 


642164 


1741.P01.gz43_220723 


M00056188B:E07 


ES 181 


648344 


1741.P04.gz43_220771 


M00056188B:E12 


ES 181 


639520 


1741.P05.gz43_220787 


M00056188C:D02 


ES 181 


650188 


1741.P08.gz43_220835 


M00056188C:G06 


ES 181 


640443 


1741.Pll.gz43_220883 


M00056188C:H04 


ES 181 


648665 


1741.P12.gz43_220899 


M00056189A:H09 


ES 181 


562152 


1741.P18.gz43_220995 


M00056189B:A01 


ES 181 


465594 


1741.P19.gz43_221011 


M00056191A:H04 


ES 181 


646499 


1742.B04.gz43_221141 


M00056191B:E08 


ES 181 


453762 


1742.B08.gz43_221205 


M00056192A:D01 


ES 181 


645560 


1742.B19.gz43_221381 


M00056195C:F12 


ES 181 


644916 


1742.E06.gz43_221176 


M00056195D:D07 


ES 181 


649402 


1742.E12.gz43_221272 


M00056196C:B03 


ES 181 


397363 


1742.F03.gz43_221129 


M00056196C:G12 


ES 181 


648590 


1742.F09.gz43_221225 


M00056197C:H01 


ES 181 


640101 


1 742.F20.gz43_22 140 1 


M00056198A:B05 


ES 181 


637387 


1742.G01.gz43_221098 


M00056200D:D05 


ES 181 


452066 


1742H21.gz43_221419 


M00056201C:C03 


ES 181 


640913 


1742.108.gz43_221212 


M00056203D:F05 


ES 181 


463168 


1742.J03.gz43_221133 


M00056203D:H03 


ES 181 


57093S 


1 1742.J04.gz43_221149 


M00056204A:B08 


ES 181 


45692C 


) 1742J05.gz43_221165 


M00056204A:C04 


ES 181 


647991 


1742.J07.gz43_221197 
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Table 13 



ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00056204C:H12 


ES 181 


648754 


1742.J18.gz43_221373 


M00056205D:E06 


ES 181 


645802 


1742.K12.gz43_221278 


M00056205D:G04 


ES 181 


650756 


1742.K15.gz43_221326 


M00056206B:A10 


ES 181 


645177 


1742.K19.gz43_221390 


M00056206D:E06 


ES 181 


639158 


1742.L03.gz43_221135 


M00056206D:F07 


ES 181 


463545 


1742.L04.gz43_221151 


M00056207C:B04 


ES 181 


446621 


1742.L17.gz43_221359 


M00056208B:C10 


ES 181 


172843 


1742.M03.gz43_221136 


M00056208C:A10 


ES 181 


559955 


1 742. M06.gz43_22 1184 


M00056208D:A12 


ES 181 


645223 


1742.Mll.gz43_221264 










M00042346A:B04 


ES 182 


448412 


1766.A01.gz43_224099 


M00042346B:D12 


ES 182 


448491 


1766.A05.gz43_224163 


M00042346C:G12 


ES 182 


448892 


1766.A09.gz43_224227 


M00042432D:G02 


ES 182 


485237 


1766.E01.gz43_224103 


M00042433C:H05 


ES 182 


477797 


1766.E13.gz43_224295 


M00042434B:F04 


ES 182 


450334 


1766.E20.gz43_224407 


M00042437B:A1 1 


ES 182 


479131 


1766G01.gz43_224105 


M00042438C:H1 1 


ES 182 


451183 


1766.G20.gz43_224409 


M00042439A:D09 


ES 182 


481457 


1766.H03.gz43_224138 


M00042461C:E09 


ES 182 


483219 


1766.113.gz43_224299 


M00042462A:F12 


ES 182 


450212 


1766.119.gz43_224395 


M00042464A:F06 


ES 182 


451793 


1766.J21.gz43_224428 


M00042464C:B06 


ES 182 


448098 


1766.K04.gz43_224157 


M00042470B:H11 


ES 182 


447377 


1766.M22.gz43_224447 


M00042515B:A10 


ES 182 


449104 


1767.A01.gz43_224483 


M00042515D:B11 


ES 182 


449215 


1767.A04.gz43_224531 


M00042515D:G01 


ES 182 


451982 


1767.A05.gz43_224547 


M00056209B:D02 


ES 182 


507050 


1742M19.gz43_221392 


M00056210B:C11 


ES 182 


470801 


1742.N09.gz43_221233 


M00056210B:E03 


ES 182 


649354 


1742.N12.gz43_221281 


M00056210D:H05 


ES 182 


457539 


1 742 .N15.gz43_22 1329 


M00056211A:C08 


ES 182 


648036 


1742.N18.gz43_221377 


M00056212C:C09 


ES 182 


642118 


1742.P01.gz43_221107 


M00056213C:C01 


ES 182 


646275 


1742.P19.gz43_221395 


M00056213C:G11 


ES 182 


466418 


1 742 .P24.gz43_22 1475 


M00056214B:H03 


ES 182 


638807 


1743.A08.gz43_221588 


M00056214C:A04 


ES 182 


499517 


1743.A10.gz43_221620 


M00056214D:F05 


ES 182 


650975 


1743.A16.gz43_221716 


M00056216B:H09 


ES 182 


648953 


1743.B17.gz43_221733 


M00056217A:H11 


ES 182 


648155 


1 743 .C04.gz43_22 1526 


M00056217B:A06 


ES 182 


650487 


1 743. C05.gz43_22 1542 


M00056217B:G03 


ES 182 


562359 


1 743. C09.gz43_22 1606 


M00056217C:B12 


ES 182 


602324 


1743.C10.gz43_221622 
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M00056217D:B07 


ES 182 


562625 


1743.C16.gz43_221718 


M00056218A:G11 


ES 182 


448780 


1743.C22.gz43_221814 


M00056218C:C02 


ES 182 


648351 


1743.D05.gz43_221543 


M00056218D:H06 


ES 182 


411603 


1 743. D14.gz43_22 1687 


M00056220A:H04 


ES 182 


644916 


1743.E16.gz43_221720 


M00056220B:F11 


ES 182 


722253 


1 743. F01.gz43_22 1481 


M00056222A:E05 


ES 182 


570052 


1743.Gll.gz43_221642 


M00056222D:C06 


ES 182 


574166 


1743.G18.gz43_221754 


M00056223A:B11 


ES 182 


648989 


1 743 .G23.gz43_22 1834 


M00056223A:C03 


ES 182 


442347 


1743.G24.gz43_221850 


M00056223A:D10 


ES 182 


574166 


1743.H01.gz43_221483 


M00056223A:H07 


ES 182 


649709 


1743.H03.gz43_221515 


M00056223C:C07 


ES 182 


408428 


1743.Hll.gz43_221643 


M00056224B:F01 


ES 182 


645549 


1743.H17.gz43_221739 


M00056224D:E08 


ES 182 


453470 


1743.H23.gz43_221835 


M00056225A:D08 


ES 182 


556635 


1743.101.gz43_221484 


M00056225B:A11 


ES 182 


618670 


1743.106.gz43_221564 


M00056227C:A01 


ES 182 


648777 


1 743. J20.gz43_22 1789 


M00056227D:A02 


ES 182 


578718 


1 743. K04.gz43_22 1534 


M00056228A:A02 


ES 182 


447892 


1743.K09.gz43_221614 


M00056228C:B04 


ES 182 


465536 


1743.K24.gz43_221854 


M00056229C:F05 


ES 182 


33738 


1743.L16.gz43_221727 


M00056231B:E01 


ES 182 


649351 


1 743 .Mll.gz43_22 1648 


M00056232B:A11 


ES 182 


451487 


1 743. M21.gz43_22 1808 


M00056232B.C04 


ES 182 


649030 


1 743 .M23.gz43_22 1840 


M00056232C:E06 


ES 182 


649272 


1743.N04.gz43_221537 


M00056232D:C08 


ES 182 


502413 


1743.N09.gz43_221617 


M00056235A:C12 


ES 182 


648816 


1743.022.gz43_221826 


M00056236A:G12 


ES 182 


706245 


1743.P07.gz43_221587 


M00056236B:B03 


ES 182 


636876 


1743.P09.gz43_221619 


M00056237B:D04 


ES 182 


703978 


1744.A06.gz43_221940 


M00056237C:C05 


ES 182 


470292 


1744.A10.gz43_222004 


M00056238A:A03 


ES 182 


707483 


1744.A19.gz43_222148 


M00056238C:C11 


ES 182 


649042 


1744.B08.gz43_221973 


M00056239A:D06 


ES 182 


648159 


1744.B14.gz43_222069 


M00056240B:F08 


ES 182 


649396 


1744.C10.gz43_222006 


M00056240D:H07 


ES 182 


447272 


1744.C15.gz43_222086 


M00056242D:A02 


ES 182 


648989 


1744.E04.gz43_221912 


M00056243C:G10 


ES 182 


651073 


1744.E22.gz43_222200 


M00056244A:A01 


ES 182 


650463 


1744.F03.gz43_221897 


M00056244A:B01 


ES 182 


650549 


1744.F04.gz43_221913 


M00056245A:D11 


ES 182 


650463 


1744.F24.gz43_222233 


M00056246A:E01 


ES 182 


637387 


1744.G17.gz43_222122 


M00056246C:G07 


ES 182 


419255 


1744.H08.gz43_221979 
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SequenceName 


M00056246D:A07 


ES 182 


549178 


1744.H09.gz43_221995 


M00056247A:D02 


ES 182 


162981 


1744.H17.gz43_222123 


M00056247A:F07 


ES 182 


457221 


1744.H18.gz43 222139 


M00056247B:C11 


ES 182 


650018 


1744 H21.gz43_222187 


M00056249A:F11 


ES 182 


650919 


1744.124.gz43_222236 


M00056249A:H07 


ES 182 


645872 


1744J02.gz43_221885 


M00056249B:C02 


ES 182 


506719 


1744.J03.gz43_221901 


M00056249C:E06 


ES 182 


650860 


1744.J10.gz43_222013 


M00056250C:A08 


ES 182 


408961 


1 744.K04.gz43_22 19 1 8 


M00056250C:D05 


ES 182 


650661 


1 744.K07.gz43_22 1966 


M00056251B:A12 


ES 182 


643327 


1744.K14.gz43_222078 


M00056251B:B07 


ES 182 


452646 


1744.K15.gz43_222094 


M00056251C:H04 


ES 182 


586794 


1744.K24.gz43_222238 


M00056253A:F12 


ES 182 


648996 


1 744.M08.gz43_22 1984 


M00056253B:H04 


ES 182 


639119 


1744.M14.gz43_222080 


M00056253C:C04 


ES 182 


703217 


1744.M18.gz43_222144 


M00056253D:G04 


ES 182 


641874 


1 744.M23 .gz43_222224 


M00056254A:F04 


ES 182 


651051 


1744.N02.gz43_221889 


M00056254D:C04 


ES 182 


451361 


1744.N09.gz43_222001 


M00056255B:F09 


ES 182 


559324 


1744.N18.gz43_222145 


M00056255C:C04 


ES 182 


645472 


1744.N20.gz43_222177 


M00056256A:G02 


ES 182 


645271 


1 744.00 l.gz43_22 1874 


M00056256C:D12 


ES 182 


643944 


1744.O17.gz43_222130 


M00056258A:A1 1 


ES 182 


464091 


1744.P19.gz43_222163 


M00056258A:E10 


ES 182 


610269 


1744.P23.gz43_222227 


M00056258C:D07 


ES 182 


633594 


1753.A05.gz43_222308 


M00056258D.H06 


ES 182 


648590 


1753A12.gz43_222420 


M00056259A:E08 


ES 182 


555021 


1753.A17.gz43_222500 


M00056259C:E03 


ES 182 


459914 


1 753 . A24.gz43_2226 1 2 


M00056260C:E1 1 


ES 182 


460245 


1753.B14.gz43_222453 


M00056260C:F08 


ES 182 


552839 


1753.B17.gz43_222501 


M00056261A:F12 


ES 182 


645271 


1753.C03.gz43_222278 


M00056262A.B07 


ES 182 


647897 


1753.C18.gz43_222518 


M00056262B:B08 


ES 182 


403111 


1753.C23.gz43_222598 


M00056262D:B11 


ES 182 


446572 


1753.D04.gz43_222295 


M00056262D:G08 


ES 182 


648534 


1 753 .D06.gz43_222327 


M00056263A:D08 


ES 182 


649262 


1753.D10.gz43_222391 


M00056263B:E10 


ES 182 


486452 


1753.D17.gz43_222503 


M00056264A:G05 


ES 182 


650679 


1753.E03.gz43_222280 


M00056264B:C03 


ES 182 


648063 


1753.E06.gz43_222328 


M00056265A:E01 


ES 182 


646609 


1753.E15.gz43_222472 


M00056267D:B09 


ES 182 


562173 


1753.G15.gz43_222474 


M00056268D:G07 


ES 182 


639520 


1753.H12.gz43_222427 


M00056269D:H01 


ES 182 


639003 


1753.103.gz43_222284 
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M00056270A:B09 


ES 182 


647828 


1753.106.gz43_222332 


M00056270B:F02 


ES 182 


557857 


1753.112.gz43_222428 


M00056271A:G04 


ES 182 


466894 


1753.124.gz43_222620 


M00056271C:C06 


ES 182 


528162 


1753.J04.gz43_222301 


M00056272D:C03 


ES 182 


642812 


1753 J22.gz43_222589 


M00056273A:A07 


ES 182 


642200 


1753.K02.gz43_222270 


M00056274D:E08 


ES 182 


476380 


1753.L06.gz43_222335 


M00056276A:D05 


ES 182 


580179 


1753.M10.gz43_222400 


M00056276A:F05 


ES 182 


648442 


1 753 .M14.gz43_222464 


M00056276D:B12 


ES 182 


507066 


1753.M17.gz43_222512 


M00056277B:G05 


ES 182 


648609 


1753.N05.gz43_222321 


M00056279B-.G06 


ES 182 


649592 


1753.O18.gz43_222530 


M00056280B:E09 


ES 182 


649349 


1753.P13.gz43_222451 


M00056280D:C06 


ES 182 


509202 


1753.P23.gz43_222611 


M00056284C:A11 


ES 182 


556497 


1754.C23.gz43_222982 


M00056285B:B01 


ES 182 


647839 


1754.D07.gz43_222727 


M00056286A:A12 


ES 182 


644829 


1754.D20.gz43_222935 


M00056286B:A04 


ES 182 


559857 


1 754.D24.gz43_222999 


M00056286C:H08 


ES 182 


554276 


1754.E10.gz43_222776 


M00056287C:H08 


ES 182 


647462 


1754.E21.gz43_222952 


M00056288A:E12 


ES 182 


446732 


1754.E23.gz43_222984 


M00056288D:D03 


ES 182 


647759 


1754.Fll.gz43_222793 


M00056289B-.E05 


ES 182 


555998 


1754.F20.gz43_222937 


M00056289B:F09 


ES 182 


648524 


1754.F21.gz43_222953 


M00056291B:G01 


ES 182 


646060 


1754.H12.gz43_222811 


M00056291C:C11 


ES 182 


598471 


1754.H19.gz43_222923 


M00056292D:C06 


ES 182 


644862 


1754.107.gz43_222732 


M00056293B:F02 


ES 182 


449882 


1754.119.gz43_222924 


M00056294B:G06 


ES 182 


419801 


1754J20.gz43_222941 


M00056295C:F12 


ES 182 


492587 


1754.K07.gz43_222734 


M00056296A:A07 


ES 182 


646387 


1754.K12.gz43_222814 


M00056297D:B10 


ES 182 


467709 


1754.L23.gz43_222991 


M00056298A:H02 


ES 182 


651057 


1 754.M07.gz43_222736 


M00056298B:F10 


ES 182 


639804 


1754.M12.gz43_222816 


M00056298D:G01 


ES 182 


462865 


1 754.M22.gz43_222976 


M00056299C:F06 


ES 182 


643984 


1754.N10.gz43_222785 


M00056299D-.A02 


ES 182 


462986 


1754.N12.gz43_222817 


M00056300A:E06 


ES 182 


485480 


1 754.N22.gz43_222977 


M00056300B:A11 


ES 182 


651115 


1754.N24.gz43_223009 


M00056301C:H08 


ES 182 


645844 


1754.022.gz43_222978 


M00056302D:E12 


ES 182 


644836 


1754.P22.gz43_222979 


M00056303A.B03 


ES 182 


462398 


1754.P23.gz43_222995 


M00056304A:H04 


ES 182 


467364 


1755.A17.gz43_223268 


M00056304B:C05 


ES 182 


648683 


1755.A18.gz43_223284 
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M00056304C:C03 


ES 182 


645073 


1755.A23.gz43_223364 


M00056305A:A02 


ES 182 


524261 


1755.B06.gz43_223093 


M00056305B:F09 


ES 182 


644880 


1755.B14.gz43_223221 


M00056305D:C05 


ES 182 


463595 


1755.B20.gz43_223317 


M00056305D:E08 


ES 182 


641681 


1755.B22.gz43_223349 


M00056307A:F07 


ES 182 


644660 


1755.D05.gz43_223079 


M00056307D:G02 


ES 182 


642145 


1755.D17.gz43_223271 


M00056308A:C01 


ES 182 


650639 


1755.D20.gz43_223319 


M00056308C:C12 


ES 182 


469802 


1755.E12.gz43_223192 


M00056310A:C10 


ES 182 


557052 


1755.E15.gz43_223240 


M00056310B:E06 


ES 182 


649514 


1755.E22.gz43_223352 


M00056311C:G06 


ES 182 


558879 


1755.G04.gz43_223066 


M00056313A:B06 


ES 182 


44503 


1755.H16.gz43_223259 


M00056319A:A11 


ES 182 


635062 


1755.11 l.gz43_223 180 


M00056320C:E08 


ES 182 


556444 


1755. K06.gz43_223 102 


M00056320D:F07 


ES 182 


642260 


1755.K10.gz43_223166 


M00056323A:C09 


ES 182 


647951 


1755.K13.gz43_223214 


M00056323A:G03 


ES 182 


569195 


1755.K15.gz43_223246 


M00056323A:H05 


ES 182 


550403 


1755.K16.gz43_223262 


M00056326C:G07 


ES 182 


639378 


1755.M08.gz43_223136 


M00056328B:E07 


ES 182 


444222 


1755.M16.gz43_223264 


M00056328D:B01 


ES 182 


447126 


1755.M19.gz43_223312 


M00056329C:B09 


ES 182 


647248 


1755.N05.gz43_223089 


M00056330B:C02 


ES 182 


452075 


1755.N14.gz43_223233 


M00056333A:E09 


ES 182 


460929 


1755.O09.gz43_223154 


M00056333C:D08 


ES 182 


446520 


1755.023.gz43_223378 


M00056338B:B08 


ES 182 


606129 


1755.P24.gz43_223395 










M00042751B:C07 


ES 183 


179760 


1767.A07.gz43_224579 


M00042751D:D03 


ES 183 


449215 


1767.A14.gz43_224691 


M00042751D:F09 


ES 183 


484355 


1767.A16.gz43_224723 


M00042751D:G06 


ES 183 


485431 


1767.A18.gz43_224755 


M00042751D:G09 


ES 183 


485441 


1767.A19.gz43_224771 


M00042752A:B04 


ES 183 


449275 


1767.A20.gz43_224787 


M00042753B:C08 


ES 183 


480960 


1767.B13.gz43_224676 


M00042753C:G12 


ES 183 


485183 


1767.B19.gz43_224772 


M00042753D:A12 


ES 183 


479061 


1767.B20.gz43_224788 


M00042753D:H1 1 


ES 183 


449746 


1767.B23.gz43_224836 


M00042754B:G02 


ES 183 


485512 


1767.C02.gz43_224501 


M00042755A:D09 


ES 183 


481614 


1767.C06.gz43_224565 


M00042755A:H04 


ES 183 


485880 


1767.C10.gz43_224629 


M00042755B:D01 


ES 183 


481594 


1767.C12.gz43_224661 


M00042755B:D09 


ES 183 


449399 


1767.C13.gz43_224677 


M00042755B:H04 


ES 183 


485882 


1767.C16.gz43_224725 
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Cln^terlD 

V^lUOlwl IMS 


S eni i en ceName 


M000497SSRH1 1 


ES 183 


485907 


1767.C17.gz43 224741 


M000497S5CA10 


ES 183 


452104 


1767.C19.gz43_224773 


M000497S6RRO 1 


ES 183 


284586 


1 767.D03 .gz43_2245 1 8 


M000497S7 A H07 


ES 183 


449076 


1767.D15.gz43 224710 


M00049758RC06 

1V1UvJv/*tZ. / JOJJ .\^\J\J 


ES 183 


448325 


1 767 .D23 .gz43_22483 8 


M00049 7 S 8R G04 


ES 183 


476876 


1767.D24.gz43_224854 


iv>fooo49760A*Gl9 


ES 183 


477098 


1767.E15.gz43__224711 


M00049760RF 1 2 


ES 183 


453024 


1767.E18.gz43_224759 


M00049760r t F1 0 


ES 183 


476438 


1767.E22.gz43_224823 


M00049761RC1 1 


ES 183 


473592 


1767.F04.gz43_224536 


MO0049761R-F0S 


ES 183 


475562 


1767.F08.gz43_224600 


!Vvf00049761 P-G1 1 


ES 183 


477521 


1 767.F 12.gz43_224664 


M0004976 1 D-D 1 2 


ES 183 


474580 


1767.F17.gz43_224744 


M00049769 A *G09 


ES 183 


455143 


1767.F22.gz43_224824 


M0004976^R-A0^ 


ES 183 


470801 


1 767 .G09 .gz43_2246 1 7 


\yT00049764 A *F 1 9 


ES 183 


448801 


1767.G22.gz43_224825 


A>f00049764R-R 1 0 


ES 183 


453606 


1767.H0Lgz43_224490 


TV/T000497/vlRG1 0 


ES 183 


448865 


1767.H04.gz43_224538 


1^000497644" RIO 


ES 183 


44825 1 


1767.H05.gz43_224554 


lV/rno049766A*n07 


ES 183 


128749 


1767.104.gz43_224539 


lVyf00049766R-fr1 1 


ES 183 


484633 


1 767 . 108 .gz43_224603 


1V/TO0049766TVP0S 


ES 183 


450551 


1767.114.gz43_224699 


A/IOO049767AR10 


ES 183 


479880 


1 767.1 1 8 .gz43_224763 


M00049767RF 1 0 
lViv/v/v/Hz i \j i i_> 1 \j 


ES 183 


482868 


1 767.12 l.gz43_2248 11 


M00049767RG04 

1VAWVJV/*TZ. f \J 1 JJ.VJV/T 


ES 183 


484964 


1767.122.gz43__224827 


M00049 767R G09 


ES 183 


484987 


1767.123.gz43_224843 


M00049767DD02 


ES 183 


449437 


1767.J05.gz43_224556 


M00042768AH09 


ES 183 


486452 


1767J09.gz43_224620 


M00049768RF02 

1V1WV/V/*Tj&. / VJOJJ.l V/Z. 


ES 183 


456513 


1767Jll.gz43__224652 


M00049768CF06 


ES 183 


482486 


1767J15.gz43_224716 


M0004976QRF 1 9 


ES 183 


482876 


1767.K05.gz43_224557 


M0004976QCR01 


ES 183 


479851 


1767.K08.gz43_224605 


M0004976QCR06 

lVlUvl/*Ti> / VJ^V^.JJV/VJ 


ES 183 


479868 


1767.K09.gz43_224621 


M00049770AD02 


ES 183 


449438 


1767.K15.gz43_224717 


M00049771RG05 

1Y1V/V/ W^Z. / # 1U.VJUJ 


ES 183 


485073 


1767.L12.gz43_224670 


MO0O49771DF02 

1V1.V/V/V/*tZ. / / 117.1 \J 


ES 183 


449592 


1767.L16.gz43_224734 


M00049779CC 1 2 

IVAV/V/V/'TZr / /&V/.V/li' 


ES 183 


447218 


1767.L20.gz43_224798 


M00042773A:G07 


ES 183 


485086 


1767.M02.gz43_224511 


M00042773A:H11 


ES 183 


449689 


1767.M03.gz43_224527 


M00042773B:H08 


ES 183 


486547 


1767.M06.gz43_224575 


M00042774B:C01 


ES 183 


481057 


1767.M14.gz43_224703 


M00042774C:B09 


ES 183 


449261 


1767.M16.gz43_224735 


M00042775B:C09 


ES 183 


480703 


1767.N04.gz43_224544 


M00042776D:D01 


ES 183 


448152 


1767.N17.gz43_224752 
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M00042776D:G10 


ES 183 


477399 


1 767.N 1 8 .gz43_224768 


M00042777A:B10 


ES 183 


472119 


1767.N20.gz43_224800 


M00042777B:B05 


ES 183 


472101 


1767.O02.gz43_2245 13 


M00042777B:H02 


ES 183 


449015 


1767.O03.gz43_224529 


M00042778A:C04 


ES 183 


473433 


1767.011.gz43_224657 


M00042778A:G07 


ES 183 


477387 


1767.012.gz43_224673 


M00042778B:B07 


ES 183 


448260 


1767.015.gz43_224721 


M00042778D:F11 


ES 183 


475797 


1767.023.gz43_224849 


M00042779A:B04 


ES 183 


472425 


1 767.024.gz43_224865 


M00042779D:D04 


ES 183 


453385 


1767.P15.gz43_224722 


M00042779D:E06 


ES 183 


474823 


1767.P17.gz43_224754 


M00042780A:H05 


ES 183 


477757 


1767.P24.gz43_224866 


M00042809D:C12 


ES 183 


649735 


1777A23.gz43_252199 


M00042809D:G09 


ES 183 


557375 


1777.B01.gz43_251848 


M00042811A:A01 


ES 183 


500896 


1777.B23.gz43_252200 


M00042811C:B06 


ES 183 


537506 


1777.C03.gz43_251881 


M00042812B:C01 


ES 183 


456793 


1777.Cll.gz43_252009 


M00042815C:C02 


ES 183 


448340 


1777.Ell.gz43_252011 


M00042815C:F10 


ES 183 


448793 


1777.E13.gz43_252043 


M00042816A:C09 


ES 183 


735534 


1777.E17.gz43_252107 


M00042816A:G04 


ES 183 


639163 


1777.E21.gz43_252171 


M00042816B:C08 


ES 183 


545162 


1777.F03.gz43_251884 


M00042817C:B04 


ES 183 


727517 


1777.G05.gz43_251917 


M00042819C:H02 


ES 183 


449718 


1777.H14.gz43_252062 


M00042821C:H06 


ES 183 


485653 


1777.117.gz43_252111 


M00042824A:C02 


ES 183 


52034 


1777.K05.gz43_251921 


M00042825A:B05 


ES 183 


449258 


1777.K17.gz43_252113 


M00042828D:B11 


ES 183 


472400 


1777.M09.gz43_25 1987 


M00042831A:F12 


ES 183 


484207 


1777.N18.gz43_252132 


M00042831D:G06 


ES 183 


484669 


1 777.00 l.gz43_25 1861 


M00042833C:G05 


ES 183 


485020 


1777.018.gz43_252133 


M00042835D:C04 


ES 183 


450883 


1777.P19.gz43_252150 


M00042836A:B12 


ES 183 


480227 


1777.P24.gz43_252230 


M00042836D:C07 


ES 183 


449291 


1778.All.gz43_225411 


M00042838A:E02 


ES 183 


475111 


1778.B02.gz43_225268 


M00042839B:F05 


ES 183 


475942 


1778.B23.gz43_225604 


M00042839D:F02 


ES 183 


476256 


1778.C07.gz43_225349 


M00042840B:F08 


ES 183 


452202 


1778.C12.gz43_225429 


M00042840C:B12 


ES 183 


447517 


1778.C14.gz43_225461 


M00042841B:H05 


ES 183 


450673 


1778.C18.gz43_225525 


M00042841D:G10 


ES 183 


446657 


1778.C23.gz43_225605 


M00042842A:B04 


ES 183 


472307 


1778.C24.gz43_225621 


M00042842A:B12 


ES 183 


448233 


1778.D01.gz43_225254 


M00042842C:H11 


ES 183 


477555 


1778.D12.gz43_225430 
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M00042843A:E07 


ES 183 


474597 


1778.D18.gz43_225526 


M00042843B:F05 


ES 183 


453856 


1778.D22.gz43_225590 


M00042844A:D02 


ES 183 


447983 


1778.E07.gz43_225351 


M00042844C:B03 


ES 183 


448230 


1778.E12.gz43_225431 


M00042844C:C12 


ES 183 


448383 


1778.E14.gz43_225463 


M00042844D:H02 


ES 183 


477593 


1778.E18.gz43_225527 


M00042845A:B05 


ES 183 


448104 


1778E19.gz43_225543 


M00042845C:A09 


ES 183 


447983 


1778.F03.gz43_225288 


M00042846C:D09 


ES 183 


639991 


1778.F23.gz43_225608 


M00042847A:F04 


ES 183 


727875 


1778.G10.gz43_225401 


M00042848D:G12 


ES 183 


448029 


1778.H06.gz43_225338 


M00042849B:G06 


ES 183 


485029 


1778.H12.gz43_225434 


M00042850A:B11 


ES 183 


404603 


1778.H20.gz43_225562 


M00042850C:C10 


ES 183 


646583 


1778.106.gz43_225339 


M00042851A:B08 


ES 183 


449273 


1778.11 l.gz43_225419 


M00042851A.E11 


ES 183 


483274 


1778.112.gz43_225435 


M00042851D:B08 


ES 183 


452990 


1778.118.gz43_225531 


M00042852B:C06 


ES 183 


480900 


1778.J04.gz43_225308 


M00042852D:G07 


ES 183 


485480 


1778J10.gz43_225404 


M00042853A:G03 


ES 183 


644190 


1778.J12.gz43_225436 


M00042854A:B11 


ES 183 


551811 


1778.K04.gz43_225309 


M00042854A:D05 


ES 183 


725641 


1778.K07.gz43_225357 


M00042854B:F05 


ES 183 


725266 


1778.K12.gz43_225437 


M00042854D:A05 


ES 183 


482071 


1778.K16.gz43_225501 


M00042855B:H06 


ES 183 


485841 


1778.L05.gz43_225326 


M00042855C:G11 


ES 183 


484789 


1778.L08.gz43_225374 


M00042855D:A12 


ES 183 


449110 


1778.L09.gz43_225390 


M00042855D:B12 


ES 183 


480005 


1778.L12.gz43_225438 


M00042855D:D06 


ES 183 


456737 


1778L14.gz43_225470 


M00042857C:G04 


ES 183 


449652 


1778.Mll.gz43_225423 


M00042857C:G05 


ES 183 


484841 


1778.M12.gz43_225439 


M00042858A:A08 


ES 183 


479084 


1778.M14.gz43_225471 


M00042859B:D06 


ES 183 


449403 


1778.N02.gz43_225280 


M00042859D:D12 


ES 183 


481664 


1778.Nll.gz43_225424 


M00042860A:C01 


ES 183 


480641 


1778.N12.gz43_225440 


M00042860A:H04 


ES 183 


485924 


1778.N16.gz43_225504 


M00042860C:E02 


ES 183 


483066 


1778.N23.gz43_225616 


M00042860D:F02 


ES 183 


449604 


1778.O02.gz43_225281 


M00042860D:F05 


ES 183 


484091 


1778.003 .gz43_225297 


M00042860D:H10 


ES 183 


449751 


1778.O06.gz43_225345 


M00042861A:F04 


ES 183 


451368 


1778.O09.gz43_225393 


M00042861C:C03 


ES 183 


481319 


1778.013.gz43_225457 


M00042861C:F07 


ES 183 


484468 


1778.015.gz43_225489 


M00042861D:D09 


ES 183 


449407 


1778.018.gz43_225537 
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M00042862A:C01 


ES 183 


480640 


1778.023.gz43_225617 


M00042862C:E02 


ES 183 


449521 


1778.P09.gz43_225394 


M00056352D:B04 


ES 183 


559486 


1780.A05.gz43_226083 


M00056352D:H02 


ES 183 


594994 


1780.A10.gz43_226163 


M00056353C:E12 


ES 183 


736210 


1780.B04.gz43_226068 


M00056353D:D10 


ES 183 


731925 


1780.Bll.gz43_226180 


M00056355AC10 


ES 183 


463966 


1780.C10.gz43_226165 


M00056355B:D02 


ES 183 


557029 


1780.C16.gz43_226261 


M00056355C:A05 


ES 183 


553951 


1780.C18.gz43_226293 


M00056355DA05 


ES 183 


727129 


1780.D07.gz43_226118 


M00056355DB08 

ITlv W ^y V/*y ^y ^y x^ • X^ v/ vy 


ES 183 


468467 


1780.D09.gz43_226150 


M00056355D:G04 


ES 183 


727235 


1780.Dll.gz43_226182 


M00056356C:H07 


ES 183 


732150 


1780.E02.gz43_226039 


M00056357AC08 


ES 183 


551167 


1780.E10.gz43_226167 


M00056357CC06 


ES 183 


724039 


1780.E23.gz43_226375 


M00056358A:A10 


ES 183 


723859 


1780.F10.gz43_226168 


M00056358AG05 

iTiu vy v/ v/^y *y uii.vj vy »v 


ES 183 


734150 


1780.F12.gz43__226200 


M00056358DA06 


ES 183 


465697 


1780.F22.gz43_226360 


M00056359A:C08 


ES 183 


623978 


1780.G05.gz43_226089 


M00056359AF06 


ES 183 


416326 


1780.G06.gz43_226105 


M00056360A:D11 


ES 183 


561719 


1780.H08.gz43_226138 


M00056360B:D09 


ES 183 


528981 


1780.H12.gz43_226202 


M00056360C:A03 


ES 183 


723869 


1780.H14.gz43_226234 


M00056360C:B01 


ES 183 


480005 


1780.H15.gz43_226250 


M00056360D:H10 


ES 183 


732144 


1780.H23.gz43_226378 


M00056361AC01 


ES 183 


733806 


1780.101.gz43_226027 


M00056361A:H06 


ES 183 


600856 


1780.105.gz43_226091 


M00056361BE02 

ITlUu Vfc/ Vy \J X -L' » XJV X* 


ES 183 


471646 


1780.110.gz43_226171 


M00056361CC06 


ES 183 


135364 


1780.112.gz43_226203 


M00056362CC02 


ES 183 


511606 


1780J12.gz43_226204 


M00056363AC06 


ES 183 


724907 


1780.K02.gz43_226045 


M00056363AE10 


ES 183 


364334 


1780.K05.gz43_226093 


M00056363CC12 

IflVVV*/ vy »y vy *y * x*/ x x* 


ES 183 


552891 


1780.K14.gz43_226237 


M00056363D:H03 


ES 183 


728774 


1780.K22.gz43_226365 


M00056364A:B04 


ES 183 


724792 


1780X02.gz43_226046 


M00056364CB01 

X ▼ x vy \y \y vy **y vy * * ' v# a. 


ES 183 


503862 


1780.L08.gz43_226142 


M00056364CH08 


ES 183 


588959 


1780.L15.gz43_226254 


M00056364D:C05 


ES 183 


553244 


1780.L17.gz43_226286 


M00056365B:G10 


ES 183 


480924 


1780.Mll.gz43_226191 


M00056366B:A11 


ES 183 


449242 


1780.N05.gz43_226096 


M00056367C:D06 


ES 183 


560859 


1780.O07.gz43_226129 


M00056367C:H05 


ES 183 


642558 


1780.O12.gz43_226209 


M00056368A:C11 


ES 183 


456535 


1780,O20.gz43_226337 


M00056368B:H09 


ES 183 


661194 


1780.P05.gz43_226098 
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M00056368C:E07 


ES 184 


482831 


1780.P07.gz43_226130 


M00056368D:D03 


ES 184 


517298 


1780.Pll.gz43_226194 


M00056368D:G05 


ES 184 


730301 


1780.P14.gz43_226242 


M00056369A:G06 


ES 184 


728389 


1780.P22.gz43_226370 


M00056369B:E03 


ES 184 


736001 


1789.A03.gz43_226435 


M00056370B:C10 


ES 184 


734646 


1789.B02.gz43_226420 


M00056370B:E07 


ES 184 


568484 


1789.B04.gz43_226452 


M00056370C:F01 


ES 184 


503625 


1789.B08.gz43_226516 


M00056370D:C06 


ES 184 


735649 


1789.Bll.gz43_226564 


M00056371D:F07 


ES 184 


734943 


1789.C12.gz43_226581 


M00056372C:C06 


ES 184 


725389 


1789.D04.gz43_226454 


M00056373D:G01 


ES 184 


725381 


1789.E09.gz43_226535 


M00056374C:G08 


ES 184 


487079 


1789.F03.gz43_226440 


M00056375A:D11 


ES 184 


734348 


1789.Fll.gz43_226568 


M00056375D:D12 


ES 184 


724257 


1789.G01.gz43_226409 


M00056376A:C10 


ES 184 


649411 


1789.G09.gz43_226537 


M00056377A:C01 


ES 184 


460284 


1789H03.gz43_226442 


M00056377C:A01 


ES 184 


724694 


1789.H12.gz43_226586 


M00056377D:F08 


ES 184 


725274 


1789.103.gz43_226443 


M00056378C:E10 


ES 184 


729993 


1789.109.gz43_226539 


M00056382A:A12 


ES 184 


723972 


1789.J12.gz43_226588 


M00056382C:B11 


ES 184 


503491 


1789.K03.gz43_226445 


M00056382C:F11 


ES 184 


731542 


1789.K05.gz43_226477 


M00056383B:F08 


ES 184 


725321 


1789.L04.gz43_226462 


M00056383B:G08 


ES 184 


725448 


1789.L06.gz43_226494 


M00056383C:E07 


ES 184 


549790 


1789.L07.gz43_226510 


M00056384C:H04 


ES 184 


474346 


1789.M01.gz43_226415 


M00056384D:A04 


ES 184 


186372 


1789.M02.gz43_226431 


MOOO56385A:A07 


ES 184 


727523 


1789.M10.gz43_226559 


M00056386A:F08 


ES 184 


726636 


1789.N01.gz43_226416 


M00056386A:F09 


ES 184 


724388 


1789.N02.gz43_226432 


M00056386A:G01 


ES 184 


553035 


1789.N03.gz43_226448 


M00056386B:A07 


ES 184 


452806 


1789.N06.gz43_226496 


M00056386B:A1 1 


ES 184 


730660 


1789.N07.gz43_226512 


M00056386B:D07 


ES 184 


459918 


1789.N10.gz43_226560 


M00056386B:E09 


ES 184 


623408 


1789.N12.gz43_226592 


M00056387C:D01 


ES 184 


558412 


1789.01 l.gz43_226577 


M00056388B:A05 


ES 184 


475682 


1789.P01.gz43_226418 


M00056388B:B03 


ES 184 


724009 


1789.P03.gz43_226450 


M00056389B:H03 


ES 184 


729637 


1790.A10.gz43_226931 


M00056389D:F01 


ES 184 


495712 


1790.A17.gz43_227043 


M00056390B:E10 


ES 184 


725165 


1790.B08.gz43_226900 


M00056390C:B08 


ES 184 


556769 


1790.Bll.gz43_226948 
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FS Nr> 


VlUMCl XX^/ 


Sp.ni if*tir,eNanie 




pC 194 


l i>T7 XT 


1790 B12 ez43 226964 


iviuuu j o j y 1 1-/ . rri z 


PS 1X4 

_/0 1 OT 


727150 


1790C14ez43 226997 


IVIUUU.JOjyxjLJ.IlUO 


FS 184 

LOO 1 OT 


457508 

T*7 i JUO 


1790C18ez43 227061 




FS 184 

_<k5 1 OT 


477296 


1790C19ez43 227077 


jviuuujojyz/Y.ruo 


FS 184 

_/LJ 1 OT 


448817 


1790.C20.gz43 227093 


IVIUUU D \JJzfZ.U . vUJ 


ES 184 


426297 


1790.D07.gz43 226886 


iviuuujOjfZL/.rruz. 


ES 184 


729111 


1 790.D08 .gz43_226902 


NyffiftOS^Q^ A-Fftl 


ES 184 

-jLJ X OT 


549480 


1 790.D 1 1 .gz43_226950 


iviuuujoj7 j/vvjuu 


ES 184 


614463 


1790.D12.gz43_226966 


jyi u u u +j o " -3 J-/ • a v/ ^ 


ES 184 


558794 


1790.D21.gz43_227110 




ES 184 


118514 


1 790. D24 .gz43_227 1 5 8 




ES 184 


503173 


1790.E14.gz43_226999 




ES 184 

. LtkJ X OT 


725454 


1790.E19.gz43_227079 




ES 184 


640158 


1 790 .F0 1 .gz43_226792 


iviuuu ju jjJV/.nvj 


ES 184 

JJO 1 OT 


523364 

z^ +j ■ 


1790.F23.gz43_227144 


IVIUUU jOj7 J1-J.I3U 1 


FS 184 

JJ/lJ 1 OT 


732821 


1790.F24.gz43_227160 




FS 184 

dij X OT 


733563 


1 790 .G08 .gz43_226905 




FS 184 

U/lJ 1 OT 


474981 


1790.G12.gz43_226969 


JMUUU300 y od . jci i u 


FS 184 

1 OT 


642985 


1790.G16.gz43 227033 




FS 184 

J-/w3 1 OT 


484934 


1 790.H05 .gz43_22685 8 




FS 184 

J_>tZ7 X OT 


515038 


1790.H17.gz43_227050 


lvyfnnn^^^oR a *r i ft 
jvi u u u »> o j y o /v . d l u 


FS 184 

1 OT 


72485 1 


1 790.1 1 1 .gz43_226955 




FS 184 

12/tJ 1 OT 


735396 


1790.I24.gz43 227163 




FS 184 

1_>LJ 1 OT 


725095 


1790.J02.gz43 226812 


JVxUUU3 Oj WD . VJUV 


FS 184 

1 OT 


448758 


1790.J15.gz43_227020 


^iyr^^^^A'iOQ^^*^ , 1 1 
jviuuu jojyyu.v^i i 


FS 184 

J_/0 1 OT 


656268 


1790.K04.gz43 226845 


IVIUUUDOtUU/VxJUo 


FS 184 

JC/O 1 OT 


726494 


1790.K10.gz43 226941 


Tiyfnftft^^Aftft a *r^i n 

JVLUUU3 OtUU/Y. VJ 1 u 


FS 184 

J_^k3 1 OT 


72545 1 


1790.K16.gz43_227037 


JVlUUUjO'fUU^.Dl 1 


FS 184 

JLjJ X OT 


447222 


1 790.K24 .gz43_227 165 


lVAftno^AAftftP-nrvd 

IVIUUU D OtUUI^.^JUt 


ES 184 

J_/k7 1 OT 


47985 1 


1790.L03.gz43_226830 


iviuuujOtUx A.ru7 


FS 184 

IjO X OT 


729950 


1790.L12.gz43_226974 


IVIUUU JOtU ID. .DU 1 


ES 184 

X^sO 1 OT 


735234 


1790.L15.gz43_227022 


1Y1UUU.JOtUZ,D..L/vJ / 


ES 184 


641576 


1790.M06.gz43_226879 


IVIUUU J DHUZV/.DW7 


ES 184 


649591 


1790.M07.gz43_226895 


\yfnnns^j.07PFin 

IVlUvWJU'ruAV/.l-flv 


ES 184 


483008 


1790.M09.gz43_226927 


iv^nnn^Ad.n7n- aoi 

IVIUUU jOtUZ.LJ./\Ux 


ES 184 

1~hJ X OT 


724714 


1790.M10.gz43_226943 


\yfftftft^£Aft7TVRft7 
JV1UUUjOtUZ.L/..DU / 


ES 184 


197839 


1790.Mll.gz43_226959 


M00056403A:E09 


ES 184 


417549 


1790.M18.gz43_227071 


M00056403B:D09 


ES 184 


468467 


1790.M23.gz43_227151 


M00056403B:G12 


ES 184 


729779 


1790.M24.gz43_227167 


M00056403C:F02 


ES 184 


481077 


1790.N03.gz43_226832 


M00056403C:F03 


ES 184 


724411 


1790.N04.gz43_226848 


M00056403C:F12 


ES 184 


640261 


1790.N05.gz43_226864 


M00056404A:G03 


ES 184 


640756 


( 1790.N12.gz43_226976 
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M0005 6404B B06 


ES 184 


188309 


1 790.N 14.gz43_227008 


M00056404CC12 

i. t j. vy vy vy vy vy r • ^/ x a* 


ES 184 


733643 


1790.N22.gz43_227136 


M0005 6404D * G03 


ES 184 


562769 


1790O02.gz43_226817 


M00056405CC12 


ES 184 


724078 


1790.01 l.gz43_226961 


M00056405CH04 

IVXvy vy vy ..y vy™ vy -y \_x .x xv/t^ 


ES 184 


449228 


1790.O13.gz43_226993 


M00056405DE05 

ivi_v/ v/ vy ~y vy i vy ,»y . i— <vy ^ 


ES 184 


730948 


1790.O17.gz43_227057 


M000 ^ 6406 A ■ C02 

YX Vy Vy v/ ~y utv/v/i.V/V/ii 


ES 184 


726411 


1790.O20.gz43_227105 


M00056406AE01 


ES 184 


728454 


1 790.023 .gz43_227 153 


M00056406BC05 


ES 184 


456577 


1 790.P03 .gz43_226834 


M00056406CD09 

iyxw v_/ vy «./ vy i vy vy . x^ vy ^ 


ES 184 


543323 


1 790.P 10.gz43_226946 


M00056406CF12 


ES 184 


423420 


1790.P13.gz43_226994 


M00056407AD 10 


ES 184 


483147 


1790.P15.gz43_227026 


M00056407AG03 


ES 184 


729809 


1790.P16.gz43_227042 


M00056409AC03 


ES 184 


641687 


1790.P21.gz43_227122 


M00056409AD03 

VXV/Y/ v/»y vy V/ xx.x^\/»y 


ES 184 


470462 


1790.P23.gz43_227154 


M00056409AD06 

lvx vy vy vy ^y vy ~ vy yji. x^» vy vy 


ES 184 


727633 


1790.P24.gz43_227170 


M000^6409B*C 12 


ES 184 


729784 


1791.A03.gz43_227203 


M00056409BE07 


ES 184 


734253 


1791.A05.gz43_227235 


M00056409CB04 

l vx vy vy vy *_y vy r vy • * vy * 


ES 184 


711493 


1791.A06.gz43_227251 


M0005 64 1 0 A- A04 


ES 184 


640744 


1791.A19.gz43_227459 


M00056410BA09 


ES 184 


641383 


1791.A23.gz43_227523 


M00056410DH03 

lVXV/\y\y*y \J™ X vy X-^ . X xvy 


ES 184 


49703 


1791B14.gz43_227380 


M000564 1 1 AH06 


ES 184 


558049 


1791.B17.gz43_227428 


M00056411BD01 

ivx vy vy v/—/ vy~ x x u x 


ES 184 


703978 


1791.B19.gz43_227460 


M000 ^ 64 1 2B* B08 


ES 184 


724773 


1 79 1 .C22.gz43_227509 


M00056413BD07 

1VX W Vy vy \Jt x *y x_/ , x^ vy / 


ES 184 


642637 


1791.D18.gz43_227446 


M00056411CB06 

IVXvy vy vy _J vJ™ X JV/.xJwu 


ES 184 


723951 


1791.D24.gz43_227542 


M000 S 64 1 4C H08 

IVXVy vy vy^y vy" X ~ . x xvy vy 


ES 184 


729899 


1791.E18.gz43_227447 


M000564 1 5 AD03 


ES 184 


475797 


1791.F01.gz43_227176 


M000564 15BB 10 

xvxvy vy vy w~ x lyiytiy x w 


ES 184 


402471 


1791.F03.gz43_227208 


M00056416BB11 

i.vxvy vy vy^y vy • x vy x_/ . x-# x x 


ES 184 


648170 


1791G01.gz43_227177 


M 0005 64 1 6B • C09 


ES 184 


456544 


1791.G02.gz43_227193 


M00056416BH01 


ES 184 


727090 


1 79 1 .G04.gz43_227225 


M00056416DC08 


ES 184 


729199 


1791.G12.gz43_227353 


M0005 64 1 6D*D 1 2 

ivxvy vy v/w^ vy~ x vy x^ .x-^ x 


ES 184 


435349 


1791.G13.gz43_227369 


M0005 64 1 6D *H 1 0 

ivx vy vy vy ~y u i x v/x^ »i 1 1 v 


ES 184 


728986 


1791.G18.gz43_227449 


M00056417AE08 


ES 184 


733484 


1791.G23.gz43_227529 


M00056417B:D05 


ES 184 


642170 


1791.H05.gz43_227242 


M00056417C:G10 


ES 184 


725408 


1791.H14.gz43_227386 


M00056417D:G09 


ES 184 


725407 


1 79 1 .H20.gz43_227482 


M00056418A:G01 


ES 184 


729579 


1 79 1 .H24.gz43_227546 


M00056418A:G09 


ES 184 


472684 


1791.101.gz43_227179 


M00056419A:F08 


ES 184 


542951 


1791.J07.gz43_227276 


M00056419D:D02 


ES 184 


72844C 


) 1791.J24.gz43_227548 
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M00056419D:G04 


ES 184 


453762 


1791.K03.gz43_227213 




M00056420A:C01 


ES 184 


560957 


1791 .K04.gz43_227229 




M00056420A:C12 


ES 184 


128749 


1791.K05.gz43_227245 




M00056420A:E09 


ES 184 


643646 


1791.K07.gz43_227277 




M00056420A:G11 


ES 184 


731390 


1791.K10.gz43_227325 




M00056420B:G05 


ES 184 


480377 


1791.K12.gz43_227357 




M00056420C:E08 


ES 184 


736507 


1791.K21.gz43_227501 




M00056420D:A09 


ES 184 


562581 


1791.K23.gz43_227533 




M00056421A:F12 


ES 184 


646146 


1791.L05.gz43_227246 




M00056421C:E06 


ES 184 


562137 


1791.Lll.gz43_227342 




M00056421C:E12 


ES 184 


730178 


1791.L12.gz43_227358 




M00056421C:H01 


ES 184 


500253 


1791L14.gz43_227390 




M00056422A:C12 


ES 184 


737019 


1791.L22.gz43_227518 




M00056422A:F07 


ES 184 


498194 


1791.L24.gz43_227550 




M00056422B:A08 


ES 184 


511149 


1791.M03.gz43_227215 




M00056422B:C12 


ES 184 


727845 


1 79 1 .M04.gz43_22723 1 


Isssf 


M00056422C:B10 


ES 184 


474965 


1791.M15.gz43_227407 




M00056422D:D10 


ES 184 


732987 


1 79 1 .M22 .gz43_2275 1 9 


iU 


M00056423B:A12 


ES 184 


650437 


1791.N06.gz43_227264 




M00056423C:G05 


ES 184 


644723 


1791.N14.gz43_227392 




M00056423C:H03 


ES 184 


651053 


1791.N15.gz43_227408 


™ r ' 


M00056423D:B06 


ES 184 


724024 


1791.N17.gz43_227440 


O 


M00056423D:F10 


ES 184 


288134 


1791.N24.gz43_227552 




M00056423D:H07 


ES 184 


477718 


1791.O02.gz43_227201 




M00056424A:F05 


ES 184 


733490 


1 79 1 .008 gz43_227297 


U s 


M00056424A:F12 


ES 184 


649722 


1791.O09.gz43_227313 


fcdl 


M00056424B:A11 


ES 184 


736893 


1791.013.gz43_227377 




M00056424C:B10 


ES 184 


725408 


1791.019.gz43_227473 




M00056424C:F02 


ES 184 


555359 


1791.O21.gz43_227505 




M00056424C:H04 


ES 184 


437450 


1791.024.gz43_227553 




M00056424D:C08 


ES 184 


736632 


1791.P05.gz43_227250 




M00056424D:C12 


ES 184 


674574 


1791.P06.gz43_227266 




M00056425B:B02 


ES 184 


723963 


1791.P13.gz43_227378 




M00056425D:D08 


ES 184 


724220 


1791.P22.gz43_227522 




M00056425D:H01 


ES 184 


726768 


1791.P23.gz43_227538 




M00056426B:G12 


ES 184 


731158 


1792.A09.gz43_227695 




M00056426C:G05 


ES 184 


452981 


1792.All.gz43_227727 




M00056427C:E06 


ES 184 


732827 


1792.A21.gz43_227887 




M00056428A:F10 


ES 184 


592186 


1792.B09.gz43_227696 




M00056428B:B01 


ES 184 


710362 


1792.Bll.gz43_227728 




M00056429D.E02 


ES 184 


480005 


1792.Cll.gz43_227729 




M00056432A:A01 


ES 184 


556115 


1792.D06.gz43_227650 




M00056432A:C08 


ES 184 


472073 


1792.D08.gz43_227682 




M00056433B:A09 


ES 184 


724400 


1792.E03.gz43_227603 
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MOOOS6433DA09 


ES 184 


554398 


1792.E12.gz43_227747 


MOOO S 643 3 D * D08 


ES 184 


570928 


1792.E14.gz43_227779 


MOOOS6434CB01 


ES 184 


734287 


1792.F06.gz43_227652 


M000^6435BE06 


ES 184 


455972 


1792.F20.gz43_227876 


M00056435CD04 


ES 184 


492089 


1792.F22.gz43_227908 


M00056476CE05 


ES 184 


725238 


1792.G10.gz43_227717 


M00056476DH11 


ES 184 


647375 


1792.G16.gz43_227813 


M00056477AB11 


ES 184 


736751 


1792.G17.gz43_227829 


M0005 6477C *G09 


ES 184 


725454 


1792.H12.gz43_227750 


M0005 6478C HO 1 


ES 184 


725584 


1792.107.gz43_227671 


M00056478DG02 


ES 184 


729584 


1792.112.gz43_227751 


M00056479CE04 


ES 184 


645476 


1792J05.gz43_227640 


M000^6480B*D06 


ES 184 


482461 


1792.K02.gz43_227593 


M000S6481 AF02 


ES 184 


734646 


1792.K19.gz43_227865 


M000S6489BB1 1 

lVXV/Wv-J V fc TOZ.XJ.JJ A A 


ES 184 


481594 


1792.L18.gz43_227850 


M000^648?BC09 


ES 184 


453713 


1792.L20.gz43_227882 


MOO0S64R9B-H02 


ES 184 


466795 


1792.L22.gz43_227914 










M00056483AF10 


ES 185 


452618 


1792.M09.gz43_227707 


MOOOS6483BF04 


ES 185 


724183 


1792.M13.gz43_227771 


M000S6483BF04 


ES 185 


724390 


1792.M14.gz43_227787 


M0OOS6483CD06 


ES 185 


724183 


1792.M20.gz43_227883 


MOOOS64R3DF06 


ES 185 


730282 


1792.M24.gz43_227947 


M00056484BF1 1 

lVXV/Wv-?v*TO*TXJ.J-#l X 


ES 185 


725210 


1792.N12.gz43_227756 


MOOOS6484DD01 


ES 185 


675299 


1792.N18.gz43_227852 


MOOOS6484DG08 


ES 185 


650940 


1792.N21.gz43_227900 


M000^6485B*D1 1 


ES 185 


451404 


1792.O04.gz43_227629 


M00056486AC12 


ES 185 


477296 


1792.016.gz43_227821 


M00056486BG02 


ES 185 


553983 


1792.P01.gz43_227582 


M00056486CF04 


ES 185 


717743 


1792.P05.gz43J227646 


M00056486DA12 


ES 185 


725006 


1792.P07.gz43_227678 


M00056486DF04 


ES 185 


727948 


1792.P10.gz43_227726 


MOOOS6487AC10 


ES 185 


471931 


1792.Pll.gz43_227742 


M00056487 ADO 1 


ES 185 


462687 


1792.P12.gz43_227758 


M000S6487AF05 


ES 185 


725348 


1792.P17.gz43_227838 


MOOOS6487CE03 

IVXVJVJV/-^ VJ*TO / .A-/V/-J 


ES 185 


731820 


1801.A04.gz43_227999 


M00056487CE04 


ES 185 


449291 


1801.A05.gz43_228015 


M00056488B:E04 


ES 185 


462266 


180LB03.gz43_227984 


M00056488B:G10 


ES 185 


725434 


1801.B05.gz43_228016 


M00056488B:H04 


ES 185 


429191 


1801.B06.gz43_228032 


M00056491B:B09 


ES 185 


733006 


, 1801.D01.gz43_227954 


M00056491B:E02 


ES 185 


447785 


1801.D02.gz43_227970 


M00056491B:G05 


ES 185 


472485 


1801.D04.gz43_228002 


M00056491B:G08 


ES 185 


446191 


1801.D05.gz43_228018 
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M00056492B:D06 



ES 185 



446928 



1 80 1 .E04.gz43_228003| 



Htf00056495A:A07 



ES 185 



447658 



1801 .G03 gz43_227989| 



fiVI00056495A:C02 



ES 185 



460690 



1801 .G05.gz43_228021| 



M00056496D:B12 



ES 185 



733151 



1801.101.gz43_227959| 



|M00056496D:G03 



ES 185 



649202 



1801 105 .gz43_228023| 



M00056497C:D05 



ES 185 



734261 



1801.J01gz43_227960| 



M00056497C:E01 



ES 185 



523753 



1801 J02.gz43_227976| 



M00056497D:C11 



ES 185 



611604 



1 80 1 .J05.gz43_228024| 



M00056498D:C01 



ES 185 



514142 



1801.K01.gz43_227961| 



MVi00056499A:A04 



ES 185 



635951 



1801.K03.gz43_227993| 



fM00056499A:B10 



ES 185 



447002 



1801.K05.gz43_228025| 



M00056500A:G12 



ES 185 



635951 



1801 .L05 .gz43_228026 



M00056501B:B09 



ES 185 



471232 



1801.M01.gz43_227963 



fivi()0056501B:C07 



ES 185 



451383 



1801.M02.gz43_227979| 



M00056503B-.G11 



ES 185 



640116 



1801.O06.gz43_228045| 



M00056504B:B01 



ES 185 



732598 



1801.P04.gz43_228014| 



M00056504B:C03 



ES 185 



736665 



1801.P05.gz43_228030| 



MVI00056567A:H06 



ES 185 



727410 



1813.A13.gz43_229679| 



M00056568C:D02 



ES 185 



454560 



1813.B14.gz43_229696| 



|M00056570A:D09 



ES 185 



548893 



1813.C22.gz43_229825 



|M00056572A:A04 



ES 185 



736194 



1813.E06.gz43_229571| 



|M00056572C:E03 



ES 185 



458186 



1813.E22.gz43_229827 
1813.F20.gz43_229796| 



M00056573C:B09 



ES 185 



554557 



|M00056576A:A04 



ES 185 



734043 



1813.H05.gz43_229558| 



M00056576A:E01 



ES 185 



475757 



1813.H08.gz43_: 



229606 
229830 



|M00056576C:G01 



ES 185 



513540 



1813.H22.gz43_: 



fiV100056577A:F10 



ES 185 



508210 



1813.106.gz43 229575| 



M00056577D:F08 



ES 185 



733664 



1813.120.gz43_: 



229799 
229831 



fiVK)0056578A:B05 



ES 185 



725759 



1813.I22.gz43, 



M00056578D:A02 



ES 185 



72928 



1813.J10.gz43_229640| 



M00056581D:A08 



ES 185 



465446 



1813.L13.gz43_229690 
1813.M13.gz43_22969l| 



M00056583C:A05 



ES 185 



51135 



fivi00056584C:A06 



ES 185 



733970 



1813.N10.gz43_229644| 



rM00056585C:C08 



ES 185 



727260 



1813.O07.gz43_ 



229597 

l8l3 .Q24.gz43_229869l 



fivi00056586B:D10 



ES 185 



461062 



IM0005663 1D:F06 



ES 185 



730897 



1816.A24.gz43_231007| 



M00056632C:E03 



ES 185 



736325 



1816.B20.gz43. 



230944 
230976 



M00056632C:H08 



ES 185 



726494 



1816.B22.gz43_: 



M00056632D:E02 



ES 185 



727944 



1816.B24.gz43_231008 
1816,C19.gz43_230929| 



rM00056633D:E05 



ES 185 



726104 



fivl00056634A:C06 



ES 185 



736778 



1816.C21.gz43. 



230961 
230993 



|M00056634A:G1 1 



ES 185 



726448 



1816C23.gz43_: 



MVI00056636C:H05 



ES 185 



482868 



1816.E19.gz43. 



230931 
230963 



M00056636D:F03 



ES 185 



559684 



1816.E21.gz43_: 
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M00056637A:C08 


ES 185 


647808 


1816.E24.gz43_231011 


M00056639A.E07 


ES 185 


500233 


1 8 16.G20.gz43_230949 


M00056639A:F11 


ES 185 


419711 


1816.G22.gz43_230981 


M00056639A:H12 


ES 185 


215249 


1816.G23.gz43_230997 


M00056640C:C01 


ES 185 


196279 


1816.H21.gz43_230966 


M00056641C:G09 


ES 185 


727332 


1816.119.gz43_230935 


M00056642D:C05 


ES 185 


726818 


1816J20.gz43_230952 


M00056644C:B03 


ES 185 


727078 


1816.K19.gz43_230937 


M00056645D:E06 


ES 185 


727108 


1816.L19.gz43_230938 


M00056645D:E08 


ES 185 


727110 


1816.L20.gz43_230954 


M00056645D:G01 


ES 185 


659700 


1816.L22.gz43_230986 


M00056646A:B01 


ES 185 


733375 


1816L24.gz43_231018 


M00056646D:E03 


ES 185 


724083 


1816.M20.gz43_230955 


M00056646D:F07 


ES 185 


735392 


1816.M22.gz43_230987 


M00056647A:F06 


ES 185 


730596 


1816.M24.gz43_231019 


M00056648A:H05 


ES 185 


481930 


1816N19.gz43_230940 


M00056648B:C08 


ES 185 


724565 


1816.N20.gz43_23O956 


M00056648B:E09 


ES 185 


735322 


1816N23.gz43_231004 


M00056650A:E01 


ES 185 


207530 


1816.O20.gz43_230957 


M00056650B:C11 


ES 185 


727175 


1816.O23.gz43_231005 


M00056651B:E12 


ES 185 


731966 


1816.P23.gz43_231006 


M00056652B:E09 


ES 185 


728936 


1 825 .A14.gz43_23 1231 


M00056653D:E07 


ES 185 


462409 


1825B19.gz43_231312 


M00056653D:F07 


ES 185 


730570 


1825 .B21.gz43_23 1344 


M00056654A:A07 


ES 185 


736415 


1 825 B24.gz43_23 1392 


M00056656A:E01 


ES 185 


727108 


1825.D21.gz43_231346 


M00056657A:F06 


ES 185 


477718 


1825.E16.gz43_231267 


M00056657C:B04 


ES 185 


554713 


1825.E20.gz43_231331 


M00056658A:E11 


ES 185 


484987 


1825.F14.gz43_231236 


M00056658B:C03 


ES 185 


552927 


1825.F16.gz43_231268 


M00056658C-.B12 


ES 185 


463741 


1825.F22.gz43_231364 


M00056660B:B06 


ES 185 


646504 


1825.H19.gz43_231318 


M00056660B:G12 


ES 185 


562984 


1825.H21.gz43_231350 


M00056660C.A06 


ES 185 


729732 


1 825 H22.gz43_23 1366 


M00056661D:D06 


ES 185 


447074 


1825.121.gz43_231351 


M00056663A:B02 


ES 185 


71962C 


1 1825.J16.gz43_231272 


M00056663A.H09 


ES 185 


729675 


1825 J20.gz43_23 1336 


M00056664A:F09 


ES 185 


537451 


1825.K17.gz43_231289 


M00056664D:H06 


ES 185 


448104 


1825.L19.gz43_23 1322 


M00056665A:G08 


ES 185 


727342 


1825 .L23.gz43_23 1386 


M00056666A:C04 


ES 185 


481592 


I 1 825 .M14.gz43_23 1243 


M00056666A:D09 


ES 185 


72695; 


} 1825.M16.gz43_231275 


M00056666A:D10 


ES 185 


650971 


1825.M17.gz43_231291 


M00056667A:A12 


ES 185 


72560' 


1 1825.N13.gz43_231228 
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Table 13 



ClonelD 



ESNo 



ClusterlD 



SequenceNamej 



M00056667B:E04 



ES 185 



725381 



1 825 .N17.gz43_23 12921 



M00056667C:H01 



ES 185 



476477 



1825.N21.gz43_231356| 



M00056667D:E05 



ES 185 



732351 



1825.N22.gz43_231372| 



M00056668D:E03 



ES 185 



735605 



1825.014.gz43_231245| 



M00056669B:E10 



ES 185 



554597 



1825.O24.gz43_231405| 



MVI00056670A:G02 



ES 185 



45934 



1825.P13.gz43_231230| 



M00056670B:A12 



ES 185 



734184 



1825.P14.gz43_231246| 



FM00056670B:G05 



ES 185 



478458 



1825.P17.gz43 2312941 



fiVK)0056672A:E05 



ES 185 



723914 



1826.A13.gz43_23 1599| 



fiVK)0056672D:B08 



ES 185 



726722 



1826.A21.gz43_231727| 



M00056672D:E04 



ES 185 



546121 



1826.A23.gz43_231759| 



M00056674D:E09 



ES 185 



734622 



1826.C14.gz43_231617| 



M00056675A:C02 



ES 185 



446575 



1826C18.gz43_231681| 



M00056675A:G02 



ES 185 



513156 



1826.C23.gz43_231761 
1826.D16.gz43_231650| 



MVI00056676B.G12 



ES 185 



641777 



pD0056676C:B04 



ES 185 



725899 



1826.D18.gz43_231682| 



rM00056678A:B02 



ES 185 



482722 



1826E13.gz43_231603| 



M00056678A:H05 



ES 185 



43352 



1826.E16.gz43_231651| 



fiVI00056678B:Ell 



ES 185 



734828 



1826.E17.gz43_231667| 



|M00056678B:H02 



ES 185 



736246 



1826.E20.gz43_231715| 



M00056678B:H06 



ES 185 



725266 



1826.E21.gz43_231731| 



M00056678C:A12 



ES 185 



730664 



1826.E22.gz43_231747| 



M00056679C:F11 



ES 185 



736194 



1826.F22.gz43_231748 



^40005668 1A:E06 



ES 185 



729387 



1826G22.gz43_231749| 



M00056681B:A11 



ES 185 



72879 



1 826 .G24.gz43_231781| 



ftl00056682A:F05 



ES 185 



447489 



1826.H17.gz43_231670| 



fiV100056683B:H04 



ES 185 



645925 



1826.114.gz43_231623| 



fiV[00056683C:H10 



ES 185 



644445 



1826.117.gz43_231671| 



M00056683C.H11 



ES 185 



728659 



1826.118.gz43_231687| 



UW)0056684B:B12 



ES 185 



559610 



1826.124.gz43_231783| 



M00056685A:H11 



ES 185 



517274 



1826.J17.gz43_231672| 



rM00056685B:G04 



ES 185 



473238 



1826.J20.gz43_231720| 



ftl00056685C:G07 



ES 185 



729205 



1826.J24.gz43_231784| 



M00056686D:D07 



ES 185 



733789 



1826.K18.gz43_23 1689| 



1M00056686D:E04 



ES 185 



730829 



1826.K20.gz43_231721| 



M00056689B:F03 



ES 185 



492094 



1826.M19.gz43_231707| 



fM00056689C:F05 



ES 185 



729413 



1826.M24.gz43_231787| 



fiVI00056692A:A05 



ES 185 



492629 



1826.021.gz43_231741 
1827.A02.gz43_23 18071 



fiV!00056693B:D07 



ES 185 



727965 



M00056693B:D11 



ES 185 



58060 



1827.A04.gz43_231839| 



M00056693B:H03 



ES 185 



573733 



1827.A09.gz43 231919| 



M00056693C:D12 



ES 185 



727968 



1827.A13.gz43_231983 
231999 



M00056693C:G06 



ES 185 



6178 



1827.A14.gz43 



MK)0056693D:B02 



ES 185 



425396 



1827.A15.gz43_232015| 
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Table 13 



ClonelD 



ESNo 



ClusterlD 



|M00056693D:E12 



ES 185 



475942 



|M00056694A:C05 |ES 185 



553483 



lM00056694A:GO2 |ES 185 



479997 



lM00056694A:G03 |ES 185 



693869 



|M00056694A:G11 |ES 185 



493830 



|M00056694B:H10 



ES 185 



730375 



lM00056695A:H09 |ES 185 



449701 



lM00056695C:C04 |ES 185 



561301 



|M00056695C:H08 



ES 185 



540618 



|M00056695D:E05 



ES 185 



472837 



|M00056695D:F01 



ES 185 



735974 



|M00056696A:G12 



ES 185 



650542 



|M00056696B:B03 



ES 185 



727506 



lM00056696B:H01 |ES 185 



551096 



lM00056697A:D02 |ES 185 



588059 



lM00056697A:G03 |ES 185 



395596 



lM00056697A:H10 |ES 185 



725084 



|M00056697C:D11 |ES 185 



727845 



lM00056697C:H10 |ES 185 



728556 



|M00056697D:B09 |ES 185 



724714 



lM00056697D:C09 |ES 185 



501030 



lM00056697D:C12 |ES 185 



lM00056698A:A07 |ES 185 



|M00056698B:E10 



ES 185 



540618 



IM00056698D.E11 



ES 185 



737109 



1M00056698D.G09 |ES 185 



477366 



SequenceName 



1827.A18.gz43_232063| 



1827.A22.gz43_232127| 



1827.B02.gz43_231808| 



1827.B03.gz43_231824| 



1827.B04.gz43_231840| 



1827.B08.gz43_231904l 



1827.B21.gz43_232112| 



1827.C01.gz43_231793| 



1827.C06.gz43_231873l 



1827.C10.gz43_231937| 



1827.Cll.gz43_231953 



1827.C16.gz43_232033| 



1827.C17.gz43_232049| 



1827.C24.gz43 .232161 



1827.Dll.gz43j231954 



1827.D13.gz43_231986l 



1827.D16.gz43_232034 



1827.D21.gz43_232114l 



1827.E01.gz43_231795| 



1827 .E04.gz43_23 1843 



1827.E06.gz43_231875 



462687| 1 827 .E07.gz43_23 1891 

"530656| 1827.E10.gz43_231939| 



1827.E17.gz43_232051| 



1 827 .F04.gz43_23 18441 



1827.F06.gz43_23 18761 



|M00056699A:C07 



ES 185 



454844 



1827.F10.gz43_231940 



IM00056699A.D08 |ES 185 



452662 



1827.FU.gz43_231956! 



lM00056699A:E08 |ES 185 



672032 



1827.F12.gz43_23 19721 



lM00056699B:A05 [ES 185 



730266 



1827.F15.gz43_232020| 



lM00056699B:G04 |ES 185 



641072 



1827.F21.gz43_232116 



lM00056699C:C02 |ES 185 



727649 



1827.F24.gz43_232164 



|M00056699C:F09 |ES 185 



728196 



1827.G02.gz43_23 18131 



lM00056699C:GU [ES 185 



395604 



1827.G04.gz43_231845 



UV100056699D:C09 



ES 186 



M00056700A:F12 



ES 186 



567122| 1 827 .G07.gz43 ,231893 

"728300| 1827.G14.gz43_232005| 



UV100056700A:G05 



ES 186 



446607 



1827.G16.gz43J 



fM00056700B:D02 



ES 186 



727151 



1827.G17.gz43_: 



232037 
232053 



uil00056700D:H07 



ES 186 



732770 



M00056701A:A02 



ES 186 



496084 



1827.H10.gz43_231942 
1827.H12.gz43_231974| 



^10005670 1A.G09 



ES 186 



734264 



1827.H16.gz43_: 



^10005670 1B:D02 



ES 186 



631056 



1827.H18.gz43_: 



232038 
232070 



rM0005670 1B:D06 



ES 186 



724489 



1827.H19.gz43_232086| 
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Table 13 



ClonelD 



ESNo 



ClusterlD 



SequenceName 



|M00056701C:F08 



ES 186 



728196 



lM00056701C:G09 |ES 186 



640458 



lM00056701D:C03 [ES 186 



644354 



|M00056701D:D04 |ES 186 



727948 



lM00056701D:G03 |ES 186 



553140 



lM00056701D:G07 |ES 186 



724059 



lM00056701D:H12 |ES 186 



550454 



lM00056702C:A10 |ES 186 



735676 



lM00056702C:H02 |ES 186 



448698 



lM00056702D:G03 |ES 186 



735834 



lM00056703A:G01 |ES 186 



651050 



lM00056703B:A04 |ES 186 



447624 



lM00056703B:D07 |ES 186 



560678 



|M00056703C:F04 



ES 186 



650136 



IM00056703D.F08 



ES 186 



649927 



|M00056704A:B05 



ES 186 



403671 



lM00056704A:H08 |ES 186 



728552 



|M00056704B:C02 



ES 186 



727760 



|M00056704C:C10 |ES 186 



451183 



1M00056704D:H10 jES 186 



288801 



lM00056705A:B12 |ES 186 



553805 



lM0O056705A:D02 |ES 186 



726852 



lM00056705B:A12 |ES 186 



728768 



lM00056705B:D10 |ES 186 



83388 



|M00056706A:B03 



ES 186 



528981 



|M00056706A:B05 |ES 186 



648777 



|M00056706A:E09 



ES 186 



1M00056706B.C02 |ES 186 



|M00056706B:C07 



ES 186 



lM00056706B:P04 |ES 186 



lM00056706C:A07 |ES 186 



IM00056706C.B12 |ES 186 



lM00056706C:D05 |ES 186 



IM00056706C.G01 |ES 186 



|M00056707A:G11 |ES 186 



626791 



|M00056707B:E02 



ES 186 



649106 



|M00056707B:F06 



ES 186 



1827.H24.gz43_232166 



1827.101.gz43_231799| 



1827.102.gz43_231815j 



1827.106.gz43_23 1879| 



1827.107.gz43_231895| 



1827.108.gz43_231911| 



1827.109.gz43_231927| 



1827.117.gz43_232055| 



1827.123 .gz43_232151| 



1827.J04.gz43_231848 



1827.J09.gz43_231928| 



1827.J13.gz43_231992| 



1827.J16.gz43_232040| 



1827.K01.gz43_231801 



1827.K06.gz43_231881 



1827.K08.gz43_231913l 



1827.K13.gz43_231993 



1827.K14.gz43_232009 



1827.K18.gz43_232073| 



1827.L01.gz43_231802| 



1827.L03.gz43_231834| 



1827.L04.gz43_231850 



1827.L09.gz43_231930 



1827.L10.gz43_231946 



1827.L24.gz43_232170 



1827.M01.gz43_231803l 



4194651 1827.M02.gz43_231819l 



4497521 1827 M06.gz43_231883 



7361001 1827.M07.gz43_231899l 



59518l| 1827.M08.gz43_231915] 



5846931 1827.M10.gz43_23 19471 



7288981 1827.MU.gz43_23 19631 



7330641 1827.M13.gz43_23 1995| 



5514501 1827.M18.gz43_232075] 



1 827 .N03.gz43_23 18361 



1827 .N06.gz43_23 18841 



7362761 1827.N09.gz43_23 19321 



lM00056707C:B04 |ES 186 



427486 



1827.N12.gz43_23 19801 



|M00056707C:E01 



ES 186 



552430 1827.N15.gz43_232028 



IM00056707C:E03 |ES 186 



730639 



1827.N16.gz43_232044| 



|M00056707C:F10 [ES 186 



7287681 1827.N17.gz43_232060| 



|M00056708B:B09 



ES 186 



7365791 1827.Q12.gz43_231981 



|M00056708B:D03 



ES 186 



607202 



1827.013.gz43_23 19971 



|M00056708B:F06 



ES 186 



733040l 1827.O18.gz43_232077| 
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Table 13 



ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00056708C:F06 


ES 186 


449629 


1827.P01.gz43_231806 


M00056708C:F11 


ES 186 


558317 


1827.P02.gz43_231822 


M00056708D:B03 


ES 186 


728892 


1827.P05.gz43_231870 


M00056708D:D10 


ES 186 


730463 


1827.P06.gz43_231886 


M00056708D:H06 


ES 186 


473433 


1827.P13.gz43_231998 


M00056709A:A05 


ES 186 


454087 


1827.P14.gz43_232014 


M00056709A:H11 


ES 186 


259218 


1827.P18.gz43_232078 


M00056709C:F06 


ES 186 


729428 


1828.A01.gz43_232175 


M00056709D:D05 


ES 186 


584179 


1828.A05.gz43_232239 


M00056709D:E12 


ES 186 


455297 


1828.A08.gz43_232287 


M00056710B:F05 


ES 186 


728273 


1828.A23.gz43_232527 


M00056710B:G12 


ES 186 


724006 


1828.B03.gz43_232208 


M00056710D:A02 


ES 186 


475797 


1 828 .B09.gz43_232304 


M00056710D:C05 


ES 186 


707609 


1828.B10.gz43_232320 


M00056710D:H04 


ES 186 


727491 


1828.B14.gz43_232384 


M00056711A:A09 


ES 186 


641287 


1828.B15.gz43_232400 


M00056711B:B04 


ES 186 


485020 


1828.B18.gz43_232448 


M00056711C:F10 


ES 186 


736551 


1828.C01.gz43_232177 


M00056712B:B11 


ES 186 


728897 


1828.C19.gz43_232465 


M00056712B:F02 


ES 186 


734453 


1828.C23.gz43_232529 


M00056713A.B09 


ES 186 


461990 


1828.D13.gz43_232370 


M00056713A:F05 


ES 186 


48619 


1828.D15.gz43_232402 


M00056713B:B05 


ES 186 


727410 


1828.D17.gz43_232434 


M00056713C:A10 


ES 186 


732006 


1828.D23.gz43_232530 


M00056714A:A10 


ES 186 


734086 


1828.Ell.gz43_232339 


M00056714A:B02 


ES 186 


735047 


1828.E13.gz43_232371 


M00056714A:B09 


ES 186 


728929 


1828.E15.gz43_232403 


M00056714A-.E12 


ES 186 


448217 


1828.E19.gz43_232467 


M00056714A:H06 


ES 186 


728445 


1828.E22.gz43_232515 


M00056714B:B06 


ES 186 


728966 


1828.E24.gz43_232547 


M00056714B:C12 


ES 186 


724050 


1828.F01.gz43_232180 


M00056714D:A11 


ES 186 


729813 


1828.Fll.gz43_232340 


M00056714D:E08 


ES 186 


505858 


1828.F12.gz43_232356 


M00056714D:H07 


ES 186 


448217 


1828.F14.gz43_232388 


M00056715C:B07 


ES 186 


558544 


1828.G05.gz43_232245 


M00056716B:F12 


ES 186 


728182 


1828.H02.gz43_232198 


M00056716C:B06 


ES 186 


630516 


1828.H04.gz43_232230 


M00056718A:F10 


ES 186 


728925 


1828I09.gz43_232311 


M00056718A-.H05 


ES 186 


728528 


182o.ll l.gz4J_zjZji-J 


M00056718B:C02 


ES 186 


451972 


1828.115.gz43_232407 


M00056718C:B01 


ES 186 


64630S 


) 1828.119.gz43_232471 


M00056718D:D12 


ES 186 


44958! 


i 1828I23.gz43_232535 


M00056719B:D02 


ES 186 


72794( 


i 1828.J09.gz43_232312 


M00056719B:G04 


ES 186 


73277( 


) 1828.Jll.gz43_232344 
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Table 13 



ClonelD 



ES No 



ClusterlD 



M00056719C:B10 



ES 186 



486363 



M00056719C:F06 



ES 186 



728303 



|M00056720B:D05 



ES 186 



730233 



UM00056721A:C07 



ES 186 



727749 



M00056721B:D03 



ES 186 



728002 



M00056721C:E05 



ES 186 



732351 



M00056721C:H01 



ES 186 



555763 



M00056721D:D01 



ES 186 



734622 



fiVK)0056721D:F12 



ES 186 



728178 



M00056722A:E10 



ES 186 



598746 



M00056722A:F08 



ES 186 



485899 



M00056722B:E09 



ES 186 



732242 



fiVI00056722C:C09 



ES 186 



730627 



fiV100056722C:Dll 



ES 186 



727878 



fiV100056723C:C09 



ES 186 



462687 



ftl00056723C:E01 



ES 186 



553294 



NVI00056723C:G03 



ES 186 



734990 



|M00056724B:E11 



ES 186 



473640 



M00056724B:G03 



ES 186 



447150 



fiV[00056724C:Hll 



ES 186 



726576 



fiM00056725A:E02 



ES 186 



728061 



fivi00056725C:A03 



ES 186 



727480 



M00056725C:H06 



ES 186 



728627 



HVt00056726A:C12 



ES 186 



735362 



fiVI00056726A:F08 



ES 186 



449210 



rM00056726B:H06 



ES 186 



447634 



M00056726D:B05 



ES 186 



692627 



M00056726D:G08 



ES 186 



509678 



^100056746D:D06 



ES 186 



729206 



M00056746D:E09 



ES 186 



458940 



M00056747D:A03 



ES 186 



529356 



fti00056750B:H03 



ES 186 



735464 



m400056753A:G01 



ES 186 



552613 



M00056753B:B09 



ES 186 



728936 



|M00056755B:E07 



ES 186 



728464 



|M00056756C:D06 



ES 186 



736035 



|M00056756C:E10 



ES 186 



646713 



M00056758C:B08 



ES 186 



730178 



rM00056759C:C04 



ES 186 



7362 



fiVI00056762B:D06 



ES 186 



4816 



fM00056763B:G04 



ES 186 



697527 



[M00056764C:A02 



ES 186 



551693 



|M00056766D:G09 



ES 186 



728454 



rM00056767A:F02 



ES 186 



730858 



SequenceName] 



1828.J18.gz43_232456| 



1828.J19.gz43_232472| 



1 828.K06.gz43_232265| 



1828.K13.gz43_232377| 



1828.K19.gz43_232473| 



1828.L01.gz43_232186| 



1828.L03.gz43_232218| 



1828.L07.gz43_232282| 



1828.L10.gz43_232330| 



1828.L13.gz43_232378| 



1828.L14.gz43_232394| 



1828.L19.gz43_232474| 



1828.M01.gz43_232187| 



1828.M02.gz43_232203 



1 828.N02.gz43_232204| 



1828.N05.gz43_232252| 



1828.N08.gz43_232300 



1 828.N20.gz43_232492| 



1828.N22.gz43_232524| 



1828.O05.gz43_232253 



1828.013.gz43_232381 



1828.O21.gz43_232509| 



1828.P03.gz43_232222| 



1828.P07.gz43_232286 
1 828.P08.gz43_232302| 



1828.P10.gz43_232334| 



1828.P17.gz43_: 



1828.P21.gz43_: 



232446 
232510 



1838.B03.gz43_232976| 



1838.B05.gz43_233008 
1838.C01.gz43_232945| 



1 838 E03 .gz43 232979j 



1838.G02.gz43_232965 
1838.G06.gz43_233029| 



1838.I05.gz43_233O15| 



1838.J03.gz43_232984 
1838.J04.gz43_233000| 



1838.K05.gz43_233017| 



1838.L03.gz43_232986 
1838.N05.gz43_233020| 



1838.O06.gz43_233037| 



1838P01.gz43_232958 
233327 



1839.A01.gz43_2 



1839.A07.gz43_233423| 
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Table 13 



ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00056767A:F12 


ES 186 


711325 


1839.A08.gz43_233439 


M00056767B:C01 


ES 186 


727737 


1839.All.gz43_233487 


M00056767B:G08 


ES 186 


736686 


1839.A13.gz43__233519 


M00056767C:A09 


ES 186 


549801 


1839.A14.gz43_233535 


M00056768A:C03 


ES 186 


730607 


1839.A17.gz43_233583 


M00056768A:C10 


ES 186 


728487 


1839.A18.gz43_233599 


M00056768B:F07 


ES 186 


730253 


1839.A21.gz43_233647 


M00056768D:A09 


ES 186 


736773 


1839.B03.gz43_233360 


M00056769C:C03 


ES 186 


504513 


1 839.B09.gz43_233456 


M00056770C:A07 


ES 186 


641968 


1839.B15.gz43_233552 


M00056771A:F03 


ES 186 


732345 


1839.B23.gz43_233680 


M00056771B:F03 


ES 186 


552432 


1839.C06.gz43_233409 


M00056771C:G06 


ES 186 


640382 


1839.C13.gz43_233521 


M00056771D:D10 


ES 186 


726229 


1839,C18.gz43_233601 


M00056772A:C08 


ES 186 


691229 


1839.C22.gz43_233665 


M00056772A:D03 


ES 186 


726699 


1839.C23.gz43_233681 


M00056773A:A04 


ES 186 


735071 


1839,D18.gz43_233602 


M00056773A:C04 


ES 186 


735872 


1 839.D2 1 .gz43_233650 


M00056773A:G10 


ES 186 


727366 


1839.D22.gz43_233666 


M00056773B:G12 


ES 186 


711797 


1839.E03.gz43_233363 


M00056773C:C09 


ES 186 


510596 


1839.E05.gz43_233395 


M00056773C:F12 


ES 186 


135593 


1839.E08.gz43_233443 


M00056774B:G06 


ES 186 


726825 


1839.E19.gz43_233619 


M00056774C:G03 


ES 186 


728350 


1839.E22.gz43_233667 


M00056774D:B02 


ES 186 


631038 


1839.E24,gz43_233699 


M00056774D:F06 


ES 186 


734724 


1839.F04.gz43_233380 


M00056775A:A05 


ES 186 


727436 


1839.F05.gz43_233396 


M00056775B:H07 


ES 186 


477053 


1839.F12.gz43_233508 


M00056776A:G04 


ES 186 


728464 


1839.G06.gz43_233413 


M00056776D:B02 


ES 186 


523868 


1839.G18.gz43_233605 


M00056776D:H03 


ES 186 


642079 


1839.G22.gz43_233669 


M00056777A:A03 


ES 186 


730029 


1839.G23.gz43_233685 


M00056777D:D04 


ES 186 


730484 


1839.H14.gz43_233542 


M00056778C:G08 


ES 186 


609459 


1839.H24.gz43_233702 


M00056780B:E06 


ES 186 


724183 


1839J04.gz43_233384 


M00056780B:H04 


ES 186 


493193 


1839J09.gz43_233464 


M00056780C:H12 


ES 186 


647991 


1839J14.gz43_233544 


M00056780D:G05 


ES 186 


727216 


( 1839J19.gz43_233624 


M00056780D.H10 


ba loo 


11 All". 


1 JHQ 177 az43 233672 


M00056781A:C05 


ES 186 


513156 


\ 1839J23.gz43_233688 


M00056781A:D02 


ES 186 


48278? 


1839.J24.gz43_233704 


M00056781A:E06 


ES 186 


73050f 


1839.K02.gz43_233353 


M00056781B:C03 


ES 186 


733744 


1839.K07.gz43_233433 


M00056781B:C05 


ES 186 


63917* 


1839.K08.gz43_233449 
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Table 13 



ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00056781B:E01 


ES 186 


728133 


1839K09.gz43_233465 


M00056781B:F05 


ES 186 


727005 


1839.K10.gz43_233481 


M00056782B:G05 


ES 186 


449010 


1839.L06.gz43_233418 


M00056782B:H11 


ES 186 


643522 


1839.L07.gz43_233434 


M00056782D:F02 


ES 186 


483549 


1839.L13.gz43_233530 


M00056782D:F08 


ES 186 


490393 


1839.L14.gz43_233546 


M00056782D:F10 


ES 186 


726261 


1839.L15.gz43_233562 










M00056783A:C08 


ES 187 


577305 


1839.L18.gz43_233610 


M00056783B:B01 


ES 187 


47461 


1839.L19.gz43_233626 


M00056783C:D01 


ES 187 


591449 


1839.M01.gz43_233339 


M00056783C:E03 


ES 187 


730352 


1839.M04.gz43_233387 


M00056783D:A02 


ES 187 


460023 


1 839.M06.gz43_2334 1 9 


M00056783D:B07 


ES 187 


556458 


1 839.M07.gz43_233435 


M00056784B:A01 


ES 187 


733891 


1839.M15.gz43_233563 


M00056784B:C02 


ES 187 


730296 


1839.M16.gz43_233579 


M00056784B:D06 


ES 187 


733149 


1839.M17.gz43_233595 


M00056784C:C06 


ES 187 


725784 


1 839.M22.gz43_233675 


M00056784D:C06 


ES 187 


675768 


1 839.N0 1 .gz43_233340 


M00056784D:G10 


ES 187 


726344 


1839N03.gz43_233372 


M00056785A:C12 


ES 187 


646688 


1 839.N05.gz43_233404 


M00056785A:G06 


ES 187 


228118 


1 839.N07.gz43_233436 


M00056785B:B07 


ES 187 


730845 


1839.N12.gz43_233516 


M00056785C:B09 


ES 187 


643968 


1839.N14.gz43_233548 


M00056785D:C09 


ES 187 


550780 


1839.N19.gz43_233628 


M00056785D:G07 


ES 187 


730592 


1839.N24.gz43_233708 


M00056786D:A03 


ES 187 


730022 


1839.01 5. gz43_233565 


M00056787B:C07 


ES 187 


577305 


1839.P01.gz43_233342 


M00056787C-.B04 


ES 187 


724383 


1839.P08.gz43_233454 


M00056787C:G01 


ES 187 


726384 


1839.P12.gz43_233518 


M00056788A:D06 


ES 187 


606076 


1 839.P2 1 gz43_233662 


M00056871C:D05 


ES 187 


735801 


1852.A13.gz43_235742 


M00056873A:H06 


ES 187 


735412 


1852.B17.gz43_235807 


M00056873B:C09 


ES 187 


726408 


1852.B19.gz43_235839 


M00056874C:D05 


ES 187 


730059 


1852.C19.gz43_235840 


M00056875D:C04 


ES 187 


729981 


1852.D16.gz43_235793 


M00056875D:E09 


ES 187 


727602 


1852.D18.gz43_235825 


M00056875D:H12 


ES 187 


73304C 


1 1852.D21.gz43_235873 


M00056876A:C08 


ES 187 


72418; 




M00056876A:E02 


ES 187 


730152 


! 1852.D24.gz43_235921 


M00056876C:B02 


ES 187 


481641 


1852.E14.gz43_235762 


M00056876C.G10 


ES 187 


732831 


1852.E16.gz43_235794 


M00056877B:H09 


ES 187 


48834? 


) 1852.F14.gz43_235763 


M00056877CD11 


ES 187 


72797! 


> 1852.F15.gz43_235779 
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Table 13 



ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00056877C:G12 


ES 187 


655327 


1852.F19.gz43_235843 


M00056877C:H03 


ES 187 


730441 


1852.F20.gz43_235859 


M00056879A:D12 


ES 187 


732752 


1852.G13.gz43_235748 


M00056879B:H1 1 


ES 187 


730336 


1852.G24.gz43_235924 


M00056879D:D01 


ES 187 


472704 


1852.H13.gz43_235749 


M00056881A.A10 


ES 187 


649299 


1852.113.gz43_235750 


M00056881A:C02 


ES 187 


735096 


1852.114.gz43_235766 


M00056881A:H02 


ES 187 


639950 


1852.116.gz43_235798 


M00056881B:GO4 


ES 187 


730301 


1852.122.gz43_235894 


M00056882B:E12 


ES 187 


594434 


1852.J14.gz43_235767 


M00056882D:A06 


ES 187 


471931 


1852J22.gz43_235895 


M00056883D:A07 


ES 187 


732712 


1852.K15.gz43_235784 


M00056883D:F07 


ES 187 


732872 


1852K21.gz43_235880 


M00056884C:H08 


ES 187 


550673 


1852.L14.gz43_235769 


M00056884C.H11 


ES 187 


472307 


1852.L15.gz43_235785 


M00056884D:C07 


ES 187 


724517 


1852.L16.gz43_235801 


M00056884D:D06 


ES 187 


561396 


1852.L18.gz43_235833 


M00056885A:D12 


ES 187 


730106 


1852.L23.gz43_235913 


M00056885D:D01 


ES 187 


644843 


1852.M17.gz43_235818 


M00056886A:A09 


ES 187 


732872 


1852.M19.gz43_235850 


M00056886A:C11 


ES 187 


735326 


1852.M21.gz43_235882 


M00056886B:B10 


ES 187 


650944 


1852.N13.gz43_235755 


M00056886B:C05 


ES 187 


735672 


1852.N14.gz43_235771 


M00056886B:H02 


ES 187 


724223 


1852.N17.gz43_235819 


M00056886C:D02 


ES 187 


473512 


1852.N19.gz43_235851 


M00056886C:D11 


ES 187 


451184 


1852.N20.gz43_235867 


M00056887A.E01 


ES 187 


729087 


1852.N23.gz43_235915 


M00056887D:H01 


ES 187 


730195 


1852.O17.gz43_235820 


M00056888A:H04 


ES 187 


649030 


1852.024.gz43_235932 


M00056890A:D05 


ES 187 


450963 


1861.A06.gz43_236014 


M00056891A:G11 


ES 187 


732315 


1861.A24.gz43_236302 


M00056891C:H08 


ES 187 


730393 


1861.B08.gz43_236047 


M00056892B:C09 


ES 187 


479572 


1861.B18.gz43_236207 


M00056893B:G12 


ES 187 


724773 


1861.C16.gz43_236176 


M00056893CA02 


ES 187 


728640 


1861.C17.gz43_236192 


M00056895B:F12 


ES 187 


727596 


, 1861.E03.gz43_235970 


M00056895C:E11 


ES 187 


494393 


1861.E07.gz43_236034 


M00056895D:G01 


ES 187 


72525? 


1861. E14.gz43_236 146 


M00056896A:C01 


ES 187 


735834 


1861.E18.gz43_236210 


M00056898C:B06 


ES 187 


676221 


1861.G10.gz43_236084 


M00056898D.D11 


ES 187 


73076( 


1861.G17.gz43_236196 


M00056898D:H09 


ES 187 


72906( 


) 1861.G20.gz43_236244 


M00056899A:A11 


ES 187 


73267( 


S 1861.G22.gz43_236276 


M00056899B:D02 


ES 187 


73224< 


1861.H04.gz43_235989 
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Table 13 



ClonelD 


ES No 


ClusterlD 


SequenceName 


M00056899D:B06 


ES 187 


448368 


1861.H12.gz43_236117 


M00056900B:D01 


ES 187 


656667 


1861 .H2 1 .gz43_23626 1 


M00056900B:F07 


ES 187 


730296 


1861.H24.gz43_236309 


M00056900C:B12 


ES 187 


562345 


1861.104.gz43_235990 


M00056901B:C03 


ES 187 


t> t\f r\c% 

730608 


1 O 1 T1 Z , ,/i *? TJ / 1 oo 

1861.116.gz43_236182 


M00056902A:G12 


ES 187 


557525 


1861.J14.gz43_236151 


M0005 6902D :H09 


bS 187 


489001 


lo61.Klz.gz43_z3olzU 


M00056903A:C08 


ES 187 


642897 


1861.K16.gz43_Z3olo4 


M00056903A:F03 


ES 187 


733425 


lO/TI VIO ^.„A1 1 £ 

1861.K18.gz43_Z3oZlo 


M00056903B:D09 


ES 187 


A C"i f\f\ 1 

453001 


1 oo 1 .Js_.4.gz4J_Z3o:> 1Z 


M00056905A:H04 


iS 187 


<*\ AQ£ 

732486 


1 oo 1 .M lZ.gz4 J_z3o 1ZZ 


M00056906D:D11 


iS 187 


639223 


lool.fN iu.gz4J_zJouyi 


M00056908B:D02 


ES 187 


548275 


lool.JN Io.gz4-5_z3olo / 


M00056908D:A11 


ES 187 


72545 1 


lool.JNz4.gz4J_z3o.5l3 


M00056909B:E11 


ES 187 


648774 


lool.Ul l.gz4j_zjolUo 


M00056910A:G05 


ES 187 


551602 


1 oo 1 .rUz.gz43_z J jyo3 


M00056910B:F01 


ES 187 


472226 


lool.r U4.gz4o_zj3Vy / 


M00056911B:A01 


ES 187 


732653 


lool.r iy.gz43_z3ozJ / 


M00056934A:A12 


ES 187 


729809 


looJ.AUl .gz43_z3o /UZ 


M00056934A:E07 


ES 187 


A A /ft'lA 

446820 


1 oo J . AU 3 .gz4i_Z3o /34 


M00056934C:C04 


ES 187 


492893 


loo3.A0o.gz43_ZJool4 


M00056934C:G09 


ES 187 


EEC A*10 

555478 


lo63.A10.gz4o_Z3oo4o 


M00056935A:C02 


ES 187 


731355 


1 QUI A 1 Q r^^wAI 

1 ooi . A 1 o .gz43_Z-)oy /4 


M00056935A:F04 


ES 187 


735484 


loo3.Azl.gz4J_Z3 /UZZ 


M00056935C:G08 


ES 187 


726825 


lo63.r>l l.gz4i_ZioooJ 


M00056936C:C06 


ES 187 


524706 


loo3.r>Z4.gz43_Z3 /U / 1 


M00056936C:E04 


ES 187 


730851 


1 ooi .CO 1 .gz4i_Z3o /U4 


M00056936C:F11 


ES 187 


77737 


1 oo3 .C0Z.gZ43_Z JO / ZU 


M00056937C:H08 


ES 187 


485880 


lo6i.Cz4.gz4J_ZJ /U/Z 


M00056938A:H09 


ES 187 


451624 


loo3.L>Uo.gz4J_ZJoo 1 / 


M00056938B:C06 


ES 187 


725638 


1 ooi .U 1 1 .gz4 5_L Joooj 


M00056938B:C09 


ES 187 


733144 


1 ooi . U 1 Z .gz4 J_Z o oo o 1 


M00056938B:H08 


ES 187 


731216 


1 ooi .Li l j .gz4 i_z Joyzv 


M00056938C:F10 


ES 187 


735306 


looJ.LIZU.gZ4J_ZJ /Uuy 


M00056939A:C01 


ES 187 


734151 


1 0O3 ,tiU-3 .gZ4 J_Z JO /JO 


M00056939B:E05 


ES 187 


642528 


1 ou J .lLVL .gZH- J_Z jOooZ 


M00056939B:E10 


ES 187 


735477 


1 SO J . J— • 1 J .gZ 4 * J_Z J007 o 


M00056939D:B02 


ES 187 


17151 


1 oO J .tiZ 1 .gZT-J / vJZO 




F<\ 187 


732886 


1 863 .F 1 2.gz43_236883 


M00056940B:G07 


ES 187 


730564 


1863.F14.gz43_236915 


M00056940C:E05 


ES 187 


730815 


1863.F17.gz43_236963 


M00056941B:B02 


ES 187 


616541 


1863.G10.gz43_236852 


M00056941B:G08 


ES 187 


730375 


1863.G18.gz43_236980 


M00056941C:F07 


ES 187 


732491 


1863.G21.gz43_237028 
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ClonelD 



ES No 



ClusterlD 



SequenceName 



M00056941D:A05 



ES 187 



730452 



1863.G24.gz43_237076| 



M00056941D:D07 



ES 187 



727596 



1863.H01.gz43_236709| 



UM00056941D:G05 



ES 187 



456183 



1863.H03.gz43_23674l| 



rM00056941D:H01 



ES 187 



724162 



1863.H04.gz43_236757| 



M00056942B:F04 



ES 187 



485183 



1863.H09.gz43_236837| 



M00056942C:A12 



ES 187 



724286 



1863.H12.gz43_236885| 



tfvl00056942C:B12 



ES 187 



731162 



1863.H14.gz43_236917| 



fiVI00056942C:C06 



ES 187 



733151 



1863.H15.gz43_236933| 



MV100056942C:F11 



ES 187 



732756 



1863.H17.gz43 ,2369651 



fiVI00056942D:D03 



ES 187 



727517 



1863.H20.gz43_237013| 



|M00056942D:D07 



ES 187 



728076 



1863.H21.gz43_237029| 



M00056942D:D11 



ES 187 



511351 



1863.H22.gz43_237045| 



fM00056943A:B04 



ES 187 



734629 



1863 .103 .gz43_236742| 



fiVI00056943A:F01 



ES 187 



729691 



1863 .105 .gz43_236774| 



rM00056943C:A01 



ES 187 



468015 



1863.I17.gz43J236966| 



M00056943D:B02 



ES 187 



729316 



1863.120.gz43_237014| 



fiV100056943D.H08 



ES 187 



731125 



1863.122.gz43_237046| 



M00056944A:D09 



ES 187 



733623 



1863.J03.gz43_236743 



MVI00056944B:C02 



ES 187 



448233 



1863.J04.gz43_236759l 



M00056944C:B03 



ES 187 



735994 



1863.J12.gz43_236887| 



|M00056944D:A06 



ES 187 



73308 



1863.J17.gz43_236967 



M00056945A:B11 



ES 187 



651088 



1863.K04.gz43_236760| 



M00056945A:F02 



ES 187 



646314 



1863.K06.gz43_236792| 



Uvl00056945C:All 



ES 187 



72440 



1863.K12.gz43_236888l 



[M00056946A.F07 



ES 187 



736293 



1863.L01.gz43_236713 
1863.L02.gz43_236729| 



|M00056946A:G06 



ES 187 



638983 



M00056946C:B08 



ES 187 



552416 



1 863 ,L08.gz43_236825l 



M00056946D:G09 



ES 187 



555484 



1863.L17.gz43_236969 
237017 



M00056947A.C05 



ES 187 



55144 



1863.L20.gz43_ 



fiVI00056947C:B04 



ES 187 



736001 



1 863.M02.gz43_236730| 



M00056947D.F09 



ES 187 



736349 



236826 

1863.M12.gz43_236890| 



1863.M08.gz43_ 



|M00056948A:D09 



ES 187 



736129 



UVI00056948B.B03 



ES 187 



449061 



1863.M15.gz43_236938| 



IM00056948B.D04 



ES 187 



60034 



1863.M17.gz43_: 



236970 
236986 



M00056948B:G05 



ES 187 



467803 



1863.M18.gz43. 



M00056948B:H06 



ES 187 



490903 



1863.M19.gz43_237002 
236715 



fiV100056948C:F03 



ES 187 



733910 



1863.N01.gz43_2 



P00056948D.A11 



ES 187 



733856 



1 863 .N03.gz43_236747| 



HV100056949A:A04 



ES 187 



500239 



236779 

1863.O02.gz43_236732| 



1863.N05.gz43_2 



fiVl00056949D.Dll 



ES 187 



461486 



|M00056950A:F01 



ES 187 



685968 



1863.O08.gz43. 



236828 
236860 



M00056950A:H03 



ES 187 



410487 



1863O10gz43_: 



p00056950B:F03 



ES 187 



560252 



1863.016.gz43_: 



236956 
236733 



rM00056950D:F12 



ES 187 



731196 



1863.P02.gz43_: 



781 



Table 13 



ClonelD 



ES No 



ClusterlD 



SequenceName 

1863.P03gz43_236749| 



M00056950D.H09 



ES 187 



727480 



UVI00056951B:B06 



ES 187 



488447 



1863.PU.gz43_236877| 



M00056951B:F09 



ES 187 



448046 



1863.P13.gz43_2369091 



M00056951C:A04 



ES 187 



735818 



1863.P17.gz43_: 



236973 
237135 



fiV100056953B:F05 



ES 187 



516522 



1864.B04.gz43, 



fiV«)0056954C:C04 



ES 187 



556141 



1864C07.gz43_237184 
237362 



fiV[00056957B:F10 



ES 187 



553000 



1864.E18.gz43_ 



fiV[00056959C:B10 



ES 187 



642781 



1 864.G12.gz43_237268| 



fiV[00056961C:C07 



ES 187 



736197 



1 864.103 .gz43 



237126 
237222 



M00056961D:G02 



ES 187 



656070 



1864.I09.gz43 



rM00056962D:F09 



ES 187 



736289 



1864.117.gz43_237350| 



IM00056968CC06 ES 187 
M00056969A:B07 |ES 187 



731089 



731947 



1 864.M04.gz43 237146| 



1 864.M14.gz43_237306| 



]M00056969A:C07 



ES 187 



448712 



1 864.M16.gz43_237338| 



fiV100056975A:Hll 



ES 187 



728249 



1873.A13.gz43_2 



237662 

1873.A16.gz43_23771o| 



[M00056975B:E04 



ES 187 



735440 



fiVI00056975C:F09 



ES 187 



477399 



1873.A18.gz43_237742 
237775 



M00056976C:F05 



ES 187 



73456 



1873.B20.gz43_2 



M00056977A:C02 



ES 187 



733563 



1873.C04.gz43_237520| 



rM00056977A:H10 



ES 187 



482461 



1873.C12.gz43 237648| 



M00056977B.B06 



ES 187 



613029 



1873.C13.gz43_237664 
237585 



|M00056978A:A03 



ES 187 



734936 



1873.D08.gz43_ 



|M00056978A:H04 



ES 187 



730089 



1873.Dll.gz43J 



237633 
237713 



^00569788:002 



ES 187 



641658 



1873.D16.gz43_: 



Hvl00056978D:A01 



ES 188 



733778 



1873.D24.gz43. 



237841 
237490 



UV[00056978D:B07 



ES 188 



735123 



1873.E02.gz43J 



|M00056979B:D03 



ES 188 



731607 



1873 .E08.gz43_237586| 



UvI00056979B:E03 



ES 188 



72532 



1 873 .E09.gz43_237602 
1873.E12.gz43_237650| 



|M00056979C:D11 



ES 188 



648034 



PM00056980A:H06 



ES 188 



732438 



1 873 .F04.gz43 237523| 



rM00056980D:E07 



ES 188 



72715 



1873.F20.gz43. 



237779 
237684 



M00056981D:H02 



ES 188 



732535 



1873.G14.gz43J 



|M00056982D:B12 



ES 188 



72441 



1 873 .H02.gz43_237493| 



^100056983D:C12 



ES 188 



65091 



1873.H18.gz43_237749 
1873.112.gz43_237654| 



M00056985A:D06 



ES 188 



729623 



|M00056985A:G07 



ES 188 



552254 



1873.114.gz43_237686| 



IM00056985B.G03 



ES 188 



55748 



1873I18gz43_237750 
1873.120.gz43_237782| 



|M00056985C:C06 



ES 188 



731453 



M00056986A:E09 



ES 188 



7322 



1873J06.gz43_237559| 



|M00056987A:C02 



ES 188 



731592 



1873.J24.gz43_: 



237847 
237528 



|M00056987C:D08 



ES 188 



555423 



1873.K04.gz43. 



nM00056987D:A09 



ES 188 



731302 



1873.K10.gz43. 



237624 
237736 



M00056988A.B09 



ES 188 



723895 



1873.K17.gz43_: 



782 



Table 13 



ClonelD 


ES No 


ClusterlD 


SequenceName 


M00056988A:F06 


ES 188 


642649 


1 873.K20.gz43_237784 


M00056988B:A06 


ES 188 


731358 


1873.K22.gz43_237816 


M00056988C:D05 


ES 188 


703978 


1 873.L04.gz43_237529 


M00056988D:F05 


ES 188 


732113 


1873.L10.gz43_237625 


M00056989C:H09 


ES 188 


639934 


1873.M03.gz43_237514 


M00056989D:A07 


ES 188 


731476 


1873.M05.gz43_237546 


M00056989D:F07 


ES 188 


728013 


1873.M10.gz43_237626 


M00056989D:H1 1 


ES 188 


731317 


1873.M12.gz43_237658 


M00056990B.B03 


ES 188 


729795 


1873.M18.gz43_237754 


M00056990B:H07 


ES 188 


642288 


1 873 .M20.gz43_237786 


M00056990C:E09 


ES 188 


735395 


1873.N02.gz43_237499 


M00056990D:C11 


ES 188 


725825 


1873.N06.gz43_237563 


M00056991C:H11 


ES 188 


406931 


1873.N18.gz43_237755 


M00056992A:E01 


ES 188 


471883 


1873.N22.gz43_237819 


M00056993A:B02 


ES 188 


550973 


1873.O12.gz43_237660 


M00056993A:B08 


ES 188 


731542 


1873.013.gz43_237676 


M00056993D:C05 


ES 188 


662617 


1873.P02.gz43_237501 


M00056993D:F05 


ES 188 


732114 


1873.P05.gz43_237549 


M00056994B:H05 


ES 188 


736401 


1873.P18.gz43_237757 


M00056994C:B04 


ES 188 


572426 


1873.P20.gz43_237789 


M00056994C:C01 


ES 188 


483676 


1873.P22.gz43_237821 


M00056995C:H06 


ES 188 


631251 


1874.A15.gz43_238078 


M00056995D:C11 


ES 188 


731686 


1874.A19.gz43_238142 


M00056996D:A02 


ES 188 


731317 


1874B08.gz43_237967 


M00056997A:H05 


ES 188 


550016 


1874.B18.gz43_238127 


M00056997B:C11 


ES 188 


559053 


1874.B20.gz43_238159 


M00056997D.B04 


ES 188 


737083 


1874.C06.gz43_237936 


M00056998C:B10 


ES 188 


456236 


1874.D01.gz43_237857 


M00056998D:H08 


ES 188 


726408 


1 874D08.gz43_237969 


M00056999A:G12 


ES 188 


734708 


1874.D12.gz43_238033 


M00056999B:D07 


ES 188 


726696 


1874D16.gz43_238097 


M00057000A:A05 


ES 188 


733932 


1 874.E03 .gz43_237890 


M00057001D:F02 


ES 188 


448202 


1874.F16.gz43_238099 


M00057003D:F02 


ES 188 


734629 


1874.H16.gz43_238101 


M00057004B:D05 


ES 188 


497233 


1874.H21.gz43_238181 


M00057006A:G10 


ES 188 


730662 


1874.J17.gz43_238119 


M00057007B:G02 


ES 188 


561993 


1874.K16.gz43_238104 


M00057007C:A06 


ES 188 


736413 


1874.K17.gz43_238120 


M00057009C:B02 


ES 188 


732792 


1874.N01.gz43_237867 


M00057011C:H03 


ES 188 


724810 


1 874.P07.gz43_237965 


M00057011D:F12 


ES 188 


733836 


1874.P13.gz43_238061 


M00057012A:D12 


ES 188 


556637 


1874.P17.gz43_238125 


M00057012D:G03 


ES 188 


732441 


1875.A03.gz43_238270 


M00057012D:G04 


ES 188 


733571 


1875.A04.gz43_238286 



783 



Table 13 



ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00057013B:H07 


ES 188 


481581 


1875.A10.gz43_238382 


M00057013C:E09 


ES 188 


726208 


1875.A13.gz43_238430 


M00057013C:H01 


ES 188 


733756 


1875.A15.gz43_238462 


M00057013D:E03 


ES 188 


558132 


1875.A17.gz43_238494 


M00057014A:B11 


ES 188 


512377 


1875.A22.gz43_238574 


M00057014B:A02 


ES 188 


556019 


1875.B02.gz43_238255 


M00057014B:B01 


ES 188 


478448 


1 875. B03.gz43_23 8271 


M00057014B:B06 


ES 188 


451351 


1 875. B04.gz43_23 8287 


M00057014C:C08 


ES 188 


728852 


1875.B07.gz43_238335 


M00057014C:E01 


ES 188 


733354 


1875 B12.gz43_238415 


M00057014C:E03 


ES 188 


730828 


1875.B13.gz43_238431 


M00057014D:E05 


ES 188 


619265 


1875.B19.gz43_238527 


M00057014D:G10 


ES 188 


733664 


1875.B22.gz43_238575 


M00057014D:H01 


ES 188 


557164 


1875.B23.gz43_238591 


M00057015A:E02 


ES 188 


732047 


1875.C05.gz43_238304 


M00057015A:G06 


ES 188 


487183 


1875.C07.gz43_238336 


M00057015A:H12 


ES 188 


732550 


1875.C10.gz43_238384 


M00057015B:E01 


ES 188 


484023 


1875.C15.gz43_238464 


M00057016A:B04 


ES 188 


734074 


1875.C21.gz43_238560 


M00057016A:G01 


ES 188 


494450 


1875.C23.gz43_238592 


M00057016B:A09 


ES 188 


733723 


1875.D03.gz43_238273 


M00057016B:C01 


ES 188 


554620 


1875.D04.gz43_238289 


M00057016B:E06 


ES 188 


734392 


1875.D08.gz43_238353 


M00057016B:H08 


ES 188 


474009 


1875.D09.gz43_238369 


M00057016C:B05 


ES 188 


733970 


1875.Dll.gz43_238401 


M00057016C:E04 


ES 188 


731838 


1875.D14.gz43_238449 


M00057016C:E11 


ES 188 


689424 


1875.D15.gz43_238465 


M00057016D:B07 


ES 188 


703298 


1875.D17.gz43_238497 


M00057016D:H03 


ES 188 


640904 


1875.D22.gz43_238577 


M00057017A:A07 


ES 188 


452065 


1875.D23.gz43_238593 


M00057017A:F11 


ES 188 


570573 


1 875 .E04.gz43_23 8290 


M00057017A:G04 


ES 188 


538582 


1875.E06.gz43_238322 


M00057017C:E03 


ES 188 


559096 


1875.E15.gz43_238466 


M00057018A:C05 


ES 188 


734177 


1875.E21.gz43_238562 


M00057018C:F02 


ES 188 


732119 


1875.F02.gz43_238259 


M00057018D:B10 


ES 188 


734091 


1875.F05.gz43_238307 


M00057018D:E05 


ES 188 


557896 


1875.F08.gz43_238355 


M00057019A:G04 


ES 188 


626791 


1875.F12.gz43_238419 


M00057019C:C08 


ES 188 


455148 


1875.F15.gz43_238467 


M00057019C:E03 


ES 188 


558134 


1 875 .F16.gz43_23 8483 


M00057019D:C02 


ES 188 


649074 


1875.F19.gz43_238531 


M00057020A:F09 


ES 188 


639427 


1875.F23.gz43_238595 


M00057020D:A05 


ES 188 


483919 


1875.G07.gz43_238340 


M00057021B:B07 


ES 188 


477797 


1875.G18.gz43_238516 



784 




Table 13 



ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00057021D:F10 


ES 188 


212768 


1875.G24.gz43_238612 


M00057022B:A04 


ES 188 


729731 


1875.H09.gz43_238373 


M00057022B:F03 


ES 188 


639629 


1875.Hll.gz43_238405 


M00057022B:H04 


ES 188 


559699 


1875.H12.gz43_238421 


M00057022C:D12 


ES 188 


726476 


1 875.H14.gz43_238453 


M00057022D:E10 


ES 188 


554693 


1875.H23.gz43_238597 


M00057023A:H09 


ES 188 


726173 


1875.103.gz43_238278 


M00057023D.D05 


ES 188 


390968 


1875.113.gz43_238438 


M00057023D:D08 


ES 188 


466920 


1875.114.gz43_238454 


M00057023D:E11 


ES 188 


616985 


1875.115.gz43_238470 


M00057024A:D08 


ES 188 


727761 


1875I21.gz43_238566 


M00057024B:A03 


ES 188 


735021 


1875. 123 .gz43_238598 


M00057024B:A11 


ES 188 


726044 


1875.124.gz43_238614 


M00057024B:F07 


ES 188 


733625 


1875.J01.gz43_238247 


M00057024C:A01 


ES 188 


670124 


1875J04.gz43_238295 


M00057024C:G08 


ES 188 


551485 


1875J06.gz43_238327 


M00057024D:D12 


ES 188 


735396 


1875.J10.gz43_238391 


M00057024D:H11 


ES 188 


728797 


1875.J15.gz43_238471 


M00057025C:A08 


ES 188 


724296 


1875.K02.gz43_238264 


M00057025C:D11 


ES 188 


655312 


1875.K04.gz43_238296 


M00057026C:H11 


ES 188 


733673 


1875.K21.gz43_238568 


M00057026D:A05 


ES 188 


732598 


1875.K23.gz43_238600 


M00057027B:B11 


ES 188 


651049 


1875.L07.gz43_238345 


M00057027B:E04 


ES 188 


89082 


1875.L08.gz43_238361 


M00057027B:F06 


ES 188 


731577 


1875.Lll.gz43_238409 


M00057027D:A12 


ES 188 


432159 


1875.L18.gz43_238521 


M00057027D:D07 


ES 188 


733209 


1875.L21.gz43_238569 


M00057027D:G03 


ES 188 


728791 


1875.L24.gz43_238617 


M00057028B:B11 


ES 188 


730296 


1875.Mll.gz43_238410 


M00057028D:D09 


ES 188 


554080 


1875.M19.gz43_238538 


M00057029A:C08 


ES 188 


495241 


1875.M23.gz43_238602 


M00057029B:G10 


ES 188 


735412 


1875.N07.gz43_238347 


M00057029D:A06 


ES 188 


732712 


1875.N14.gz43_238459 


M00057029D:F01 


ES 188 


733479 


1875.N15.gz43_238475 


M00057030B:B03 


ES 188 


425203 


1875.N22.gz43_238587 


M00057030B:F01 


ES 188 


735989 


1875.N23.gz43_238603 


M00057030C-.A05 


ES 188 


562769 


1 875.N24.gz43_238619 


M00057030C:B03 


ES 188 


461486 


1875.O01.gz43_238252 


M00057031A:G09 


ES 188 


594013 


1875.012.gz43_238428 


M00057031A:H02 


ES 188 


471522 


1875.013.gz43_238444 


M00057031B:A01 


ES 188 


561338 


1875.O14.gz43_238460 


M00057032A:C01 


ES 188 


512863 


1875.P08.gz43_238365 


M00057032A:F12 


ES 188 


642693 


1875.P10.gz43_238397 


M00057032D:A04 


ES 188 


736385 


1875.P18.gz43_238525 



785 




Table 13 



ClonelD 


ES No 


ClusterlD 


SequenceName 


M00057033A:D08 


ES 188 


479208 


1 875P24.gz43_23862 1 


M00057033C:B03 


ES 188 


468296 


1 876. A08 .gz43_238734 


M00057033D:F10 


ES 188 


456469 


1876.A16.gz43_238862 


M00057034B:B01 


ES 188 


735972 


1876.A23.gz43 238974 


M00057034C:A1 1 


ES 188 


735221 


1 876.A24.gz43_238990 


M00057034C:G12 


ES 188 


736385 


1876.B05.gz43_238687 


M00057035C:E10 


ES 188 


452833 


1876.C03.gz43_238656 


M00057036A:C07 


ES 188 


557967 


1876.C14.gz43 238832 


M00057036B:G08 


ES 188 


483959 


1876.C18.gz43_238896 


M00057036D:B01 


ES 188 


729813 


1876C24.gz43_238992 


M00057036D:E09 


ES 188 


554734 


1876.D06.gz43_238705 


M00057037D:E08 


ES 188 


727411 


1876D24.gz43_238993 


M00057038A:H07 


ES 188 


473026 


1876.E04.gz43_238674 


M00057038C:B06 


ES 188 


728353 


1 876.E07.gz43_238722 


M00057038C:G08 


ES 188 


454819 


1876.E09.gz43_238754 


M00057038D:A12 


ES 188 


735815 


1876Ell.gz43_238786 


M00057040B:F01 


ES 188 


483101 


1876.F12.gz43_238803 


M00057040D:H04 


ES 188 


736855 


1876F18.gz43_238899 


M00057041D:B11 


ES 188 


546632 


1876.G12.gz43_238804 


M00057041D:C08 


ES 188 


492627 


1876.G13.gz43_238820 


M00057042B:A10 


ES 188 


727321 


1876.G22.gz43_238964 


M00057042D:E06 


ES 188 


736881 


1 876.H06.gz43_238709 


M00057042D:G02 


ES 188 


733772 


1876.H08.gz43_238741 


M00057043A:G07 


ES 188 


732315 


1876.H12.gz43_238805 


M00057043C:H11 


ES 188 


638857 


1 876.H22.gz43_238965 


M00057044C:B05 


ES 188 


735871 


1876.116.gz43_238870 


M00057045A:C04 


ES 188 


734466 


1876.J05.gz43_238695 


M00057045D:D08 


ES 188 


645803 


1876J20.gz43_238935 


M00057046A:F02 


ES 188 


732159 


1876.K03.gz43_238664 


M00057046A:G05 


ES 188 


668731 


1876.K05.gz43_238696 


M00057046C:E05 


ES 188 


732042 


1876.K14.gz43_238840 


M00057047C:C07 


ES 188 


725024 


1876.Lll.gz43_238793 


M00057047D:E01 


ES 188 


643933 


1876.L20.gz43_238937 


M00057047D:H04 


ES 188 


735054 


1876.L23.gz43_238985 


M00057048C:E04 


ES 188 


481293 


1876.M10.gz43_238778 


M00057048C:H11 


ES 188 


558573 


1876.M12.gz43_238810 


M00057048D:H10 


ES 188 


732562 


1876.M20.gz43_238938 


M00057049DF12 


ES 188 


732246 


1876.N07.gz43_238731 


M00057050B:F06 


ES 188 


737087 


1876.N14.gz43_238843 


M00057051B:E09 


ES 188 


466920 


1876.O06.gz43_238716 


M00057051D:F07 


ES 188 


732242 


1876.023.gz43_238988 










M00057052D:A07 


ES 189 


708175 


1876.P18.gz43_238909 


M00057053AA02 


ES 189 


645262 


1885.A03.gz43_239038 



786 




Table 13 



V^xUIlCl.L/ 


ES No 


ClusterlD 


S eauenceNarne 


M00057053AD1 1 

iti w vy vy ~j i v/^^ii.iy a x 


ES 189 


446616 


1885.A06.gz43_239086 


M00057053CB10 


ES 189 


732872 


1885.A12.gz43_239182 


M00057053CG04 


ES 189 


733623 


1885.A15.gz43_239230 


M00057053DD01 


ES 189 


677769 


1885.A16.gz43_239246 


M00057054AB 12 


ES 189 


729502 


1885.A18.gz43_239278 


M00057054AD0 1 


ES 189 


736113 


1885.A19.gz43_239294 


M00057055BD07 


ES 189 


726380 


1885.B16.gz43_239247 


M00057055BE10 


ES 189 


730472 


1885.B17.gz43_239263 


M00057055BF05 


ES 189 


567005 


1885.B19.gz43_239295 


M00057055CF01 


ES 189 


729981 


1885.C02.gz43_239024 


M00057055CH07 


ES 189 


728445 


1885.C06.gz43_239088 


M00057055DD11 


ES 189 


725991 


1885.C07.gz43_239104 


M00057055DF05 


ES 189 


733417 


1885.C08.gz43_239120 


M00057056BC06 


ES 189 


134501 


1885 C16.gz43_239248 


M00057056BD05 

IVluUvJ / v/*/vJU.L'v/»' 


ES 189 


455884 


1885 C17.gz43_239264 


IV A V/ Vy Vy ~y / V/J U1J . A*» 1 X 


ES 189 


731830 


1885.C18.gz43_239280 


MOOO 5 705 6B ■ E09 


ES 189 


735423 


1885.C19.gz43_239296 


M000S7056BF01 


ES 189 


735423 


1885.C21.gz43_239328 


M00057056CG03 

L Y A Vy vy vy ^y / Vy _J VJ . VJ \J -*J 


ES 189 


734241 


1885.D02.gz43_239025 


lVlVy Vy Vy 1 \J ~J \J IS . x A x 


ES 189 


732223 


1885.D06.gz43_239089 


M00057057AGO 1 

IVIUU v/*y / vy ^y / n.VJv A 


ES 189 


654723 


1885.D10.gz43_239153 


M00057057BE06 

IVlV/vvJ / V/ J / X-» . X_> vy vy 


ES 189 


422590 


1885.D13.gz43_239201 


M00057057BE07 

IVlUv/V/J / Vy ^y / XJ . 1— /Vy / 


ES 189 


471982 


1885.D14.gz43_239217 


M00057057BG03 

1 VA Vy vy Vy / v«y / JJ,vlv/^ 


ES 189 


736318 


1885.D15.gz43_239233 


MOftO57OS8DF09 

lYAvy WW ~> /V/JOL/,1 vy ;y 


ES 189 


647427 


1885.E06.gz43_239090 


M00057058DG08 


ES 189 


451233 


1885E07.gz43_239106 


M000^7059AB04 


ES 189 


731449 


1885.E10.gz43_239154 


M00057059BF03 

lYAVy Vy Vy _/ 1 \J s ±J , X \J -J 


ES 189 


597542 


1885.E15.gz43_239234 


M00057059CA04 

lVX Vy Vy Vy w» / \J ~s ,iiu ~ 


ES 189 


614455 


1885E16.gz43_239250 


M00057059CE10 

IVAVy Vy Vy «y / v/J -y . x_/ x vy 


ES 189 


502168 


1885 E19.gz43_239298 


M00057059CH02 

lVAVy Vy Vy—* / UJ7 V.llV/ii 


ES 189 


620462 


1885.E20.gz43_239314 


M00057059DA09 

J. Y A vy Vy vy — y / \j*s .✓'x^.xxa/.^ 


ES 189 


476947 


1885.E21.gz43_239330 


M00057059DH09 


ES 189 


735292 


1885.F02.gz43_239027 


1 VA Vy Vy Vy ^y / V/VJV/xx.. Vjf AVf 


ES 189 


473742 


1885.F04.gz43_239059 


M00057060BD07 

lVxV/V/Vs/«y / Vy Vy Vy A-J . IS \J 1 


ES 189 


552641 


1885.F09.gz43_239139 


IVAVy Vy Vy ^y / Vy Vy V/ XJ . l_/vy Vy 


ES 189 


449473 


1885.F10.gz43_239155 


M00057060CD05 

lYAvy Vy ' / Vy Vy Vy V_/ .VJ\J ~J 


ES 189 


731844 


1885.F16.gz43_239251 


M000 ^ 7060D • C 09 

IVlvv/V/J / Vy VJVyA-/ . V_/V/ ^/ 


ES 189 


450551 


1885.F20.gz43_239315 


M00057061A:F09 


ES 189 


735216 


1885.F24.gz43_239379 


M00057061A:H10 


ES 189 


641848 


1885G01.gz43_239012 


M00057061B:F01 


ES 189 


449015 


1885.G02.gz43_239028 


M00057061B:F05 


ES 189 


594013 


1885.G03.gz43_239044 


M00057061B:H02 


ES 189 


733573 


1885.G04.gz43_239060 


M00057061C:D04 


ES 189 


595506 


, 1885.G06.gz43_239092 
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Table 13 



ClonelD 


ESNo 


ClusterlD 


ScquenceNamc 


M00057061D:D03 


ES 189 


736156 


1885.G09.gz43_239140 


M00057061D:F05 


ES 189 


452623 


1885.G10.gz43_239156 


M00057062B:H04 


ES 189 


447075 


1885.G22.gz43_239348 


M00057062D:D04 


ES 189 


723853 


1885.H01.gz43_239013 


M00057063A:C08 


ES 189 


728884 


1885.H07.gz43_239109 


M00057063B:F06 


ES 189 


736285 


1885.H14.gz43_239221 


M00057063C:C04 


ES 189 


736023 


1885.H17.gz43_239269 


M00057064B:H10 


ES 189 


481366 


1885.104.gz43_239062 


M00057064C:F11 


ES 189 


541793 


1885.107.gz43_239110 


M00057064D:C09 


ES 189 


402180 


1885.110.gz43_239158 


M00057064D:G09 


ES 189 


729717 


1885.112.gz43_239190 


M00057065B:D12 


ES 189 


723919 


1885I19.gz43_239302 


M00057065C:B07 


ES 189 


420958 


1885.121.gz43_239334 


M00057066A:A09 


ES 189 


422242 


1885.J13.gz43_239207 


M00057066B:A04 


ES 189 


727130 


1885.J20.gz43_239319 


M00057066C:B02 


ES 189 


572273 


1885.J24.gz43_239383 


M00057066D:B03 


ES 189 


558549 


1885.K03.gz43_239048 


M00057066D:E01 


ES 189 


627515 


1885 K06.gz43_239096 


M00057067B:C11 


ES 189 


550637 


1885.Kll.gz43_239176 


M00057067B:H04 


ES 189 


449996 


1885.K15.gz43_239240 


M00057067C-.D04 


ES 189 


736146 


1885.K17.gz43_239272 


M00057067C:H09 


ES 189 


730128 


1885.K19.gz43_239304 


M00057067D:F03 


ES 189 


472704 


1885K23.gz43_239368 


M00057067D:H06. 


ES 189 


726699 


1885.L02.gz43_239033 


M00057068A:C10 


ES 189 


736093 


1885.L03.gz43_239049 


M00057068A:E07 


ES 189 


73846 


1885.L04.gz43_239065 


M00057068A:F05 


ES 189 


559656 


1 885 L05 .gz43_23908 1 


M00057068A:F07 


ES 189 


730528 


1885.L06.gz43_239097 


M00057068A:G05 


ES 189 


736415 


1885.L08.gz43_239129 


M00057068D:B03 


ES 189 


724773 


1885.L20.gz43_239321 


M00057068D:C09 


ES 189 


455248 


1 885 .L22.gz43_239353 


M00057068D:E05 


ES 189 


736210 


1885.L24.gz43_239385 


M00057068D:F04 


ES 189 


554854 


1885.M01.gz43_239018 


M00057069A:F09 


ES 189 


560581 


1 885 .M09.gz43_239 146 


M00057069A:H08 


ES 189 


732072 


1885.M10.gz43_239162 


M00057069B:A08 


ES 189 


453508 


1885.Mll.gz43_239178 


M00057069B:D07 


ES 189 


656268 


1885.M13.gz43_239210 


M00057069B:E07 


ES 189 


465470 


1 885 M 1 5 gz43_239242 


M00057069D:H09 


ES 189 


730697 


1885.N02.gz43_239035 


M00057070A:B07 


ES 189 


556385 


1885.N04.gz43_239067 


M00057070C:H10 


ES 189 


706245 


1885.N18.gz43_239291 


M00057070D:B08 


ES 189 


735028 


1 885.N20.gz43_239323 


M00057070D:G03 


ES 189 


649349 


1885.N23.gz43_239371 


M00057071A:A10 


ES 189 


731262 


1885.O01.gz43_239020 
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Table 13 



ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00057071A:B04 


ES 189 


624133 


1885 O02.gz43_239036 


M00057071C:G10 


ES 189 


469852 


1885.015.gz43_239244 


M00057071D:E01 


ES 189 


447758 


1885.O21.gz43_239340 


M00057071D:G01 


ES 189 


732351 


1885.022.gz43_239356 


M00057072A:C06 


ES 189 


456530 


1885.P02.gz43_239037 


M00057072A:G04 


ES 189 


448727 


1885.P04.gz43_239069 


M00057072B:E02 


ES 189 


422687 


1885.P08.gz43_239133 


M00057072C:A03 


ES 189 


452224 


1885.P10.gz43_239165 


M00057072C:A09 


ES 189 


735283 


1885.P12.gz43_239197 


M00057072C:C02 


ES 189 


734787 


1885.P14.gz43_239229 


M00057072C:H01 


ES 189 


631526 


1885.P18.gz43_239293 


M00057073A:B12 


ES 189 


620159 


1885.P22.gz43_239357 


M00057073D:H05 


ES 189 


732487 


1886.A18.gz43_239662 


M00057077A:A07 


ES 189 


630291 


1886.C24.gz43_239760 


M00057077B:B06 


ES 189 


639629 


1886.D03.gz43_239425 


M00057077B:D02 


ES 189 


726786 


1886.D06.gz43_239473 


M00057078A:E06 


ES 189 


450563 


1886.D19.gz43_239681 


M00057079A:F05 


ES 189 


556212 


1886.E23.gz43_239746 


M00057082C:G03 


ES 189 


368965 


1886.H07.gz43_239493 


M00057087B:A07 


ES 189 


733910 


1886.L03.gz43_239433 


M00057087B:G10 


ES 189 


727461 


1886.L05.gz43_239465 


M00057087D:B04 


ES 189 


734059 


1886.L13.gz43_239593 


M00057088B:E02 


ES 189 


731358 


1 886.M02.gz43_2394 1 8 


M00057089B:D01 


ES 189 


538582 


1886.M20.gz43_239706 


M00057089D:E03 


ES 189 


731966 


1886.M24.gz43_239770 


M00057090A:B02 


ES 189 


473588 


1886.N04.gz43_239451 


M00057090A:C03 


ES 189 


727407 


1886N05.gz43_239467 


M00057091D:F11 


ES 189 


732131 


1886.O22.gz43_239740 


M00057092A:H02 


ES 189 


729446 


1886.P06.gz43_239485 


M00057092C:A05 


ES 189 


419465 


1886.P15.gz43_239629 


M00057092C:B10 


ES 189 


729792 


1886.P16.gz43_239645 


M00057093C:A02 


ES 189 


553898 


1887.A08.gz43_239903 


M00057093C:E01 


ES 189 


736634 


1887.All.gz43_239951 


M00057093D:A11 


ES 189 


557606 


1887.A17.gz43_240047 


M00057094B:D07 


ES 189 


533689 


1887B05.gz43_239856 


M00057095A:F11 


ES 189 


735113 


1887.B21.gz43_240112 


M00057095B:G03 


ES 189 


732873 


1887.C02.gz43_239809 


M00057096B:C05 


ES 189 


477387 


1887.C20.gz43_240097 


M00057096B:E06 


ES 189 


730697 


1887.C23.gz43_240145 


M00057096C:B08 


ES 189 


731477 


1887.D04.gz43_239842 


M00057096D:H05 


ES 189 


457842 


1887.Dll.gz43_239954 


M00057097B:E02 


ES 189 


729222 


1887.D20.gz43_240098 


M00057098A:A04 


ES 189 


560885 


1887.Ell.gz43_239955 


M00057099A:C04 


ES 189 


644354 


1887.F09.gz43_239924 
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ES No 


Cluster ID 


S fin 1 1 en ceNam e 


M000S7099AH1 2 


ES 189 


645139 


1887F10ez43 239940 


MOOO <5 7099B • A06 


ES 189 


654475 


1887.Fll.gz43 239956 


M00057099BD02 


ES 189 


733148 


1 887.F 1 5 .gz43_240020 


M000*>7099R*H1 1 


ES 189 


630655 


1887.F18.gz43 240068 


MOOOS7099CA06 


ES 189 


733972 


1 887.F20.gz43_240 1 00 


mooos70q9DD1 i 


ES 189 


732550 


1887.G02.gz43 239813 


M000^7100CF02 


ES 189 


735584 


1887.G18.gz43_240069 


M000S7 1 00CF03 


ES 189 


559361 


1887.G19.gz43_240085 


M000S7 1 OODB06 


ES 189 


736409 


1887.H02.gz43 239814 


M000571 OODF09 


ES 189 


735515 


1887.H05.gz43_239862 


M000S7 1 07 A F 1 2 

1V1V/WV/-/ / A V/Z^^V. A A jL. 


ES 189 


485441 


1887.104.gz43_239847 


M000S7 1 07RF 1 2 


ES 189 


543772 


1887.112.gz43_239975 


Mnnns7i 07n*r , i i 


ES 189 


452276 


1887.I17.gz43 240055 


MYifl0^71 0^ AF1 1 


FS 189 


650920 


1 887.12 1 .gz43_240 1 1 9 


1V1UUUJ / lUJA.VJvl 


FS 189 


737031 


1887.I22.gz43 240135 


M000S7104AH06 


ES 189 


448325 


1887.J19.gz43_240088 


M000S7 1 04TVA07 


ES 189 


731697 


1887.K09.gz43 239929 


M000S71 OSCCOfi 


ES 189 


516799 


1887.L07.gz43_239898 


N/T000S7 1 0^(^*002 


ES 189 


734344 


1887.L12.gz43_239978 


Mooos7iosnrio 


ES 189 


733209 


1887.L14.gz43_240010 


MO0OS7 1 06 AH04 


ES 189 


678846 


1887.M06.gz43_239883 


M000S710RRA12 


ES 189 


693869 


1887.N12.gz43_239980 


M000S71 09AR02 


ES 189 


729992 


1887.O06.gz43_239885 


M000S7109AF1 1 


ES 189 


732885 


1887.O10.gz43_239949 


M000S71 09AH09 


ES 189 


733348 


1887.012.gz43_239981 


M000S7 1 09f*T)1 0 


ES 189 


732312 


1887.O19.gz43_240093 


M000S71 10AA03 


ES 189 


729560 


1887.O24.gz43_240173 


M000S71 10AF12 


ES 189 


651121 


1887.P02.gz43__239822 


M000S71 10CA04 


ES 189 


638908 


1887.P06.gz43_239886 


M000S71 10CB09 


ES 189 


736009 


1887.P08.gz43_239918 


M000S7 1 1 0TVF 1 7 


ES 189 


736220 


1887.P17.gz43_240062 


M000S71 17AP17 


ES 189 


415825 


1 8 8 8 .AO 1 .gz43_240 1 75 


\yfOOOS71 19TYO0R 


ES 189 


724952 


1 88 8 .A 1 8 .gz43_240447 




FS 189 


733171 


1888.A20.gz43_240479 


M000S71 1^RF03 


ES 189 


551624 


1 888. A23 .gz43_240527 


M000S71 14CF07 


ES 189 


735018 


1888.B20.gz43_240480 


TV4000S71 14P-F0R 


ES 189 


728479 


1 888.B2 1 .gz43_240496 


M000S71 1 ^R*Cr06 


ES 189 


734737 


1888.C18.gz43_240449 


M00057115C:B11 


ES 189 


643517 


1888.C19.gz43_240465 


M00057115D:C10 


ES 189 


733225 


1888.D01.gz43_240178 


M00057115D:D06 


ES 189 


732113 


1888.D02.gz43_240194 


M00057115D:F06 


ES 189 


602673 


1 888 . DOS .gz43_240242 


M00057116A:B06 


ES 189 


732896 


1888.D07.gz43_240274 


M00057116C:H09 


ES 189 


732476 


1888.D23.gz43_240530 
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Table. 13 



ClonelD 


ES No 


ClusterlD 


S equenceName 


M00057116D:B10 


ES 189 


474108 


1888.D24.gz43_240546 


M00057117D:H06 


ES 189 


733802 


1888.E21.gz43_240499 


M00057118B:B04 


ES 189 


602012 


1888F02.gz43_240196 


M00057118B:E10 


ES 189 


553264 


1888.F06.gz43_240260 


M00057120A:D01 


ES 189 


555655 


1 888.G06.gz43_240261 


M00057120B:E08 


ES 189 


730565 


1888.Gll.gz43_240341 


M00057120C:B09 


ES 189 


453733 


1888G12.gz43_240357 


M00057120C:F08 


ES 189 


609459 


1888.G14.gz43_240389 


M00057121B:H10 


ES 189 


553338 


1888H09.gz43_240310 


M00057121C:E08 


ES 189 


552783 


1888.H12.gz43_240358 


M00057122A:A07 


ES 189 


639923 


1888.H17.gz43_240438 


M00057122A:C04 


ES 189 


647374 


1888.H18.gz43_240454 


M00057122A:C11 


ES 189 


733006 


1888.H19.gz43_240470 


M00057122B:F04 


ES 189 


656263 


1888.H23.gz43_240534 










M00057122C:H08 


ES 190 


418482 


1888.106.gz43_240263 


M00057122D:A01 


ES 190 


733365 


1888.107.gz43_240279 


M00057123A:F09 


ES 190 


732937 


1888.112.gz43_240359 


M00057123A:H09 


ES 190 


729299 


1888.115.gz43_240407 


M00057123C:D03 


ES 190 


569256 


1888.118.gz43_240455 


M00057123D:F07 


ES 190 


734606 


1888.122.gz43_240519 


M00057124A:G08 


ES 190 


736539 


1888J04.gz43_240232 


M00057125A:A07 


ES 190 


726575 


1888.J21.gz43_240504 


M00057125A:A12 


ES 190 


449770 


1888.J22.gz43_240520 


M00057125A:F07 


ES 190 


727142 


1888J24.gz43_240552 


M00057125C:B11 


ES 190 


736534 


1 888.K06.gz43_240265 


M00057125C:E02 


ES 190 


730122 


1888.K10.gz43_240329 


M00057125D:B02 


ES 190 


542490 


1888.K12.gz43_240361 


M00057125D:B09 


ES 190 


729519 


1888.K13.gz43_240377 


M00057126C:C05 


ES 190 


662617 


1888.K23.gz43_240537 


M00057126D:A04 


ES 190 


568632 


1888.L03.gz43_240218 


M00057127A:E10 


ES 190 


553087 


1888.L12.gz43_240362 


M00057127A:H10 


ES 190 


735959 


1888.L15.gz43_240410 


M00057127B:D10 


ES 190 


454961 


1888.L18.gz43_240458 


M00057127C:F03 


ES 190 


447692 


1888.L24.gz43_240554 


M00057128A:B04 


ES 190 


556867 


1 888.M08.gz43_240299 


M00057128C:H02 


ES 190 


735514 


1 888.M24.gz43_240555 


M00057129D:D07 


ES 190 


440284 


1888.N24.gz43_240556 


M00057129D:F03 


ES 190 


451764 


1 888 O06.gz43_240269 


M00057130A:A02 


ES 190 


736548 


1888.O08.gz43_240301 


M00057130A:A11 


ES 190 


288535 


1888.O10.gz43_240333 


M00057130A:D10 


ES 190 


736810 


1 888.0 14.gz43_240397 


M00057131D:D02 


ES 190 


726176 


1888.P17.gz43_240446 


M00057131D:D07 


ES 190 


735131 


1888.P18.gz43_240462 
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ClonelD 


ES No 


ClusterlD 


C* XT 

SequenceName 


M00057132B:H05 


ES 190 


639644 


1897.A02.gz43_240575 


M00057132C:C04 


ES 190 


733951 


1897.A04.gz43_240607 


M00057133A:B07 


ES 190 


550227 


1 oat A 1 C _A o T/inio 

1 897. Al 5 .gz43__24U783 


M00057133C:B02 


ES 190 


536225 


1 897 . B05 .gz43_240624 


M00057134B:D06 


ES 190 


472068 


i oat r~*r\i ^ a o i/iacai 

1 897. C03 .gz43_240593 


M00057135A:B02 


ES 190 


735989 


1 897. C23 .gz43 2409 1 3 


M00057135A:H03 


ES 190 


732544 


i oat r\A 1 ^r-Ai i/inc/ci 
1897.D01.gz43_24U562 


M00057135D:D01 


ES 190 


731476 


1 OA" T"\ 1 A O 1 yl O 

1 897 .D 1 2 .gz43 24073 8 


M00057136A:F01 


ES 190 


726810 


1 897. D 1 8 .gz43_240834 


M00057136B:F06 


ES 190 


514142 


1 897 . D2 1 .gz43_240o oz 


M00057137A:C01 


ES 190 


562008 


1897.bU2.gz43_24U:> /9 


M00057137A:H12 


ES 190 


225960 


1897.E06.gz43_24Uo43 


M00057137B:C07 


ES 190 


640662 


o 1897.E12.gz43_240739 


M00057138A:F02 


ES 190 


736288 


1 897 .F 05 .gz43_24Uoz5 


M00057138B:B02 


ES 190 


642273 


1 OAT FAH yl O 1 /i A/C A1 

1897.F09.gz43_24Uo9z 


M00057138B:H02 


ES 190 


542*112 


i om t? i ^ /ii i a AT/f A 

1 897 .F 1 2 .gz43_z4U / 4U 


M00057138C:D06 


ES 190 


723853 


1 OAT T7 1 C /I T/1rt"O0 

1897.F15.gz43_24U/88 


M00057138D:F03 


ES 190 


736318 


1897. r 18.gz43_z4Uo3o 


M00057138D:F10 


ES 190 


726440 


189 /.r 19.gz43_z4U5Dz 


M00057139A:B10 


ES 190 


489001 


1 897 .F23 .gz43_z4U9 I o 


M00057139A:G08 


ES 190 


568031 


1 OrtT r<A^ A 1/1 ACQ 1 

1897.Cr02.gz43_z4U:>ol 


M00057139A:G12 


ES 190 


492691 


1 OAT /""» A /I ^ /IT 1 /I A/C 1 Q 

1897.G04.gz43_24Uol3 


M00057139D:G07 


ES 190 


731317 


1 897 .0 1 y .gz43_z4Uo!> 3 


M00057140B:H01 


ES 190 


655327 


1897.H08.gz43_z4Uo/o 


M00057140D:B03 


ES 190 


500758 


1 897 ,rl 1 j .gz43_z4U / 9U 


M00057140D:F02 


ES 190 


567005 


1 OAT T_1 1 T r*~A 1 O Af\Q.11 

1897. HI / .gz43_Z4Uozz 


M00057141A:D09 


ES 190 


732965 


189 / .rlzU.gz43_z4Uo /U 


M00057141A:G06 


ES 190 


462779 


1 oy / .riz3 .gz43_Z4UV 1 5 


M00057142A:H07 


ES 190 


449035 


1 897 .118 .gz43_z4US39 


M00057142B:F06 


ES 190 


559004 


1897.122.gz43_z4U9U3 


M00057144B:B07 


ES 190 


^■T ^ c r\C\ t 

735087 


1897.K12.gz43_z4U /4j 


M00057144B:D04 


ES 190 


658271 


t OAT „ y< O 1 AT/C 

1 897 .Kl 3 .gz43_z4U /o 1 


M00057144B:F10 


ES 190 


591449 


1 OAT 1 ^ - y|T 1/10000 

1897.K16.gz43_24U8U9 


M00057144B:H10 


ES 190 


523171 


1 OAT 1/" 1 T A ~/1^ 1 yl A0 1 C 

1 897 . K 1 7 .gz43_z4U8zD 


M00057144C:A02 


ES 190 


486076 


1897.K18.gz43_z4U541 


M00057144C:G04 


ES 190 


567122 


1 OAT W ^1 rvrwAI O/IHQOI 

1 897 .Kz3 .gz43_z4U9z 1 


M00057144C:G08 


ES 190 


A TA^O A 

470684 


15y / .IVz4.gZ43_Z'fU^'j / 


M00057144D:D03 


ES 190 


c c c c\£ r\ 

555960 


1 om T OO nr^A 1 lAH^S^ 
lo9 / .L*UZ.gZ43_ZHUJoD 


M00057145B:B07 


ES 190 


73513! 


i om t n r+~,A 1 ^A(YlAf%. 
189 / .Llz.gz43_z4U/ z fO 


M00057 14Di5.iiUo 


ptq ion 


642570 


1897.L14.gz43 240778 


M00057145C:H03 


ES 190 


448202 


1897.L22.gz43_240906 


M00057145D:E01 


ES 190 


462779 


1897.M02.gz43_240587 


M00057146A:H05 


ES 190 


735801 


1897.M12.gz43_240747 


M00057146B:C06 


ES 190 


735283 


1897.M13.gz43_240763 
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ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00057146B:H12 


ES 190 


397515 


1897.M17.gz43_240827 


M00057146D:F05 


ES 190 


549461 


1897.M24.gz43_240939 


M00057147A:B07 


ES 190 


728413 


1 897.N03 .gz43_240604 


M00057147A:E11 


ES 190 


642936 


1897.N06.gz43_240652 


M00057147A:H07 


ES 190 


735729 


1897.N08.gz43_240684 


M00057147C:B01 


ES 190 


457846 


1 897 .N 1 2 .gz43_240748 


M00057147C:G01 


ES 190 


730190 


1897.N14.gz43__240780 


M00057147D:H09 


ES 190 


718314 


1897.N22.gz43_240908 


M00057148B:G07 


ES 190 


621226 


1897.005 .gz43_240637 


M00057148C:B02 


ES 190 


549285 


1897.O09.gz43_240701 


M00057148C:C09 


ES 190 


736318 


1897.O12.gz43_240749 


M00057149A:A04 


ES 190 


729843 


1 897.0 1 8 .gz43_240845 


M00057149B:B07 


ES 190 


519378 


1 897.P03 .gz43_240606 


M00057149B:B08 


ES 190 


448212 


1897.P04.gz43_240622 


M00057149C:H01 


ES 190 


735756 


1 897.P 1 1 .gz43_240734 


M00057150D:C04 


ES 190 


447003 


1 898 . A03 .gz43_242227 


M00057150D:F08 


ES 190 


450724 


1 898 . A05 .gz43_242259 


M00057151A:B04 


ES 190 


650297 


1898.A06.gz43_242275 


M00057152B:H02 


ES 190 


480307 


1 898 .B05 .gz43_242260 


M00057152C:C10 


ES 190 


640603 


1898.B10.gz43_242340 


M00057152C:C12 


ES 190 


527789 


1 898.B 12.gz43_242372 


M00057153B:A04 


ES 190 


734484 


1898.B22.gz43_242532 


M00057153B:D02 


ES 190 


734808 


1898.B24.gz43_242564 


M00057153B:G07 


ES 190 


596809 


1898.C02.gz43_242213 


M00057153D:H01 


ES 190 


551654 


1 898 .C 1 5 ,gz43_24242 1 


M00057154C:F04 


ES 190 


456816 


1 898 .C2 1 .gz43_2425 1 7 


M00057154D:H07 


ES 190 


400314 


1 898 .C23 .gz43_242549 


M00057155A:E11 


ES 190 


730661 


1898.D04.gz43_242246 


M00057155A:G11 


ES 190 


730341 


1898.D07.gz43_242294 


M00057155A:H07 


ES 190 


640563 


1898. D08 .gz43_2423 1 0 


M00057155C:B07 


ES 190 


735993 


1898.D12.gz43_242374 


M00057155C:G04 


ES 190 


558477 


1 898 . D 1 5 .gz43_242422 


M00057155C:H07 


ES 190 


448510 


1898.D16.gz43_242438 


M00057155D:E12 


ES 190 


480142 


1898.D22.gz43_242534 


M00057156B:D10 


ES 190 


491933 


1898.E06.gz43_242279 


M00057156C:E08 


ES 190 


552972 


1 898 .E 1 0.gz43_242343 


M00057156D:F02 


ES 190 


734928 


1898.E17.gz43_242455 


M00057157D:H08 


ES 190 


727608 


1 898 .F05 .gz43_242264 


M00057158B:C02 


ES 190 


736030 


1 898.F 10.gz43_242344 


M00057158C:C10 


ES 190 


/z/y /O 


1 ftOSl V 1 7 cttAI lAld^fi 
ISVo.r 1 / .gZ*t j_i*tZHJO 


M00057158C:G05 


ES 190 


736790 


1898.F19.gz43_242488 


M00057159C-.E11 


ES 190 


736228 


1898.Gll.gz43_242361 


M00057160A:C02 


ES 190 


567122 


1898.G16.gz43_242441 


M00057160A:F11 


ES 190 


736940 


1898.G18.gz43_242473 
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ClonelD 


ES No 


ClusterlD 


SequenceName 


M00057160B:Cr08 


CO 1 OA 

bb 190 


454073 


1 OAO PT> a U^CIT 

1898.G22.gz43_242537 


M00057160D.A1 1 


re 1 OA 

bb 190 


461316 


1 OHO TJ7"\vl - /I <■> 1 ^^OC A 

1 898 .H04.gz43_242250 


A/rnnn^T 1 c. i Ti .T"\OT 
M0005 /161B.JLJ0Z 


lib 190 


A AO< 1 

402516 


1 OAO TT1 1 „ a -5 1>I1^10 

1898.H12.gz43_242378 


JVL0005 / lOlB.bO / 


EC 1 OA 

bb 190 


/ 35 /5o 


1 OAO TT 1 A -. — A1 TvfTylin 

1 898 .ti 1 4.gz43_2424 1 0 


x/rnnn^Ti /c 1 u.cn /i 
M0005 / 16 lB.r04 


co i on 
bb 190 


A A OOO 1 

448381 


1 OAO TT 1 C A "y ^A^AA^ 

1 898 .H 1 6.gz43 242442 


M00057161D:H08 


CO 1 OA 

bb 190 


T5 m T7 

730377 


1898.106.gz43_242283 


M0005 / 162B.blO 


co i on 
lib 190 


/28353 


1 898.1 1 5 .gz43_24242 / 


M00057162C:C01 


co i on 
bb 190 


to z.c*y o 
735633 


1 OAO TT 1 1 l/IT^IO 

1 898.12 1 .gz43_242523 


M00057163A:D1 1 


co i on 
bb 190 


483529 


1 OAO TAO ^2 

1 898 J 08 .gz43 2423 1 6 


x <r a a a c*7 i ^t a . cao 

M00057 163A:b09 


co i on 
bb 190 


607351 


1 OAO TAA 1 T/1T'2'2'T 

1898J09.gz43_242332 


M00057163C:D06 


co i on 
bb 190 


736255 


1 OAO T1 ^ , /f O ^A^tAAA 

1898.J 16.gz43_242444 


TV jTAAAC "1 1 /T C . T7 A 1 

M00057165C:E01 


co i on 
bb 190 


TOi^OTO 

736875 


1 898. L2 1 .gz43_242526 


X/TAAACT1 ^CP.EAO 

M00057165C:b08 


co i on 
bb 190 


comi a 
599714 


1898.L22.gz43_242542 


M0005 7 1 65 C : r 05 


co i on 
bb 190 


723915 


1 OAO T TO r—rAI T/IT^^Q 

1 898 .L23 .gz43_2425 5 8 


iv jrnrtnC7 i /rn.i Trie 

M00057165D:H05 


co i on 

bb 190 


£. A oo a 

648820 


1 OAO A K 1 1 ^ /I ^ T/1TO/CT 

1898. Ml l.gz43_242367 


UfAAACTI if/CD.DA7 

M00057166B:B07 


CO 1 OA 

bb 190 


736634 


1 OAO A/TIC ^^./l 1 TylTylTI 

1 898 . M 1 5 .gz43_24243 1 


M00057 166B:r 05 


CO 1 OA 

bb 190 


A A 

448563 


1898.M20.gz43_2425 1 1 


"fc jTAAACT 1 z' x'T"* . A/T 

M00057166B:O06 


CO 1 AA 

bb 190 


737042 


1 OAO \/TT1 ^ A -J *\A*}Z.A1 

1 898 . M22 .gz43_242543 


\JAAAC71^£P. A Ifl 

M00057166C:A10 


CO 1 OA 

bb 190 


A A ACTA 

449529 


1 OAO ATA"3 ft-zn T/ITT/in 

1 898 .IN 03 ,gz43_242240 


n jtaaac7 t /ta .r>no 

M00057167A:D08 


CO 1 OA 

bb 190 


TT/I/1 A o 

726448 


1 OAO XT1T ~~A 1 T/IT/fOn 

1898.N 13.gz43_242400 


M00057167C:A05 


CO 1 OA 

bb 190 


732253 


1 OOO XTTT ^***A1 T >1T^/f /I 

1 898 . IN 22 .gz43_242544 


M00057168B:D02 


CO 1 OA 

bb 190 


583625 


1 OOO All rt-rr/n T/IT^ft^ 

1898.U12.gz43_2423o5 


» f AAACT 1 /T O /""* .F\AO 

M00057 1 68C :D03 


co i on 

bb 190 


TOTAAiC 

737006 


1 OOO AH rtr^/fJ T/iT^/il 

1 898 .U23 .gz43_24256 1 


* vTAAACT 1 a A .CAC 

M00057 1 69A:r 05 


co i on 
bb 190 


HA AQO 

649852 


1 QAO DA? r*~-.A 1 ^A^TIA 

1 898 .F05 .gz43_2422 /4 


XJTAAA5 71 /CO A .EA^ 

M00057169A:r06 


co i on 
bb 190 


/33552 


1 o95 ,r UO.gZ43_24229U 


H/TAAA^ll /TAr 1 ,TJ 1 A 

JVL0005 / 1 69C :ri 1 0 


co i on 
bb 190 


TOTAA/C 

/3 /00o 


lo9o.r 1 j.gZ4o 


ajaaa^t 1 cc\f^ .tt i t 
M0005 / 169CH12 


co i on 
bb 190 


/34/94 


i oqo D1A nr^A 1 TA0>4^n 
lo9o.r lO.gZ45_242450 


AjTaaac71 ta a .t\a^ 

M00057 1 70A:D06 


co i on 
bb 190 


TOTOTT 

/339/2 


1 OOO AA1 ^r-,/f2 T>1T?TO 

1899.AUl.gz43_2425 /9 


A/TAAACTnA A . T"\ 1 1 

M00057 1 70A:D 1 1 


co i on 
bb 190 


/IT 1 COT 

4/ loo / 


1 OOO 1>T/1 1 T/IT^TQ 

lo9o.rZ4.gZ43_Z4Z5 /o 


xvTAAn^Ti ta A .tta a 
M00057 1 70A:Jri04 


co i on 
bb 190 


TonoTn 
/30220 


1 QAA AA£ «-/|'3 T/ITA<0 

lo99.A0o.gZ43_242o59 


IJAAA4T1 TAT3 *f~^f\ 1 

M00057 1 70B.(jrO 1 


co 1 on 
bb 190 


/34 /24 


1 OQO All rr-^A 1 TATTOO 
1899.A1 l.gZ43_242 / 59 


n jtaaact i ,m if\f~ % ./~*r\ i 

M0005 7 1 70C : CO 1 


co 1 on 

bb 190 


TT Ci^A 1 

725691 


1 OOO A 1 A r>.~A 1 '^A'tHQH 

1 899 .A 1 4 .gz43_242 /8 / 


M00057170D:B08 


CO 1 AA 

Eb 190 


480623 


1 OOO AT3 T/f TO*2 1 

1899.A23.gz43_24293 1 


M0005 7 1 72 A: B02 


co i on 
bb 190 


T1TAOC 

723985 


1 OOO Dlfl r~~A 1 T/ITQiCO 

1899.B19.gZ43 242868 


UAAACTl T1 A .T>A/fl 

M00057 1 72A:B04 


CO 1 OA 

bb 190 


Z AC\ 1 lO 

549128 


1 OOO OTA n ~A1 T/ITQO>1 

1899.B20.gz43_242584 


"fc K f\c\r\c <n 1 T> A .T TA^ 

M00057172A:H0o 


co i on 
bb 190 


639507 


1 QAA DTT r***A1 lA^QIH 

1899.B22.gZ43_2429l0 


A fAAACT 1 Tin .17 AO 

M00057172D:rO8 


co i on 
bb 190 


/I T2T30 

4/3238 


i ooo rno ^-w/i 'i T/iTTno 
1 o99.L^Uy.gZ4j /uv 


KJfAAACH HI A ,rA7 

M00057173A:C0/ 


co 1 on 
bb 190 


528404 


1 oVy .1^ 1 1 .gZ4o_Z4Z / 4 1 


\yfAAA<T1 Tir'.AAl 

M0005 7 1 7 3 C : C07 


co i on 
bb 190 


535566 


i o9y .L/Z i .gz4 j_z4zyu i 


IVIUUUj / 1 / jU.dIZ 


ro 1 0A 






M00057173D:C07 


ES 190 


729039 


1899.D03.gz43_242614 


M00057173D:E04 


ES 190 


422590 


1899.D04.gz43_242630 


M00057174B:C06 


ES 190 


734209 


1899.Dll.gz43_242742 


M00057174B:C11 


ES 190 


561632 


1899.D13.gz43_242774 
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ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00057174B:F11 


ES 190 


421794 


1899.D15.gz43_242806 


M00057174B:G03 


ES 190 


734744 


1899.D16.gz43_242822 


M00057174B:G12 


ES 190 


448770 


1899D17.gz43_242838 


M00057174C:G07 


ES 190 


648221 


1899.D21.gz43_242902 


M00057175B:G12 


ES 190 


732625 


1899.E08.gz43_242695 


M00057175C:D02 


ES 190 


731370 


1899.E13.gz43_242775 


M00057175C:F01 


ES 190 


451812 


1899E16.gz43_242823 


M00057175D:A12 


ES 190 


532904 


1899.E17.gz43_242839 


M00057175D:E12 


ES 190 


451383 


1899.E22.gz43_242919 


M00057176A:A04 


ES 190 


734692 


1899.F01.gz43_242584 


M00057176A:C02 


ES 190 


735235 


1899.F03.gz43_242616 


M00057176A:H10 


ES 190 


735764 


1899.F07.gz43_242680 


M00057176A:H12 


ES 190 


462986 


1899.F08.gz43_242696 


M00057176B:B07 


ES 190 


639779 


1899.Fll.gz43_242744 


M00057176B:F10 


ES 190 


735605 


1899.F16.gz43_242824 


M00057176C:H08 


ES 190 


573733 


1899.F19.gz43_242872 


M00057176D:A03 


ES 190 


625988 


1899.F20.gz43_242888 


M00057177C:D07 


ES 190 


625988 


1899.G12.gz43_242761 


M00057177C:G11 


ES 190 


480142 


1899.G13.gz43_242777 


M00057177C:H04 


ES 190 


732429 


1899.G15.gz43_242809 


M00057177D:G05 


ES 190 


734726 


1899.G22.gz43_242921 


M00057179C:B05 


ES 190 


449548 


1899.H05.gz43_242650 


M00057179C:G10 


ES 190 


482512 


1899H08.gz43_242698 


M00057179D:B09 


ES 190 


494423 


1899.H09.gz43_242714 


M00057180A:H11 


ES 190 


530883 


1899.H15.gz43_242810 


M00057180B:C06 


ES 190 


718314 


1899.H18.gz43_242858 


M00057180B:D01 


ES 190 


475872 


1899.H19.gz43_242874 


M00057180B:F05 


ES 190 


736280 


1899.H21.gz43_242906 


M00057180B:G06 


ES 190 


674526 


1899.H23.gz43_242938 


M00057180B.H05 


ES 190 


550588 


1 899.H24.gz43_242954 


M00057180C:F09 


ES 190 


736309 


1899.106.gz43_242667 










M00057180D:C10 


ES 191 


735789 


1899.109.gz43_242715 


M00057180D:G06 


ES 191 


488447 


1899.11 l.gz43_242747 


M00057181C:D10 


ES 191 


554221 


1899J01.gz43_242588 


M00057181C:G07 


ES 191 


560183 


1 899. J03 .gz43_242620 


M00057181D:C09 


ES 191 


735801 


1899.J07.gz43_242684 


M00057181D:H07 


ES 191 


452243 


1899.Jll.gz43_242748 


M00057182A-.H07 


ES 191 


737116 


1899J18.gz43_242860 


M00057182B:D09 


ES 191 


736773 


1 899. J22.gz43_242924 


M00057182C:C03 


ES 191 


642936 


1899.K04.gz43_242637 


M00057182C:C11 


ES 191 


373615 


1899.K06.gz43_242669 


M00057182D:A08 


ES 191 


477098 


1899.K07.gz43_242685 


M00057182D:B11 


ES 191 


736595 


1899.K09.gz43_242717 
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ESNo 


ClusterlD 


SequenceName 


M00057186A:B03 


ES 191 


732244 


1899.K14.gz43_242797 


M00057186A:E12 


ES 191 


560568 


1899.K17.gz43_242845 


M00057186B:E07 


ES 191 


636748 


1899.K22.gz43_242925 


M00057189A:A08 


ES 191 


735871 


1899.L05.gz43_242654 


M00057189C:G11 


ES 191 


736354 


1899.L20.gz43_242894 


M00057189D:B08 


ES 191 


733623 


1899.L22.gz43_242926 


M00057189D:G08 


ES 191 


554683 


1899.M02.gz43_242607 


M00057191A:H09 


ES 191 


734031 


1 899.M07.gz43_242687 


M00057191B:C06 


ES 191 


735514 


1899.M09.gz43_242719 


M00057191C:D02 


ES 191 


727523 


1899.M14.gz43_242799 


M00057191D:B08 


ES 191 


463402 


1899.M17.gz43_242847 


M00057191D:G10 


ES 191 


734928 


1 899.M22.gz43_242927 


M00057192A:B04 


ES 191 


730805 


1899.M23.gz43_242943 


M00057192A:D05 


ES 191 


724061 


1 899.M24.gz43_242959 


M00057192A:D12 


ES 191 


735426 


1899.N01.gz43_242592 


M00057192A:F01 


ES 191 


474346 


1899.N02.gz43_242608 


M00057192A:H05 


ES 191 


730106 


1 899.N04.gz43_242640 


M00057192B:D10 


ES 191 


419711 


1 899.N07.gz43_242688 


M00057192C:B11 


ES 191 


730899 


1899.N10.gz43_242736 


M00057192D:C10 


ES 191 


734724 


1899.N13.gz43_242784 


M00057192D:G02 


ES 191 


726786 


1899.N16.gz43_242832 


M00057192D:G04 


ES 191 


736402 


1899.N17.gz43_242848 


M00057193B:C11 


ES 191 


156329 


1899.N21.gz43_242912 


M00057193C:F11 


ES 191 


640635 


1899.O06.gz43_242673 


M00057193D:F06 


ES 191 


630516 


1899.O09.gz43_242721 


M00057194A:B07 


ES 191 


734061 


1899.01 l.gz43_242753 


M00057194A:C06 


ES 191 


736049 


1899.013.gz43_242785 


M00057194A-.F01 


ES 191 


725089 


1899.016.gz43_242833 


M00057194A:H01 


ES 191 


724061 


1899.018.gz43_242865 


M00057194B:E05 


ES 191 


721768 


1899.021.gz43_242913 


M00057194B:H08 


ES 191 


728061 


1899.024.gz43_242961 


M00057194C:A03 


ES 191 


454812 


1899.P01.gz43_242594 


M00057194C:F02 


ES 191 


736861 


1899.P05.gz43_242658 


M00057194C:F10 


ES 191 


390968 


1899.P07.gz43_242690 


M00057194D:C12 


ES 191 


552055 


1899.P10.gz43_242738 


M00057196A:E03 


ES 191 


729173 


1899.P15.gz43_242818 


M00057196B:H10 


ES 191 


516729 


1899.P17.gz43_242850 


M00057197D:H10 


ES 191 


735797 


1900.A14.gz43_243171 


M00057198B-.C02 


ES 191 


161489 


1 900.A20.gz43_243267 


M00057199B:B06 


ES 191 


516729 


19UU.iJUo.gz4.J_Z4.3U to 


M00057199C:H08 


ES 191 


483061 


1900.B12.gz43_243140 


M00057200B:D04 


ES 191 


532904 


1900.B22.gz43_243300 


M00057200D:E03 


ES 191 


730308 


1900.C04.gz43_243013 


M00057201A:H03 


ES 191 


725905 


1900.C12.gz43_243141 
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M00057201B:H10 


ES 191 


494423 


1900.C20.gz43_243269 


M00057202A:D05 


ES 191 


446752 


1900.D06.gz43_243046 


M00057203B:F08 


ES 191 


552457 


1900.E02.gz43_242983 


M00057203C:A09 


ES 191 


734993 


1900.E04.gz43_243015 


M00057203D:A09 


ES 191 


689424 


1900.E08.gz43_243079 


M00057204A:F11 


ES 191 


736276 


1900.E15.gz43_243191 


M00057204C:G06 


ES 191 


561626 


1900.E24.gz43_243335 


M00057205D:G06 


ES 191 


734226 


1900.F20.gz43_243272 


M00057206A:C06 


ES 191 


640350 


1900.G01.gz43_242969 


M00057207A:A07 


ES 191 


736500 


1900.G20.gz43_243273 


M00057207B:F06 


ES 191 


562320 


1900.H04.gz43_243018 


M00057208B:H08 


ES 191 


731531 


1900.108.gz43_243083 


M00057208C:E12 


ES 191 


732771 


1900.114.gz43_243179 


M00057210A:C12 


ES 191 


726449 


1900.K01.gz43_242973 


M00057210C:D09 


ES 191 


736778 


1900.K08.gz43_243085 


M00057210C:G07 


ES 191 


730109 


1900.K12.gz43_243149 


M00057211A:D01 


ES 191 


733272 


1900.K20.gz43_243277 


M00057211B:A08 


ES 191 


648379 


1900.K22.gz43_243309 


M00057211B:C09 


ES 191 


653616 


, 1900.K24.gz43_243341 


M00057211B:G01 


ES 191 


559754 


1900.L04.gz43_243022 


M00057211C:C06 


ES 191 


736738 


1900.L06.gz43_243054 


M00057211C:F05 


ES 191 


451176 


1900.L09.gz43_243102 


M00057212B:D05 


ES 191 


450284 


1900.L23.gz43_243326 


M00057213C:D06 


ES 191 


648757 


1900.M12.gz43_243151 


M00057214A:B05 


ES 191 


736497 


1900.M19.gz43_243263 


M00057214B:B12 


ES 191 


649490 


1900.M22.gz43_243311 


M00057216C:D12 


ES 191 


194769 


1900.N22.gz43_243312 


M00057216D:D05 


ES 191 


556656 


1900.O04.gz43_243025 


M00057216D:E12 


ES 191 


642985 


1900.O06.gz43_243057 


M00057216D:F10 


ES 191 


639395 


1900.O07.gz43_243073 


M00057217A:A12 


ES 191 


724638 


1900.O10.gz43_243121 


M00057217B:F12 


ES 191 


449078 


1900.O19.gz43_243265 


M00057217D:A06 


ES 191 


712120 


1900.P10.gz43_243122 


M00057218C:F10 


ES 191 


454129 


1909.A04.gz43_243395 


M00057219A:D05 


ES 191 


726251 


1909.A09.gz43_243475 


M00057219A:D07 


ES 191 


733151 


1909.A10.gz43_243491 


M00057219A:E11 


ES 191 


733309 


1909.A12.gz43_243523 


M00057219A:H11 


ES 191 


736988 


1909.A13.gz43_243539 


M00057219B:B10 


ES 191 


591979 


1909.A14.gz43_243555 


M00057219B:C06 


ES 191 


474869 


1909.A15.gz43_243571 


M00057219D:C02 


ES 191 


737010 


1909.A23.gz43_243699 


M00057219D:G11 


ES 191 


380310 


1909.B03.gz43_243380 


M00057219D:H04 


ES 191 


733868 


1909.B04.gz43_243396 


M00057220A:C06 


ES 191 


472811 


1909.B08.gz43_243460 
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M00057220A:D09 


ES 191 


642631 


1 909.B09.gz43_243476 


M00057220B:A06 


ES 191 


613067 


1909.B13.gz43_243540 


M00057220B:G01 


ES 191 


476866 


1909.B17.gz43_243604 


M00057220B:G10 


ES 191 


735622 


1909.B18.gz43_243620 


M00057220C:A08 


ES 191 


556852 


1909.B20.gz43_243652 


M00057220C:F08 


ES 191 


735514 


1909.B23.gz43_243700 


M00057220D:E06 


ES 191 


465697 


1909.C03.gz43_243381 


M00057220D:F02 


ES 191 


735510 


1 909.C04.gz43_243397 


M00057220D:F06 


ES 191 


736076 


1909.C05.gz43_243413 


M00057221A:E10 


ES 191 


453587 


1909.C10.gz43_243493 


M00057221B:B01 


ES 191 


631111 


1909.C12.gz43_243525 


M00057221B:E11 


ES 191 


735306 


1909.C15.gz43_243573 


M00057221C:E07 


ES 191 


553850 


1909.C22.gz43_243685 


M00057221C:F02 


ES 191 


418682 


1909.C23.gz43_243701 


M00057222B:A06 


ES 191 


398061 


1 909.DO5 .gz43_2434 14 


M00057222D:C10 


ES 191 


735514 


1909.Dll.gz43_243510 


M00057223A:F06 


ES 191 


732899 


1909.D17.gz43_243606 


M00057223B:A07 


ES 191 


734609 


1909.D2 1 .gz43_243670 


M00057223B:B04 


ES 191 


736894 


1909.D22.gz43_243686 


M00057223B:G01 


ES 191 


726892 


1 909.E03 .gz43_243383 


M00057223C:A01 


ES 191 


549578 


1 909.E05 .gz43_2434 15 


M00057223C:B01 


ES 191 


727255 


1909.E06.gz43_24343 1 


M00057223D:H03 


ES 191 


736738 


1909E13.gz43_243543 


M00057224A:D07 


ES 191 


454355 


1909.E16.gz43_243591 


M00057224B:H02 


ES 191 


727558 


1909.E24.gz43_243719 


M00057224C:B02 


ES 191 


475562 


1909.F02.gz43_243368 


M00057225A:C08 


ES 191 


550121 


1 909.F 1 0.gz43_243496 


M00057225A:E03 


ES 191 


602673 


1909Fll.gz43_243512 


M00057225C:F09 


ES 191 


734562 


1 909.F23 .gz43_243704 


M00057225C:H07 


ES 191 


734828 


1909.G01.gz43_243353 


M00057225D:E01 


ES 191 


734690 


1909.GO5.gz43_243417 


M00057226A:B04 


ES 191 


646552 


1909.G13.gz43_243545 


M00057226A.E09 


ES 191 


374125 


1909.G16.gz43_243593 


M00057226C:A09 


ES 191 


734915 


1 909.G23 .gz43_243705 


M00057226C:E05 


ES 191 


427113 


1909.H01.gz43_243354 


M00057226C:F05 


ES 191 


175524 


1909.H02.gz43_243370 


M00057226C:F12 


ES 191 


642940 


1 909.H04.gz43_243402 


M00057226C:H10 


ES 191 


648140 


1 909.H08.gz43_243466 


M00057226D:B03 


ES 191 


735050 


1909.H10.gz43_243498 


M00057226D:C10 


ES 191 


735172 


1 909 .HI 1 .gz43_2435 14 


M00057227B:A05 


ES 191 


732159 


1909.H20.gz43_243658 


M00057227B:D12 


ES 191 


560399 


1 909.H23 .gz43_243706 


M00057227B:H04 


ES 191 


607202 


1 909.H24.gz43_243722 


M00057229A:B03 


ES 191 


632499 


1909.106.gz43_243435 
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M00057229B:F11 


ES 191 


647815 


1909.11 l.gz43_2435 15 


M00057229B:G11 


ES 191 


650599 


1909.112.gz43_243531 


M00057230B:B07 


ES 191 


616985 


1909.121.gz43_243675 


M00057230B:F10 


ES 191 


641510 


1909.124.gz43_243723 


M00057230C:C05 


ES 191 


723959 


1909J03.gz43_243388 


M00057230C:G12 


ES 191 


598087 


1909J09.gz43_243484 


M00057230D:C05 


ES 191 


456224 


1909.J12.gz43_243532 


M00057231A:D04 


ES 191 


733149 


1909.J17.gz43_243612 


M00057231A:G04 


ES 191 


405546 


1909J22.gz43_243692 


M00057231B:A01 


ES 191 


561877 


1909.K01.gz43_243357 


M00057231C:B04 


ES 191 


735749 


1909.K02.gz43_243373 


M00057231C:E06 


ES 191 


737010 


1909.K06.gz43_243437 


M00057231C:F12 


ES 191 


398061 


1909.K09.gz43_243485 


M00057231C:G04 


ES 191 


735140 


1909.K10.gz43_243501 


M00057231D:A04 


ES 191 


639565 


1909.K14.gz43_243565 


M00057231D:A05 


ES 191 


732736 


1909.K15.gz43_243581 


M00057231D:F10 


ES 191 


486051 


1909.K22.gz43_243693 


M00057232B:G02 


ES 191 


728121 


1909.L06.gz43_243438 


M00057232D:B03 


ES 191 


555336 


1909.L12.gz43_243534 


M00057232D:B05 


ES 191 


735131 


1909.L13.gz43_243550 


M00057233A:C04 


ES 191 


724417 


1909.L15.gz43_243582 


M00057233B:G04 


ES 191 


454563 


1909.M01.gz43_243359 


M00057233D:G12 


ES 191 


463513 


1909.M09.gz43_243487 


M00057234B:F06 


ES 191 


727532 


1909.M18.gz43_243631 


M00057234C:D11 


ES 191 


664711 


1909.M23.gz43_243711 


M00057234D:A12 


ES 191 


733874 


1909.N03.gz43_243392 


M00057234D:C09 


ES 191 


726760 


1909.N04.gz43_243408 


M00057234D:E04 


ES 191 


601051 


1909.N05.gz43_243424 


M00057235B:A07 


ES 191 


731467 


1909.N14.gz43_243568 


M00057235C:C08 


ES 191 


734151 


1909.N21.gz43_243680 


M00057235C:F03 


ES 191 


734553 


1909.N22.gz43_243696 


M00057235D:A05 


ES 191 


733160 


1909.001. gz43_243361 


M00057235D:C03 


ES 191 


417822 


1909.O03.gz43_243393 


M00057236A:F08 


ES 191 


450340 


1909O10.gz43_243505 


M00057236B:D11 


ES 191 


725120 


1909.O13.gz43_243553 


M00057236C:C07 


ES 191 


453132 


1909.O19.gz43_243649 


M00057236D:H09 


ES 191 


625810 


1909.P01.gz43_243362 


M00057237B:D10 


ES 191 


735817 


1909.P10.gz43_243506 


M00057237D:C11 


ES 191 


724781 


1909.P19.gz43_243650 


M00057237D:D09 


ES 191 


473578 


1909.P22.gz43_243698 


M00057238A:D07 


ES 191 


641680 


1910.A03.gz43_243763 


M00057238B:F05 


ES 191 


551437 


1910.A09.gz43_243859 


M00057239B:F05 


ES 191 


647704 


1910.B07.gz43_243828 


M00057239C:E05 


ES 191 


734466 


1910.B10.gz43_243876 
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M00057239C:G07 


ES 191 


729125 


1910.B13.gz43 243924 


M00057239D;D01 


ES 191 


456753 


1910.B16.gz43 243972 


M00057240A:F03 


ES 191 


730028 


1910.C01.gz43 243733 


M00057240B:C01 


ES 191 


730046 


1910.C06.gz43 243813 










M00042351A:H03 


ES 192 


499660 


1923.A02.gz43 252631 


M00042351C:G01 


ES 192 


498777 


1923.A05.gz43 252679 


M00042351C:G11 


ES 192 


452094 


1923A06.gz43_252695 


M00042351D:D02 


ES 192 


496446 


1923.A09.gz43 252743 


M00042351D:F08 


ES 192 


451429 


1923.A10.gz43 252759 


M00057240C:A06 


ES 192 


733855 


1910.C13.gz43_243925 


M00057241B:B04 


ES 192 


734094 


1910.D01.gz43_243734 


M00057241D:C04 


ES 192 


734226 


1 9 1 0.D08 gz43_243 846 


M00057241D:G01 


ES 192 


733945 


1910.D14.gz43_243942 


M00057242A;H11 


ES 192 


734808 


1910.D19.gz43_244022 


M00057242B:F07 


ES 192 


735477 


1910.D21.gz43_244054 


M00057242C:G12 


ES 192 


611604 


1910.E01.gz43_243735 


M00057242D:C07 


ES 192 


650067 


1910.E06.gz43_243815 


M00057242D:F10 


ES 192 


453454 


1910E09.gz43_243863 


M00057243A:H03 


ES 192 


457846 


1910.E15.gz43_243959 


M00057243C:D01 


ES 192 


733552 


1910.F02.gz43_243752 


M00057243C:H1 1 


ES 192 


734884 


1910.F06.gz43_243816 


M00057244C:D08 


ES 192 


481273 


1910.F22.gz43_244072 


M00057244C:E06 


ES 192 


455821 


1910.F24.gz43_244104 


M00057245A:F03 


ES 192 


555641 


1910.G07.gz43_243833 


M00057245B:A08 


ES 192 


43349 


1910.G10.gz43_243881 


M00057245B:E02 


ES 192 


484964 


1910.G12.gz43_243913 


M00057245D:G02 


ES 192 


476455 


1 9 1 0.G20.gz43_24404 1 


M00057246A:G11 


ES 192 


558617 


1910.H01.gz43_243738 


M00057246C:B12 


ES 192 


733991 


1910.H12.gz43_243914 


M00057246D:G09 


ES 192 


563313 


1910.H18.gz43_244010 


M00057247C:B11 


ES 192 


734849 


1910.103.gz43_243771 


M00057247C:C11 


ES 192 


732859 


1910.104.gz43_243787 


M00057247C:F10 


ES 192 


550730 


1910.106.gz43_243819 


M00057247D:D10 


ES 192 


734371 


1910I10.gz43_243883 


M00057248A:H10 


ES 192 


734894 


191 0.12 l.gz43_244059 


M00057248B:D11 


ES 192 


733144 


1910.J01.gz43_243740 


M00057248C:B08 


ES 192 


733989 


1910.J06.gz43 243820 


M00057249A:B05 


ES 192 


733055 


1910.J12.gz43 243916 


MUUlO /z4yA:C0o 


ES 192 


555103 


1910.J14.gz43_243948 


M00057249C:C07 


ES 192 


473588 


1910.J21.gz43_244060 


M00057249D:G03 


ES 192 


639779 


1910.K05.gz43 243805 


M00057249D:H09 


ES 192 


449042 


1910.K06.gz43_243821 


M00057250B:A03 


ES 192 


731392 


1910.Kll.gz43_243901 
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M00057250B:D04 


ES 192 


726011 


1910.K14.gz43_243949 


M00057250C:G02 


ES 192 


735665 


1910.K21.gz43_244061 


M00057251A:F02 


ES 192 


514838 


1910.L03.gz43_243774 


M00057252A:D10 


ES 192 


731125 


1910.L19.gz43_244030 


M00057252B:E04 


ES 192 


647242 


19 10.M0 1 .gz43_243743 


M00057252C:D08 


ES 192 


732978 


1910.M08.gz43_243855 


M00057252D:B10 


ES 192 


639494 


1910.M09.gz43_243871 


M00057252D:D04 


ES 192 


585976 


1910.M12.gz43_243919 


M00057253A:C05 


ES 192 


731238 


1910.M17.gz43_243999 


M00057253A:H10 


ES 192 


735754 


19 10.M20.gz43_244047 


M00057253B:C06 


ES 192 


725095 


1910.M22.gz43_244079 


M00057253C:A06 


ES 192 


729428 


1910.N02.gz43_243760 


M00057253C:D11 


ES 192 


735403 


1910.N03.gz43_243776 


M00057254A:E12 


ES 192 


477555 


1910.N12.gz43_243920 


M00057254A:G07 


ES 192 


557353 


1910.N14.gz43_243952 


M00057254B:D04 


ES 192 


552598 


1910.N18.gz43_244016 


M00057255C:A07 


ES 192 


558332 


1910.O17.gz43_244001 


M00057255C:C10 


ES 192 


732962 


1910.O18.gz43_244017 


M00057255D:E02 


ES 192 


449537 


1910.O24.gz43_244113 


M00057256B:A05 


ES 192 


661194 


1910.P09.gz43_243874 


M00057256D:A11 


ES 192 


649390 


1910.P17.gz43_244002 


M00057257A:H10 


ES 192 


726081 


1910.P23.gz43_244098 


M00057257B:C11 


ES 192 


514697 


1910.P24.gz43_244114 


M00057258C:C09 


ES 192 


731516 


1911.A24.gz43_244483 


M00057259D:D11 


ES 192 


420504 


1911.B23.gz43_244468 


M00057260A:E05 


ES 192 


630348 


1911.C02.gz43_244133 


M00057260A:E11 


ES 192 


728756 


1911.C03.gz43_244149 


M00057260C:A04 


ES 192 


734928 


1911.C12.gz43_244293 


M00057262B:C03 


ES 192 


482145 


1911.D07.gz43_244214 


M00057265C:F03 


ES 192 


725951 


1911.D24.gz43_244486 


M00057265D:B12 


ES 192 


735071 


1911.E04.gz43_244167 


M00057266C:G12 


ES 192 


554703 


1911.E24.gz43_244487 


M00057266D:B12 


ES 192 


733570 


1911.F02.gz43_244136 


M00057267A:H04 


ES 192 


731457 


1911.F10.gz43_244264 


M00057267C:B12 


ES 192 


650552 


1911.F17.gz43_244376 


M00057267C:G09 


ES 192 


735687 


1911.F23.gz43_244472 


M00057268A:H05 


ES 192 


640158 


1911.G17.gz43_244377 


M00057268B:B03 


ES 192 


652782 


1911.G18.gz43_244393 


M00057268D:E04 


ES 192 


446247 


1911.H05.gz43_244186 


M00057269C:E01 


ES 192 


725784 


191 l.H18.gz43_244394 


M00057269C:H06 


ES 192 


732213 


1911.H22.gz43_244458 


M00057269D:F02 


ES 192 


586794 


1911.101.gz43_244123 


M00057271A:E04 


ES 192 


480723 


1911.J02.gz43_244140 


M00057271B:D09 


ES 192 


450199 


1911.J06.gz43_244204 
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M00057272C:D08 


ES 192 


728790 


1911.J23.gz43_244476 


M00057273A:C08 


ES 192 


630655 


1911.K04.gz43_244173 


M00057273B:A12 


ES 192 


735834 


1911.K10.gz43_244269 


M00057273C:F07 


ES 192 


736294 


1911.K14.gz43_244333 


M00057273C:F11 


ES 192 


482985 


1911.K15.gz43_244349 


M00057273D:A06 


ES 192 


729321 


1911.K19.gz43_244413 


M00057273D:B06 


ES 192 


474691 


1911 .K20.gz43_244429 


M00057274B:C05 


ES 192 


735249 


1911.L06.gz43_244206 


M00057274C:G01 


ES 192 


735676 


1911.L13.gz43_244318 


M00057275A:G02 


ES 192 


456011 


1911.L21.gz43_244446 


M00057275B:A12 


ES 192 


546642 


1911.L24.gz43_244494 


M00057275B:B02 


ES 192 


648710 


1911.M01.gz43_244127 


M00057277B:C09 


ES 192 


736014 


1911.Mll.gz43_244287 


M00057277B:E10 


ES 192 


642142 


1911.M12.gz43_244303 


M00057279A:G02 


ES 192 


736014 


1911.N04.gz43_244176 


M00057280C:B08 


ES 192 


734849 


1911.O01.gz43_244129 


M00057281A:D08 


ES 192 


450692 


1911.011.gz43_244289 


M00057281A:H02 


ES 192 


456065 


1911.O12.gz43_244305 


M00057283A:E06 


ES 192 


736860 


1911.P04.gz43_244178 


M00057283B:D09 


ES 192 


736860 


1911.P10.gz43_244274 


M00057283D:B12 


ES 192 


734131 


1911.P23.gz43_244482 


M00057283D:D04 


ES 192 


552249 


1911.P24.gz43_244498 


M00057287A:H06 


ES 192 


730187 


1912.B21.gz43_244820 


M00057287C:B12 


ES 192 


734546 


1912.C01.gz43_244501 


M00057290B:A02 


ES 192 


728768 


1912.D08.gz43_244614 


M00057290D:G03 


ES 192 


558045 


1912.D16.gz43_244742 


M00057291B:D08 


ES 192 


732300 


1912.D24.gz43_244870 


M00057291B:H08 


ES 192 


730189 


1912.E03.gz43_244535 


M00057292A:B08 


ES 192 


639427 


1912.E19.gz43_244791 


M00057292C:C09 


ES 192 


731910 


1912.F03.gz43_244536 


M00057293A:H03 


ES 192 


737109 


1912.F12.gz43_244680 


M00057293B:H04 


ES 192 


733856 


1912.F16.gz43_244744 


M00057299C:A08 


ES 192 


420402 


1912.H10.gz43_244650 


M00057299D:E04 


ES 192 


424672 


1912.H15.gz43_244730 


M00057300A:A08 


ES 192 


736449 


1912.H17.gz43_244762 


M00057300A:B06 


ES 192 


148201 


1912.H18.gz43_244778 


M00057301A:A08 


ES 192 


726430 


1912.11 l.gz43_244667 


M00057302C:D04 


ES 192 


726874 


1912.J18.gz43_244780 


M00057305B:B10 


ES 192 


648738 


1912.L05.gz43_244574 


M00057309B:E10 


ES 192 


481930 


1912.N06.gz43_244592 


M00057314A:A10 


ES 192 


465528 


1921.A01.gz43_244883 


M00057314B:H06 


ES 192 


737114 


1921.A07.gz43_244979 


M00057314D:E09 


ES 192 


726692 


1921.A16.gz43_245123 


M00057314D:F04 


ES 192 


734894 


1921. A17.gz43_245 139 
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M00057315D:C06 


ES 192 


736733 


1921.B06.gz43_244964 


M00057316A:A08 


ES 192 


736551 


1921B10.gz43_245028 


M00057316A:B04 


ES 192 


552623 


1921.Bll.gz43_245044 


M00057316A:D09 


ES 192 


727093 


1921B12.gz43_245060 


M00057316C:A06 


ES 192 


457092 


1921.B20.gz43_245188 


M00057316D:D02 


ES 192 


640341 


1 92 1 .C04.gz43_244933 


M00057316D:G04 


ES 192 


734412 


1921.C06.gz43_244965 


M00057318A:B02 


ES 192 


550085 


1921.C08.gz43_244997 


M00057318B:H05 


ES 192 


730997 


1921. C17.gz43_245 141 


M00057318C:C12 


ES 192 


480377 


1921.C20.gz43_245189 


M00057318C:G04 


ES 192 


655312 


1921.C22.gz43_245221 


M00057319D:E06 


ES 192 


556430 


1921. D15.gz43_245 110 


M00057320A:C03 


ES 192 


641312 


1921.D21.gz43_245206 


M00057320A:G08 


ES 192 


470199 


1 92 1 .E02.gz43_244903 


M00057320B:H03 


ES 192 


710362 


1921.E05.gz43_244951 


M00057320D:C02 


ES 192 


447705 


1921.Ell.gz43_245047 


M00057323A:F01 


ES 192 


51616 


1921E18.gz43_245159 


M00057323B:G04 


ES 192 


729125 


1921.F03.gz43_244920 


M00057323B:H08 


ES 192 


77737 


1 92 1 F04.gz43_244936 


M00057323D:E10 


ES 192 


473225 


1921. F16.gz43_245 128 


M00057324A:A09 


ES 192 


567078 


1921.F18.gz43_245160 


M00057324A:C08 


ES 192 


727231 


1921. F19.gz43_245 176 


M00057324B:A06 


ES 192 


513306 


1921.F23.gz43_245240 


M00057324B:E04 


ES 192 


735469 


1 92 1 .G04.gz43_244937 


M00057324C:G05 


ES 192 


731748 


1921.Gll.gz43_245049 


M00057324D:E10 


ES 192 


727013 


1921.G13.gz43_245081 


M00057324D:H03 


ES 192 


548635 


1921.G14.gz43_245097 


M00057325B:B09 


ES 192 


557693 


1921.G17.gz43_245145 


M00057325B:D06 


ES 192 


643005 


1921.G18.gz43_245161 


M00057325B:H04 


ES 192 


557451 


1921.G24.gz43_245257 


M00057325C:F03 


ES 192 


484974 


1 92 1 .H03 .gz43_244922 


M00057326A:E11 


ES 192 


734522 


192 1 .H10.gz43_245034 


M00057326D:B10 


ES 192 


735054 


1921.H18.gz43_245162 


M00057328A:F02 


ES 192 


733723 


1921.H21.gz43_245210 


M00057328A:F10 


ES 192 


697006 


1921.H22.gz43_245226 


M00057328C:F11 


ES 192 


732969 


1921.106.gz43_244971 


M00057328D:G02 


ES 192 


556490 


1921.110.gz43_245035 


M00057331C:E10 


ES 192 


557177 


1921.121.gz43_245211 


M00057331C:F10 


ES 192 


452936 


1921.122.gz43_245227 


M00057331D:D08 


ES 192 


549552 


192 1 JO 1 .gz43_244892 


M00057332A-.C06 


ES 192 


635849 


1921J06.gz43_244972 


M00057332C:F12 


ES 192 


726692 


1921J14.gz43_245100 


M00057333A:D08 


ES 192 


733464 


1921.J19.gz43_245180 


M00057333B:F03 


ES 192 


541793 


1921.J24.gz43_245260 
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M00057334A:C12 


ES 192 


726406 


1921.K16.gz43_245133 


M00057334B:F01 


ES 192 


734582 


1921.K21.gz43_245213 


M00057334D:A12 


ES 192 


735425 


1921.L04.gz43_244942 


M00057334D:E03 


ES 192 


732114 


1921.L07.gz43_244990 


M00057336B:E01 


ES 192 


727018 


1921.L13.gz43_245086 


M00057336D:F07 


ES 192 


448431 


1921.L21.gz43_245214 


M00057337A:A06 


ES 192 


727132 


1921.L22.gz43_245230 


M00057337A:A11 


ES 192 


482722 


1921.L23.gz43_245246 


M00057337C:G12 


ES 192 


554647 


1921.M10.gz43_245039 


M00057337C:H07 


ES 192 


496909 


1921.M13.gz43_245087 


M00057337D:F06 


ES 192 


614455 


1921.M16.gz43_245135 


M00057338B:D08 


ES 192 


643909 


1921.M24.gz43_245263 


M00057338C:H01 


ES 192 


466697 


1921.N05.gz43_244960 


M00057339A:E08 


ES 192 


551607 


1921.N12.gz43_245072 


M00057339B:C04 


ES 192 


477688 


1921.N17.gz43_245152 


M00057339D:C01 


ES 192 


448250 


1921.O04.gz43_244945 


M00057339D:H09 


ES 192 


733146 


1921.O06.gz43_244977 


M00057341D:B09 


ES 192 


482788 


1921.P08.gz43_245010 


M00057343D:B10 


ES 192 


481273 


1921.P17.gz43_245154 


M00057344A:G07 


ES 192 


642986 


1921.P24.gz43_245266 










M00042351D:H05 


ES 193 


451429 


1923.All.gz43_252775 


M00042352A:G05 


ES 193 


451518 


1923.A14.gz43_252823 


M00042352A:G09 


ES 193 


456672 


1923.A15.gz43_252839 


M00042352B:F03 


ES 193 


498194 


1923.A19.gz43_252903 


M00042352B:F10 


ES 193 


451430 


1923.A20.gz43_252919 


M00042352C:G01 


ES 193 


451302 


1923.A23.gz43_252967 


M00042352D:A11 


ES 193 


450902 


1923.A24.gz43_252983 


M00042352D:F11 


ES 193 


498504 


1923.B01.gz43_252616 


M00042353B:A11 


ES 193 


493575 


1923.B05.gz43_252680 


M00042353B:B02 


ES 193 


494378 


1923.B06.gz43_252696 


M00042353D:B08 


ES 193 


494393 


1923.B13.gz43_252808 


M00042353D:C06 


ES 193 


451043 


1923.B14.gz43_252824 


M00042354B:A07 


ES 193 


450823 


1923.B17.gz43_252872 


M00042354C:F04 


ES 193 


451126 


1923.B19.gz43_252904 


M00042355A:A12 


ES 193 


494133 


1923.B22.gz43_252952 


M00042355A:C03 


ES 193 


451126 


1923.B23.gz43_252968 


M00042355A:H09 


ES 193 


424723 


1923.C01.gz43_252617 


M00042355B:A05 


ES 193 


450875 


1923.C02.gz43_252633 


M00042355B:B07 


ES 193 


451009 


1923.C03.gz43_252649 


M00042355B:E10 


ES 193 


497400 


1923.C04.gz43_252665 


M00042355C:F02 


ES 193 


451383 


1923.C05.gz43_252681 


M00042355C:G09 


ES 193 


451470 


1923.C07.gz43_252713 


M00042442A:A12 


ES 193 


494130 


1923.C23.gz43_252969 
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M00042442A:G04 


ES 193 


499178 


1923.C24.gz43_252985 


M00042442B:A07 


ES 193 


448936 


1923.D02.gz43_252634 


M00042443B:D03 


ES 193 


451176 


1923.Dll.gz43_252778 


M00042443D:E01 


ES 193 


497101 


1923.D15.gz43_252842 


M00042444A:C10 


ES 193 


446263 


1923.D17.gz43_252874 


M00042444A:D04 


ES 193 


451212 


1923.D18.gz43_252890 


M00042444A:H06 


ES 193 


499779 


1923.D19.gz43_252906 


M00042444C:E02 


ES 193 


451124 


1923.E01.gz43_252619 


M00042445A:B04 


ES 193 


487745 


1923.E06.gz43_252699 


M00042445C:A08 


ES 193 


451544 


1923.E10.gz43_252763 


M00042446B:G02 


ES 193 


450507 


1923.E19.gz43_252907 


M00042446D:F04 


ES 193 


450507 


1923.E24.gz43_252987 


M00042447C:H10 


ES 193 


448663 


1923.F06.gz43_252700 


M00042447D:E04 


ES 193 


450302 


1923.F08.gz43_252732 


M00042447D:G10 


ES 193 


492110 


1923F09.gz43_252748 


M00042448B:B02 


ES 193 


450926 


1923F12.gz43_252796 


M00042448B:C04 


ES 193 


451049 


1923.F13.gz43_252812 


M00042448C:B07 


ES 193 


494423 


1923F18.gz43_252892 


M00042448C:C09 


ES 193 


451054 


1923.F20.gz43_252924 


M00042449A:H10 


ES 193 


448556 


1923.F24.gz43_252988 


M00042449C:D10 


ES 193 


450219 


1923.G02.gz43_252637 


M00042449D:C06 


ES 193 


452094 


1923.G04.gz43_252669 


M00042449D:H11 


ES 193 


450765 


1923.G06.gz43_252701 


M00042450A:B01 


ES 193 


450912 


1923.G07.gz43_252717 


M00042450A:D02 


ES 193 


495941 


1923.G09.gz43_252749 


M00042450C:B09 


ES 193 


494362 


1923.G18.gz43_252893 


M00042451D:H10 


ES 193 


451618 


1923.H04.gz43_252670 


M00042452C:A09 


ES 193 


486912 


1923.H10.gz43_252766 


M00042452C:C10 


ES 193 


449974 


1923.Hll.gz43_252782 


M00042452D:C04 


ES 193 


488680 


1923.H15.gz43_252846 


M00042452D:G06 


ES 193 


492094 


1923.H17.gz43_252878 


M00042453A.D12 


ES 193 


450166 


1923.H20.gz43_252926 


M00042453C:D12 


ES 193 


451518 


1923.103.gz43_252655 


M00042454A:F02 


ES 193 


450400 


1923.112.gz43_252799 


M00042454D:H10 


ES 193 


450723 


1923.119.gz43_252911 


M00042455A:C06 


ES 193 


488859 


1923.120.gz43_252927 


M00042455A:G12 


ES 193 


492304 


1923.122.gz43_252959 


M00042455B:D05 


ES 193 


454575 


1923.124.gz43_252991 


M00042455B:G09 


ES 193 


492292 


1923J02.gz43_252640 


M00042455C:D11 


ES 193 


450255 


1923.J03.gz43_252656 


M00042455C:E04 


ES 193 


490890 


1923.J04.gz43_252672 


M00042455D:H08 


ES 193 


446621 


1923J09.gz43_252752 


M00042456A:C08 


ES 193 


456492 


1923.J10.gz43_252768 


M00042456A:F08 


ES 193 


450425 


1923.J12.gz43_252800 
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M00042456C:H07 


ES 193 


492981 


1923J19.gz43_252912 


M00042456D:B06 


ES 193 


453667 


1923.J20.gz43_252928 


M00042456D:D07 


ES 193 


100821 


1923J22.gz43_252960 


M00042457D:D02 


ES 193 


489426 


1923.K07.gz43_252721 


M00042458B:B08 


ES 193 


59512 


1923.Kll.gz43_252785 


M00042458B:G05 


ES 193 


558729 


1923.K13.gz43_252817 


M00042458C:C07 


ES 193 


562353 


1923.K14.gz43_252833 


M00042458C:D08 


ES 193 


395968 


1923K16.gz43_252865 


M00042458C:E06 


ES 193 


552581 


1923.K17.gz43_252881 


M00042458D:E06 


ES 193 


562588 


1923.K20.gz43_252929 


M00042459A:E04 


ES 193 


562587 


1923.K23.gz43_252977 


M00042459B:F03 


ES 193 


556916 


1923.L05.gz43_252690 


M00042459B:F12 


ES 193 


468729 


1923.L06.gz43_252706 


M00042459C:B11 


ES 193 


562274 


1923.L09.gz43_252754 


M00042459C:E06 


ES 193 


562627 


1923.L12.gz43_252802 


M00042459C:G02 


ES 193 


526733 


1923.L13.gz43_252818 


M00042459D:B07 


ES 193 


552236 


1923.L15.gz43_252850 


M00042459D:E03 


ES 193 


560420 


1923.L18.gz43_252898 


M00042459D:G04 


ES 193 


527679 


1923.L20.gz43_252930 


M00042460B:C06 


ES 193 


374282 


1923.L24.gz43_252994 


M00042460B:D10 


ES 193 


556804 


1923.M03.gz43_252659 


M00042460B:G12 


ES 193 


559575 


1923.M08.gz43_252739 


M00042460C:A02 


ES 193 


550362 


1923.Mll.gz43_252787 


M00042460C:B02 


ES 193 


452232 


1923.M14.gz43_252835 


M00042460C:G08 


ES 193 


562603 


1923.M22.gz43_252963 


M00042460C:H10 


ES 193 


562543 


1923.M23.gz43_252979 


M00042460D:H06 


ES 193 


551755 


1923.N05.gz43_252692 


M00042516A:A06 


ES 193 


455439 


1923.N08.gz43_252740 


M00042516A:A10 


ES 193 


562115 


1 923 .N09.gz43_252756 


M00042516A:C08 


ES 193 


562060 


1923.N10.gz43_252772 


M00042516B:E03 


ES 193 


558559 


1923.N13.gz43_252820 


M00042516C:C04 


ES 193 


562399 


1923.N18.gz43_252900 


M00042516D:B11 


ES 193 


562275 


1 923 .N22.gz43_252964 


M00042516D:C01 


ES 193 


562398 


1923.N23.gz43_252980 


M00042516D:H08 


ES 193 


553312 


1923.O01.gz43_252629 


M00042516D:H09 


ES 193 


638444 


1923.O02.gz43_252645 


M00042517C:B04 


ES 193 


495074 


1923.O05.gz43_252693 


M00042517D:A12 


ES 193 


494300 


1923.O09.gz43_252757 


M00042517D:G04 


ES 193 


211273 


1923.01 l.gz43_252789 


M00042518D:A08 


ES 193 


487522 


1923.O18.gz43_252901 


M00042519D:F09 


ES 193 


456024 


1923.P02.gz43_252646 


M00042519D:H07 


ES 193 


492982 


1923.P04.gz43_252678 


M00042520A:F09 


ES 193 


452833 


1923.P10.gz43_252774 


M00042520C:E12 


ES 193 


449104 


1923.P16.gz43_252870 
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M00043296A:E08 


ES 193 


497517 


1923.P23.gz43_252982 


M00043301D:B12 


ES 193 


450999 


1924.C17.gz43_245558 


M00043303B:E11 


ES 193 


450349 


1924.D15.gz43_245527 


M00043304B:A10 


ES 193 


450805 


1924.E04.gz43_245352 


M00043304C:E01 


ES 193 


496957 


1924.E09.gz43_245432 


M00043305A:H06 


ES 193 


204862 


1924.E13.gz43_245496 


M00043306B:A09 


ES 193 


493746 


1924.E24.gz43_245672 


M00043307B:F11 


ES 193 


498242 


1924.F18.gz43_245577 


M00043308A:D09 


ES 193 


496752 


1924.G03.gz43_245338 


M00043308A:F06 


ES 193 


451456 


1924.G04.gz43_245354 


M00043309A.H06 


ES 193 


499693 


1924.G17.gz43_245562 


M00043310A:F01 


ES 193 


498509 


1924.H03 .gz43_245339 


M00043310C:B04 


ES 193 


495105 


1924.H08.gz43_245419 


M00043311B:H08 


ES 193 


499700 


1924H18.gz43_245579 


M00043312B:A10 


ES 193 


494325 


1924.H24.gz43_245675 


M00043312D:A02 


ES 193 


494306 


1924.110.gz43_245452 


M00043313D:B04 


ES 193 


492544 


1924Jll.gz43_245469 


M00043315C:D05 


ES 193 


495951 


1924.K14.gz43_245518 


M00043316C:F06 


ES 193 


498951 


1924.L15.gz43_245535 


M00043316D:F04 


ES 193 


479604 


1924L19.gz43_245599 


M00043316D:F09 


ES 193 


553779 


1924L21.gz43_245631 


M00043317B:B12 


ES 193 


494625 


1924.M04.gz43_245360 


M00043317D:C02 


ES 193 


451081 


1924.Mll.gz43_245472 


M00043318A:G05 


ES 193 


454815 


1924.M17.gz43_245568 


M00043319A:D01 


ES 193 


562516 


1924.N19.gz43_245601 


M00043321B:E05 


ES 193 


490401 


1924.P05.gz43_245379 


M00043322C:F07 


ES 193 


446732 


1924.P23.gz43_245667 


M00043324D:D05 


ES 193 


451245 


1933.A19.gz43_245972 


M00043326A:H06 


ES 193 


500040 


1933.B12.gz43_245861 


M00043328A:E12 


ES 193 


496909 


1933.C10.gz43_245830 


M00043329B:H07 


ES 193 


492779 


1933.C17.gz43_245942 


M00043329C:D12 


ES 193 


453068 


1933.C18.gz43_245958 


M00043330D:G05 


ES 193 


412621 


1933.D06.gz43_245767 


M00043331C:G01 


ES 193 


491933 


1933.D10.gz43_245831 


M00043332A:D06 


ES 193 


454873 


1933.D15.gz43_245911 


M00043332A:E05 


ES 193 


490550 


1933.D16.gz43_245927 


M00043334A:F10 


ES 193 


491212 


1933.E07.gz43_245784 


M00043335A:D04 


ES 193 


450252 


1933.E21.gz43_246008 


M00043335D:E02 


ES 193 


450283 


1933.F05.gz43_245753 


M00043336A:D01 


ES 193 


496678 


1933.F08.gz43_245801 


M00043336C:A04 


ES 193 


450804 


1933.F18.gz43_245961 


M00043337A:C12 


ES 193 


495610 


1933.G03.gz43_245722 


M00043340A:B05 


ES 193 


494973 


1933.H02.gz43_245707 


M00043340B:B04 


ES 193 


453078 


1933.H03.gz43_245723 
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M00043340D:C03 


ES 193 


447057 


1933.H09.gz43_245819 


M00043342B:H07 


ES 193 


450727 


1933.102.gz43_245708 


M00043342C:G02 


ES 193 


492629 


1933.106.gz43_245772 


M00043342D:D09 


ES 193 


128697 


1933.109.gz43_245820 


M00043343B:B10 


ES 193 


451307 


1933.115.gz43_245916 


M00043343D:H03 


ES 193 


492887 


1933J04.gz43_245741 


M00043344C:C11 


ES 193 


450027 


1933.J15.gz43_245917 


M00043346D:E10 


ES 193 


449299 


1933.K07.gz43_245790 


M00043348A:D02 


ES 193 


450129 


1933.K16.gz43_245934 


M00043349A:C08 


ES 193 


448927 


1933.L01.gz43_245695 


M00043351C:A07 


ES 193 


494271 


1933.M05.gz43_245760 


M00043353D:E12 


ES 193 


496870 


1933.N10.gz43_245841 


M00043354A:C12 


ES 193 


529733 


1933.N13.gz43_245889 


M00043354A:E06 


ES 193 


561712 


1933.N14.gz43_245905 


M00043354B:C04 


ES 193 


561480 


1933.N18.gz43_245969 


M00043354B:F12 


ES 193 


561834 


1 933 .N20.gz43_24600 1 


M00043354D:C01 


ES 193 


448110 


1933.O05.gz43_245762 


M00043354D:G01 


ES 193 


515328 


1933.O10.gz43_245842 


M00043354D:G02 


ES 193 


552445 


1933.01 l.gz43_245858 


M00043354D:H08 


ES 193 


553594 


1933.012.gz43_245874 


M00043355AD01 


ES 193 


561593 


1933.O18.gz43_245970 


M00043355B:B01 


ES 193 


552687 


1933.O23.gz43_246050 


M00043355B:D12 


ES 193 


517346 


1933.O24.gz43_246066 


M00043355C:G12 


ES 193 


487106 


1933.P08.gz43_245811 


M00043356B:E12 


ES 193 


452586 


1934.A03.gz43_253031 


M00043356C:F03 


ES 193 


448230 


1 934.A06.gz43_253079 


M00043356C:H07 


ES 193 


447429 


1934.A07.gz43_253095 


M00043357A:G04 


ES 193 


450583 


1934.All.gz43_253159 


M00043357B:B02 


ES 193 


487893 


1934.A12.gz43_253175 


M00043357B:D01 


ES 193 


450189 


1934.A13.gz43_253191 


M00043358AD02 


ES 193 


450242 


1934.A21.gz43_253319 


M00043358B:D06 


ES 193 


450122 


1934.A23.gz43_253351 


M00043358C:F07 


ES 193 


449061 


1934.B04.gz43_253048 


M00043359B:A04 


ES 193 


449795 


1934.B09.gz43_253128 


M00043359B:D06 


ES 193 


450193 


1934.Bll.gz43_253160 


M00043359C:C06 


ES 193 


449994 


1934.B14.gz43_253208 


M00043360C:E07 


ES 193 


452719 


1934.C01.gz43_253001 










M00043360C:F11 


ES 194 


491177 


1934.C03.gz43_253033 


M00043360D:D01 


ES 194 


489368 


1934.C05.gz43_253065 


M00043361B:F02 


ES 194 


491402 


1934.C08.gz43_253113 


M00043361D:A02 


ES 194 


450080 


1934.C10.gz43_253145 


M00043362C:E02 


ES 194 


490846 


1934.C18.gz43_253273 


M00043363A:G03 


ES 194 


492022 


1934.D02.gz43_253018 
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M00043363B:A11 


ES 194 


450756 


1934.D04.gz43_253050 


M00043363D:F07 


ES 194 


491507 


1934.D12.gz43_253178 


M00043364B:H10 


ES 194 


447355 


1934.D21.gz43_253322 


M00043364D:H11 


ES 194 


450756 


1934.E05.gz43_253067 


M00043365A:C06 


ES 194 


449956 


1934.E08.gz43_253115 


M00043365B:A10 


ES 194 


486833 


1934.Ell.gz43_253163 


M00043365B:C08 


ES 194 


488613 


1934.E13.gz43_253195 


M00043365C:A09 


ES 194 


449780 


1934.E16.gz43_253243 


M00043365C:F06 


ES 194 


491240 


1934.E19.gz43_253291 


M00043366A:B12 


ES 194 


488023 


1934.E24.gz43_253371 


M00043366D:B07 


ES 194 


488310 


1934.F09.gz43_253132 


M00043367C:D10 


ES 194 


450147 


1934.F14.gz43_253212 


M00043368A:F03 


ES 194 


491492 


1934.F16.gz43_253244 


M00043369D:B01 


ES 194 


449842 


1934.G02.gz43_253021 


M00043369D:G10 


ES 194 


450551 


1934.G07.gz43_253101 


M00043370A:C08 


ES 194 


449959 


1934.G08.gz43_253117 


M00043370B:D08 


ES 194 


450207 


1934.G14.gz43_253213 


M00043371A:D06 


ES 194 


490060 


1934.G19.gz43_253293 


M00043371B:C10 


ES 194 


450080 


1934.G22.gz43_253341 


M00043371C:B02 


ES 194 


449908 


1934.G23.gz43_253357 


M00043372B:A07 


ES 194 


43013 


1934.H05.gz43_253070 


M00043372B:B01 


ES 194 


455707 


1934.H06.gz43_253086 


M00043373A:G11 


ES 194 


452710 


1934H19.gz43_253294 


M00043373B:G12 


ES 194 


450658 


1 934.H24.gz43_253374 


M00043373D:G04 


ES 194 


456492 


1934.104.gz43_253055 


M00043374A:E05 


ES 194 


560213 


1934!08.gz43_253119 


M00043374A:G04 


ES 194 


510272 


1934I10.gz43_253151 


M00043374D:D07 


ES 194 


631526 


1934.115.gz43_253231 


M00043374D:H09 


ES 194 


515423 


1934.117.gz43_253263 


M00043375A:E01 


ES 194 


451292 


1934.120.gz43_253311 


M00043375A:E02 


ES 194 


451294 


1 934.12 l.gz43_253327 


M00043375B:A04 


ES 194 


456103 


1934.124.gz43_253375 


M00043376B:C03 


ES 194 


451144 


1934.J07.gz43_253104 


M00043376B:F06 


ES 194 


450482 


1934.J08.gz43_253120 


M00043376D:A04 


ES 194 


493622 


1934.Jll.gz43_253168 


M00043376D:A12 


ES 194 


233814 


1934.J12.gz43_253184 


M00043376D:D12 


ES 194 


451185 


1934.J14.gz43_253216 


M00043377C:A11 


ES 194 


449959 


1934J20.gz43_253312 


M00043377D:E01 


ES 194 


451361 


1934.J22.gz43_253344 


M00043378B:B05 


ES 194 


494450 


1934J24.gz43_253376 


M00043378D:D12 


ES 194 


496084 


1934.K05.gz43_253073 


M00043379C:B09 


ES 194 


451011 


1934.K13.gz43_253201 


M00043379D:A05 


ES 194 


494099 


1934K16.gz43_253249 


M00043380D:E10 


ES 194 


450193 


1934.L05.gz43_253074 
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M00043380D:E11 


ES 194 


451326 


1934.L06.gz43_253090 


M00043381B:E10 


ES 194 


551380 


1934.L14.gz43 253218 


M00043381C:D08 


ES 194 


561641 


1934.L16.gz43_253250 


M00043381C:E10 


ES 194 


556511 


1934.L18.gz43_253282 


M00043381D:F09 


ES 194 


467035 


1934.L24.gz43_253378 


M00043382C:D07 


ES 194 


496586 


1 934.M03 .gz43_253043 


M00043382C:G09 


ES 194 


499240 


1934.M05.gz43_253075 


M00043383B:F12 


ES 194 


456367 


1934.Mll.gz43_253171 


M00043383D:C07 


ES 194 


495143 


1934.M14.gz43_253219 


M00043383D:G07 


ES 194 


451467 


1934.M15.gz43_253235 


M00043384B:A04 


ES 194 


487437 


1934.M18.gz43_253283 


M00043384C:A07 


ES 194 


487448 


1934.M20.gz43_253315 


M00043384C:C02 


ES 194 


489207 


1934.M22.gz43_253347 


M00043384C:G01 


ES 194 


492627 


1934.M24.gz43_253379 


M00043384D:D05 


ES 194 


489506 


1934.N02.gz43_253028 


M00043385A:E01 


ES 194 


496760 


1934.N06.gz43_253092 


M00043385A:G12 


ES 194 


448448 


1934.N08.gz43_253124 


M00043385C:D06 


ES 194 


496234 


1934.Nll.gz43_253172 


M00043386A:A11 


ES 194 


450819 


1934.N16.gz43_253252 


M00043387A:E02 


ES 194 


490393 


1934.O03.gz43_253045 


M00043387A:E03 


ES 194 


490395 


1934 O04.gz43_253061 


M00043387B:A03 


ES 194 


486856 


1934.O09.gz43_253141 


M00043387C:A11 


ES 194 


487183 


1934.014.gz43_253221 


M00043387C:G08 


ES 194 


455460 


1934.018.gz43_253285 


M00043387D:A02 


ES 194 


449802 


1934.021.gz43_253333 


M00043387D:B02 


ES 194 


488030 


1934.022.gz43_253349 


M00043387D:D06 


ES 194 


450211 


1934.023.gz43_253365 


M00043388A:D05 


ES 194 


453893 


1934.P02.gz43_253030 


M00043388B:C02 


ES 194 


489275 


1934P04.gz43_253062 


M00043389D:B10 


ES 194 


488349 


1934.P16.gz43_253254 


M00043390B:C04 


ES 194 


449978 


1934.P20.gz43_253318 


M00043391D:D05 


ES 194 


217042 


1935.A19.gz43_246512 


M00043392C:F02 


ES 194 


491448 


1935.B05.gz43_246289 


M00043397B:H07 


ES 194 


335078 


1935.D06.gz43_246307 


M00043397C:G02 


ES 194 


450623 


1935.D08.gz43_246339 


M00043401A:E09 


ES 194 


490805 


1935.E18.gz43_246500 


M00043402C:F12 


ES 194 


456213 


1935.F12.gz43_246405 


M00043403B:A12 


ES 194 


450335 


1935.F18.gz43_246501 


M00043406D:C04 


ES 194 


448924 


1935.H08.gz43_246343 


M00043407C:H08 


ES 194 


451456 


1935.H15.gz43_246455 


M00043407D:G06 


ES 194 


498629 


1935.H17.gz43_246487 


M00043409C:C07 


ES 194 


402070 


1935.107.gz43_246328 


M00043410C:C05 


ES 194 


451781 


1935.117.gz43_246488 


M00043501A:D07 


ES 194 


553890 


1935.K06.gz43_246314 
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M00043501D:C01 


ES 194 


562378 


1935 K19.gz43_246522 


M00043502A:H01 


ES 194 


491644 


1935.L06.gz43_246315 


M00043503C:F08 


ES 194 


402823 


1935.M10.gz43_246380 


M00043504A:E06 


ES 194 


477674 


1935.M23.gz43_246588 


M00043504B:C02 


ES 194 


635439 


1935.N06.gz43_246317 


M00043504C:E03 


ES 194 


555399 


1935.N16.gz43_246477 


M00043504D:G08 


ES 194 


446964 


1935.N22.gz43_246573 


M00043505B:G03 


ES 194 


562886 


1935.O08.gz43_246350 


M00043505B:G07 


ES 194 


558055 


1935.O09.gz43_246366 


M00043506D:F06 


ES 194 


522703 


1935.P24.gz43_246607 


M00043508A:H02 


ES 194 


456742 


1936.B10.gz43_246753 


M00043508B:G11 


ES 194 


562823 


1936.B18.gz43_246881 


M00043508D:C01 


ES 194 


414739 


1936.C08.gz43_246722 


M00054486B:E09 


ES 194 


562382 


1936.D18.gz43_246883 


M00054486B:H01 


ES 194 


549757 


1936.D21.gz43_246931 


M00054487C:A01 


ES 194 


559574 


1936.E21.gz43_246932 


M00054488A:F01 


ES 194 


556768 


1936.F13.gz43_246805 


M00054488C:D04 


ES 194 


564967 


1936.G03.gz43_246646 


M00054492A:D04 


ES 194 


449978 


1936.115.gz43_246840 


M00054493C:E04 


ES 194 


489368 


1936.J16.gz43_246857 


M00054494A:H04 


ES 194 


549853 


1936.K05.gz43_246682 


M00054494D:A10 


ES 194 


560188 


1936.K13.gz43_246810 


M00054497B:C10 


ES 194 


560275 


1936.M05.gz43_246684 


M00054497C:G12 


ES 194 


450037 


1936.M10.gz43_246764 


M00054497D:A04 


ES 194 


554908 


1936.Mll.gz43_246780 


M00054498C:B08 


ES 194 


558500 


1936.N04.gz43_246669 


M00054498D:F01 


ES 194 


449000 


1936.Nll.gz43_246781 


M00054500A:F04 


ES 194 


559720 


1936.O08.gz43_246734 


M00054501A:E11 


ES 194 


552920 


1936.023.gz43_246974 


M00054501A:G12 


ES 194 


488171 


1936.O24.gz43_246990 


M00054501C:E08 


ES 194 


481057 


1936.P05.gz43_246687 


M00054502C:E02 


ES 194 


550571 


1936.P24.gz43_246991 


M00054502C:H10 


ES 194 


449776 


1945.A02.gz43_248938 


M00054503D:E07 


ES 194 


562019 


1945.B03.gz43_248955 


M00054504B:A04 


ES 194 


524721 


1945.Bll.gz43_249083 


M00054504D:E02 


ES 194 


551475 


1945.B21.gz43_249243 


M00054504D:G07 


ES 194 


289201 


1945.B23.gz43_249275 


M00054505A:G12 


ES 194 


572807 


1945.C05.gz43_248988 


M00054506A:D05 


ES 194 


554839 


1945.C24.gz43_249292 


M00054506B:A07 


ES 194 


388055 


1945.D04.gz43_248973 


M00054506B:H01 


ES 194 


550986 


1945.Dll.gz43_249085 


M00054507B:A07 


ES 194 


505907 


1945.E05.gz43_248990 


M00054508B:E08 


ES 194 


557681 


1945.F12.gz43_249103 


M00054508C:B04 


ES 194 


550129 


1945.F15.gz43_249151 
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M00054508C:C08 


ES 194 


555771 


1945.F17.gz43_249183 


M00054509A:C01 


ES 194 


547866 


1945.F23.gz43_249279 


M00054509B:F01 


ES 194 


559127 


1945.G08.gz43_249040 


M00054509C:G01 


ES 194 


499696 


1945.Gll.gz43_249088 


M00054510C:G07 


ES 194 


452471 


1 945 .H07.gz43_249025 


M00054511A:D11 


ES 194 


570573 


1945.H15.gz43_249153 


M00054511B:C06 


ES 194 


389065 


1945H19.gz43_249217 


M00054512D:H08 


ES 194 


487658 


1945.124.gz43_249298 


M00054513A:B08 


ES 194 


550063 


1945.J03.gz43_248963 


M00054513A:F09 


ES 194 


455814 


1945.J05.gz43_248995 


M00054513B:E11 


ES 194 


551518 


1945.J07.gz43_249027 


M00054513C:A01 


ES 194 


555660 


1945J09.gz43_249059 


M00054513D:F04 


ES 194 


550678 


1945.J13.gz43_249123 


M00054514C:B01 


ES 194 


461313 


1945.J21.gz43_249251 


M00054515B:E11 


ES 194 


554246 


1945.K13.gz43_249124 


M00054516C:A04 


ES 194 


559343 


1945L14.gz43_249141 


M00054516D:F09 


ES 194 


554456 


1945.L21.gz43_249253 


M00054517A:C01 


ES 194 


488023 


1945.L23.gz43_249285 


M00054517B:B04 


ES 194 


549129 


1 945 .M05 .gz43_248998 


M00054518C:F11 


ES 194 


549581 


1 945 .N05 .gz43_248999 


M00054518D:D03 


ES 194 


552905 


1945.N09.gz43_249063 


M00054519A:C04 


ES 194 


554611 


1945.Nll.gz43_249095 


M00054521D:H01 


ES 194 


572992 


1945.O18.gz43_249208 


M00054523C:A11 


ES 194 


458974 


1945.P23.gz43_249289 


M00054523D:D07 


ES 194 


558497 


1946.A06.gz43_249386 


M00054523D:E08 


ES 194 


550022 


1946.A08.gz43_249418 


M00054523D:G09 


ES 194 


454336 


1 946.A1 0.gz43_249450 


M00054525D:H05 


ES 194 


559676 


1946.B07.gz43_249403 


M00054526A:E04 


ES 194 


550475 


1946.Bll.gz43_249467 


M00054526B:C09 


ES 194 


556809 


1946.B15.gz43_249531 


M00054526C:F03 


ES 194 


524966 


1 946.B 19gz43_249595 


M00054527B:A07 


ES 194 


552006 


1946.C06.gz43_249388 


M00054529A:H01 


ES 194 


585380 


1946.D21.gz43_249629 


M00054529C:D11 


ES 194 


551157 


1 946.E06.gz43_249390 


M00054529D:E01 


ES 194 


490308 


1 946.E 1 0.gz43_249454 


M00054530D:C10 


ES 194 


312036 


1946.E23.gz43_249662 


M00054530D:H07 


ES 194 


553002 


1946.E24.gz43_249678 


M00054531D:F05 


ES 194 


584071 


1946.Fll.gz43_249471 


M00054532A:A07 


ES 194 


549919 


1946.F13.gz43_249503 


M00054532B:C05 


ES 194 


550204 


1946.F21.gz43_249631 


M00054532D:A01 


ES 194 


559574 


1946.G06.gz43_249392 


M00054532D:E07 


ES 194 


526984 


1946.G08.gz43_249424 


M00054533A:F05 


ES 194 


571899 


1946.G12.gz43_249488 


M00054533B:F04 


ES 194 


550714 


1 946.G20.gz43_2496 16 
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M00054533C:B04 


ES 194 


556940 


1946.H01.gz43_249313 


M00054533C:E07 


ES 194 


466020 


1 946.H05 .gz43_249377 


M00054534A:B06 


ES 194 


498433 


1946.H15.gz43_249537 


M00054534D:D02 


ES 194 


556216 


1946.106.gz43_249394 


M00054535A:G03 


ES 194 


553338 


1946.114.gz43_249522 


M00054535B:H08 


ES 194 


560205 


1946.122.gz43_249650 


M00054536B:A03 


ES 194 


550018 


1946J07.gz43_249411 


M00054536B:D02 


ES 194 


550370 


1946J10.gz43_249459 


M00054536B:F08 


ES 194 


550730 


1946.Jll.gz43_249475 


M00054536C:B11 


ES 194 


555019 


1946.J15.gz43_249539 










M00054536C:D12 


ES 195 


82864 


1946.J17.gz43_249571 


M00054537B-.H03 


ES 195 


451778 


1946.K02.gz43_249332 


M00054537C:B03 


ES 195 


51103 


1 946K06.gz43_249396 


M00054538A:E10 


ES 195 


455821 


1946.K16.gz43_249556 


M00054538B:B05 


ES 195 


550172 


1946.K18.gz43_249588 


M00054538D:F05 


ES 195 


557339 


1946.L07.gz43_249413 


M00054538D:G12 


ES 195 


550830 


1946.Lll.gz43_249477 


M00054538D:H11 


ES 195 


560014 


1946.L13.gz43_249509 


M00054539B:D06 


ES 195 


560519 


1946.L17.gz43_249573 


M00054539B:G03 


ES 195 


549734 


1946.L19.gz43_249605 


M00054540A:H07 


ES 195 


464154 


1 946.M 1 0.gz43_249462 


M00054541B:A09 


ES 195 


549233 


1946.M22.gz43_249654 


M00054541C:C10 


ES 195 


493575 


1946.N03.gz43_249351 


M00054541C:F11 


ES 195 


481594 


1 946.N09.gz43_249447 


M00054542B:B01 


ES 195 


409262 


1946.N17.gz43_249575 


M00054542C:B12 


ES 195 


558024 


1 946.N2 1 .gz43_249639 


M00054543B:E06 


ES 195 


552638 


1946.012.gz43_249496 


M00054543C:F01 


ES 195 


552753 


1 946.0 1 8.gz43_249592 


M00054543D:G08 


ES 195 


549131 


1946.P01.gz43_249321 


M00054544B:E03 


ES 195 


550618 


1 946.P09.gz43_249449 


M00054544C:F04 


ES 195 


560717 


1946.P17.gz43_249577 


M00054545C:B09 


ES 195 


555502 


1947.A10.gz43_253539 


M00054545D:E04 


ES 195 


561406 


1947.A14.gz43_253603 


M00054553D-.E09 


ES 195 


515707 


1947.G22.gz43_253737 


M00054555A:H09 


ES 195 


550952 


1947I06.gz43_253483 


M00054555D:C03 


ES 195 


550246 


1947.J01.gz43_253404 


M00054566D:G08 


ES 195 


496586 


1947.P21.gz43_253730 


M00054567C:B03 


ES 195 


556065 


1948.A04.gz43_249738 


M00054567C:D09 


ES 195 


550403 


1948.A07.gz43_249786 


M00054568A:G02 


ES 195 


549716 


1948.A14.gz43_249898 


M00054568A:H03 


ES 195 


549858 


1948.A16.gz43_249930 


M00054568B:A07 


ES 195 


554793 


1948.A17.gz43_249946 


M00054568C:D06 


ES 195 


450963 


1948.A21.gz43_250010 
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M00054568C:G12 


ES 195 


557656 


1 948. A23 .gz43_250042 


M00054569D:E01 


ES 195 


468613 


1948.C02.gz43_249708 


M00054570A:F02 


ES 195 


549597 


1948.C08.gz43_249804 


M00054571A:B10 


ES 195 


451049 


1948.C21.gz43_250012 


M00054572C:B12 


ES 195 


562805 


1948.E07.gz43_249790 


M00054572C:E09 


ES 195 


561876 


1948.Ell.gz43_249854 


M00054572C:G05 


ES 195 


550035 


1948.E13.gz43_249886 


M00054574C:B11 


ES 195 


562725 


1 948 .GO 1 .gz43_249696 


M00054574D:F11 


ES 195 


559300 


1948.G10.gz43_249840 


M00054575A:B06 


ES 195 


560080 


1948.G12.gz43_249872 


M00054575B:A07 


ES 195 


562469 


1948.G16.gz43_249936 


M00054576D:C07 


ES 195 


378610 


1948.102.gz43_249714 


M00054577B-.A09 


ES 195 


558729 


1948.11 3. gz43_249890 


M00054577B:F01 


ES 195 


509202 


1948.119.gz43_249986 


M00054579A:G10 


ES 195 


550804 


1 948 .K03 .gz43_249732 


M00054579B:C11 


ES 195 


454205 


1948.K07.gz43_249796 


M00054579B:D10 


ES 195 


553749 


1948.K08.gz43_249812 


M00054579C:A10 


ES 195 


552907 


1948.Kll.gz43_249860 


M00054579D:D08 


ES 195 


313600 


1948.K18.gz43_249972 


M00054580A:B11 


ES 195 


528404 


1948.K21.gz43_250020 


M00054580A:C10 


ES 195 


492139 


1948.K22.gz43_250036 


M00054580A:D03 


ES 195 


550318 


1948.K23.gz43_250052 


M00054580A:D04 


ES 195 


570248 


1 948.K24.gz43_250068 


M00054581B:A01 


ES 195 


559752 


1948.M02.gz43_249718 


M00054581B:D03 


ES 195 


550397 


1 948.M04.gz43_249750 


M00054581B:G10 


ES 195 


550874 


1 948 .M05 .gz43_249766 


M00054581D:C12 


ES 195 


555000 


1948.M10.gz43_249846 


M00054581D:D01 


ES 195 


556488 


1948.Mll.gz43_249862 


M00054581D:E04 


ES 195 


556336 


1948.M12.gz43_249878 


M00054581D:G02 


ES 195 


550811 


1 948.M 1 3 .gz43_249894 


M00054582A:A05 


ES 195 


568467 


1948.M14.gz43_249910 


M00054582A:A07 


ES 195 


549994 


1948.M15.gz43_249926 


M00054583A:B04 


ES 195 


550106 


1948N13.gz43_249895 


M00054583A:F05 


ES 195 


550694 


1948.N14.gz43_249911 


M00054583D:E04 


ES 195 


394567 


1 948.00 l.gz43_249704 


M00054584A:A07 


ES 195 


549956 


1 948.003 .gz43_249736 


M00054584A:B03 


ES 195 


533812 


1 948.005 .gz43_249768 


M00054584B:A03 


ES 195 


554887 


1948.O10.gz43_249848 


M00054584B:G03 


ES 195 


572249 


1948.013.gz43_249896 


M00054584D:C01 


ES 195 


466020 


1948.O17.gz43_249960 


M00054585A:E07 


ES 195 


160320 


1948.O21.gz43_250024 


M00054586A:F05 


ES 195 


550662 


1948.P19.gz43_249993 


M00054586C:H02 


ES 195 


560751 


1957.A05.gz43_250138 


M00054586D:A03 


ES 195 


559857 


1 957. A06.gz43_250 1 54 
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M00054586D:G01 


ES 195 


559419 


1957.A09.gz43_250202 


M00054587A:A08 


ES 195 


558413 


1957.A13.gz43_250266 


M00054587A:F06 


ES 195 


471181 


1957.A16.gz43_250314 


M00054587A:F09 


ES 195 


452506 


1957.A18.gz43_250346 


M00054587B:F06 


ES 195 


562174 


1957.A23.gz43_250426 


M00054587C:G02 


ES 195 


535129 


1957.B03.gz43_250107 


M00054587D:D04 


ES 195 


550322 


1957.B05.gz43_250139 


M00054588A:G08 


ES 195 


550855 


1957.Bll.gz43_250235 


M00054588B:B12 


ES 195 


553331 


1957.B13.gz43_250267 


M00054588C:F04 


ES 195 


550217 


1957.B19.gz43_250363 


M00054589A:D09 


ES 195 


555920 


1957.C04.gz43_250124 


M00054589A:E05 


ES 195 


477097 


1957.C05.gz43_250140 


M00054589B:A07 


ES 195 


446164 


1957.C06.gz43_250156 


M00054589B:F05 


ES 195 


551463 


1957.C10.gz43_250220 


M00054589B:G10 


ES 195 


43656 


1957.C13.gz43_250268 


M00054589C:G11 


ES 195 


427723 


1957.C18.gz43_250348 


M00054589D:C06 


ES 195 


556376 


1957.C20.gz43_250380 


M00054590A:A01 


ES 195 


447311 


1957.C23.gz43_250428 


M00054590A:C10 


ES 195 


553755 


1957.D02.gz43_250093 


M00054590A:E02 


ES 195 


550594 


1957.D03.gz43_250109 


M00054590B:B11 


ES 195 


550088 


1957.D06.gz43_250157 


M00054590C:A03 


ES 195 


498827 


1957.D08.gz43_250189 


M00054590D:B01 


ES 195 


550084 


1957.D16.gz43_250317 


M00054590D:C12 


ES 195 


551975 


1957.D18.gz43_250349 


M00054591C:A01 


ES 195 


550044 


1957.E04.gz43_250126 


M00054591C:H09 


ES 195 


554764 


1957.E06.gz43_250158 


M00054591D:G11 


ES 195 


550886 


1957.Ell.gz43_250238 


M00054592A:D09 


ES 195 


550315 


1957.E17.gz43_250334 


M00054592C:A05 


ES 195 


549964 


1957.E20.gz43_250382 


M00054593A:D01 


ES 195 


547509 


1957.F03.gz43_250111 


M00054593B:B03 


ES 195 


473859 


1957.F09.gz43_250207 


M00054593B:E03 


ES 195 


557970 


1957.F12.gz43_250255 


M00054593D:B11 


ES 195 


550153 


1957.F18.gz43_250351 


M00054594A:D04 


ES 195 


561836 


1957.G01.gz43_250080 


M00054594C:E06 


ES 195 


498777 


1957.GO8.gz43_250192 


M00054595B:A11 


ES 195 


161489 


1957.G20.gz43_250384 


M00054595B:C12 


ES 195 


560357 


1957.G23.gz43_250432 


M00054595B:H09 


ES 195 


485431 


1957.H06.gz43_250161 


M00054595C:G06 


ES 195 


549665 


1957.H12.gz43_250257 


M00054595D:A10 


ES 195 


485029 


1957.H18.gz43_250353 


M00054596A:G11 


ES 195 


549731 


1957.H24.gz43_250449 


M00054596B:C01 


ES 195 


447356 


1957.104.gz43_250130 


M00054596C:A06 


ES 195 


451594 


1957.11 l.gz43_250242 


M00054596C:F09 


ES 195 


549609 


1957.114.gz43_250290 
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M00054596C:F10 


ES 195 


455298 


1957.11 5. gz43_250306 


M00054596C:G09 


ES 195 


561130 


1957I17.gz43_250338 


M00054597A:A07 


ES 195 


467035 


1 957.123 .gz43_250434 


M00054597A:C11 


ES 195 


558332 


1957.J01.gz43_250083 


M00054597A:D08 


ES 195 


558981 


1957.J02.gz43_250099 


M00054597A:G08 


ES 195 


549781 


1957J03.gz43_250115 


M00054597B:F09 


ES 195 


493622 


1957.J08.gz43_250195 


M00054597D:E12 


ES 195 


461718 


1957.J17.gz43_250339 


M00054597D:F08 


ES 195 


449649 


1957.J19.gz43_250371 


M00054599B:A12 


ES 195 


446783 


1957.K18.gz43_250356 


M00054599B:C06 


ES 195 


549228 


1957.K20.gz43_250388 


M00054599B:F09 


ES 195 


549611 


1957.K23.gz43_250436 


M00054599C:E05 


ES 195 


561593 


1957.L06.gz43_250165 


M00054599D:B07 


ES 195 


559883 


1957.L08.gz43_250197 


M00054600A:G12 


ES 195 


559554 


1957.L17.gz43_250341 


M00054600A:H03 


ES 195 


549816 


1957.L18.gz43_250357 


M00054600C:B10 


ES 195 


459581 


1957.L20.gz43_250389 


M00054600C:D03 


ES 195 


554193 


1957.L22.gz43_250421 


M00054600D:H07 


ES 195 


554869 


1957M08.gz43_250198 


M00054601A:E08 


ES 195 


555949 


1957.M09.gz43_250214 


M00054601B:D08 


ES 195 


446503 


1957.M12.gz43_250262 


M00054602A:B03 


ES 195 


550085 


1 957.M23 .gz43_25043 8 


M00054602A:E06 


ES 195 


416884 


1957.N05.gz43_250151 


M00054602C:B06 


ES 195 


547509 


1957.N15.gz43_250311 


M00054602C:C12 


ES 195 


487176 


1957.N16.gz43_250327 


M00054602D:A06 


ES 195 


562722 


1957.N20.gz43_250391 


M00054603A:G06 


ES 195 


552907 


1957.O07.gz43_250184 


M00054603A:G12 


ES 195 


552913 


1957O09.gz43_250216 


M00054603B:B04 


ES 195 


526733 


1957.Oll.gz43_250248 


M00054603B:C09 


ES 195 


447308 


1957.O13.gz43_250280 


M00054603B:G08 


ES 195 


356058 


1957.O16.gz43_250328 


M00054603C:G09 


ES 195 


408130 


1 957.0 1 8gz43_250360 


M00054603D:B02 


ES 195 


552121 


1957.O20.gz43_250392 


M00054604C:B05 


ES 195 


562529 


1957.P07.gz43_250185 


M00054604C:F03 


ES 195 


549599 


1957.P12.gz43_250265 


M00054604D:A04 


ES 195 


563514 


1957.P15.gz43_250313 


M00054605A-.A03 


ES 195 


558927 


1957.P18.gz43_250361 


M00054605B:F10 


ES 195 


460493 


1957.P24.gz43_250457 


M00054605B:G01 


ES 195 


549649 


1958.A02.gz43_250474 


M00054605C-.A04 


ES 195 


548864 


1958.A05.gz43_250522 


M00054605C:D03 


ES 195 


188753 


1958.A06.gz43_250538 


M00054605C:H02 


ES 195 


549810 


1958.A09.gz43_250586 


M00054606A:A03 


ES 195 


449994 


1958.A13.gz43_250650 


M00054606A:D02 


ES 195 


562508 


1958.A16.gz43_250698 
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M00054606C:B06 


ES 195 


549131 


1958.A23.gz43_250810 


M00054606C:E04 ] 


ES 195 


549481 


1958B01.gz43_250459 


M00054606D.B05 


ES 195 


557190 


1958.B02.gz43_250475 


M00054607A:B06 


ES 195 


560862 


1958.B05.gz43_250523 


M00054607A:G02 


ES 195 


552823 


1958.B07.gz43_250555 


M00054608B:D08 


ES 195 


490393 


1958.B19.gz43_250747 


M00054608C:H04 


ES 195 


549889 


1958.B24.gz43_250827 


M00054609A:D01 


ES 195 


423947 


1958.C05.gz43_250524 


M00054609A:F01 


ES 195 


561892 


1958.C08.gz43_250572 


M00054609A:H04 


ES 195 


549912 


1958C09.gz43_250588 


M00054609B:E01 


ES 195 


556530 


1958.C12.gz43_250636 


M00054609B:H11 


ES 195 


507349 


1958.C13.gz43_250652 


M00054609C:G06 


ES 195 


549779 


1958.C17.gz43_250716 


M00054609D:E12 


ES 195 


490152 


1958C22.gz43_250796 


M00054609D:H06 


ES 195 


549829 


1958.C24.gz43_250828 


M00054610A:E05 


ES 195 


558332 


1958D05.gz43_250525 


M00054611B:F12 


ES 195 


549626 


1958.E13.gz43_250654 


M00054611B:G09 


ES 195 


478511 


1958.E14.gz43_250670 


M00054611C:C02 


ES 195 


561144 


1958.E16.gz43_250702 


M00054611C:E01 


ES 195 


555660 


1958.E18.gz43_250734 


M00054612A:D12 


ES 195 


549347 


1958.F08.gz43_250575 


M00054612B:B11 


ES 195 


549114 


1958.F10.gz43_250607 


M00054612B:E02 


ES 195 


488108 


1958.F12.gz43_250639 


M00054612D:B12 


ES 195 


552364 


1958.F22.gz43_250799 


M00054613A:D07 


ES 195 


550177 


1958.G06.gz43_250544 


M00054613B.H04 


ES 195 


550018 


1958.Gll.gz43_250624 


M00054613D:H09 


ES 195 


553028 


1958.G21.gz43_250784 










M00054614A:G11 


ES 196 


557559 


1958.G24.gz43_250832 


M00054614B:E01 


ES 196 


405042 


1958.H01.gz43_250465 


M00054615B:E03 


ES 196 


497477 


1958.H16.gz43_250705 


M00054615C:D09 


ES 196 


557947 


1958.H23.gz43_250817 


M00054616A:H01 


ES 196 


553758 


1958.115.gz43_250690 


M00054616A:H03 


ES 196 


481360 


1958.116.gz43_250706 


M00054616D:C10 


ES 196 


552418 


1958.J01.gz43_250467 


M00054616D:G09 


ES 196 


549739 


1958.J03.gz43_250499 


M00054616D:H06 


ES 196 


513115 


1958J05.gz43_250531 


M00054617A:C07 


ES 196 


553453 


1958.J08.gz43_250579 


M00054617B:A09 


ES 196 


548965 


1958.J10.gz43_250611 


M00054617B:C05 


ES 196 


549233 


1 1958J12.gz43_250643 


M00054617B:D06 


ES 196 


54938J 


t 1958.J13.gz43_250659 


M00054618B:B04 


ES 196 


549122 


\ 1958.K06.gz43_250548 


M00054618C:H02 


ES 196 


555371 


1958.K14.gz43_250676 


M00054618D:D04 


ES 196 


55243' 


1958.K16.gz43_250708 
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M00054618D:E06 


ES 196 


490890 


1958.K19.gz43_250756 


M00054618D:E11 1 


ES 196 


451009 


1958.K20.gz43_250772 


M00054619A:C05 


ES 196 


447913 


1958.K24.gz43_250836 


M00054619C:F04 


ES 196 


554036 


1958.L09.gz43_250597 


M00054619D:C10 


ES 196 


562749 


1958.L12.gz43_250645 


M00054620A:C09 


ES 196 


553204 


1958.L15.gz43_250693 


M00054620B:B10 


ES 196 


552194 


1958.L20.gz43_250773 


M00054620C:C08 


ES 196 


448276 


1958.L22.gz43_250805 


M00054620C:C12 


ES 196 


560491 


1958.L23.gz43_250821 


M00054620D:D06 


ES 196 


561116 


1958.M03.gz43_250502 


M00054620D:D11 


ES 196 


473111 


1958.M04.gz43_250518 


M00054620D:F11 


ES 196 


556896 


1958.M06.gz43_250550 


M00054620D:G11 


ES 196 


395411 


1958.M07.gz43_250566 


M00054621B:A10 


ES 196 


548859 


1958.M13.gz43_250662 


M00054621C:G03 


ES 196 


451025 


1958.M20.gz43_250774 


M00054621D-.A10 


ES 196 


518049 


1958.M24.gz43_250838 


M00054621D:C06 


ES 196 


558642 


1958.N01.gz43_250471 


M00054621D:D11 


ES 196 


549320 


1958.N02.gz43_250487 


M00054622A:D06 


ES 196 


27480 


1958.N07.gz43_250567 


M00054622A:H01 


ES 196 


561068 


1958N08.gz43_250583 


M00054622B:F05 


ES 196 


491644 


1958.N10.gz43_250615 


M00054622B:H09 


ES 196 


556308 


1958.N12.gz43_250647 


M00054622D:C02 


ES 196 


. 562932 


1958N18.gz43_250743 


M00054622D:D10 


ES 196 


551463 


1958.N20.gz43_250775 


M00054622D:F05 


ES 196 


485504 


1958.N21.gz43_250791 


M00054622D:G11 


ES 196 


556835 


1958.N22.gz43_250807 


M00054622D:H03 


ES 196 


453864 


1958.N23.gz43_250823 


M00054623B:B11 


ES 196 


556424 


1958.O06.gz43_250552 


M00054623C:E09 


ES 196 


558175 


1958.O09.gz43_250600 


M00054623D:C12 


ES 196 


551305 


1958.O12.gz43_250648 


M00054624A:B11 


ES 196 


550164 


1958O16.gz43_250712 


M00054624B:G10 


ES 196 


559938 


1958.021. gz43_250792 


M00054624D:B06 


ES 196 


554810 


1958.O23.gz43_250824 


M00054625A:D07 


ES 196 


558103 


1958.P04.gz43_250521 


M00054625A:E05 


ES 196 


557199 


1958.P05.gz43_250537 


M00054625B:B02 


ES 196 


551250 


1958.P07.gz43_250569 


M00054625D:F06 


ES 196 


562712 


1958.P21.gz43_250793 


M00054625D:H07 


ES 196 


461734 


1958.P22.gz43_250809 


M00054627A:B08 


ES 196 


55679C 


1959.A20.gz43_254083 


M00054628C:G11 


ES 196 


55755S 




M00054629C:G06 


ES 196 


555922 


1959.D08.gz43_253894 


M00054630A:D08 


ES 196 


562541 


1959.D17.gz43_254038 


M00054630B:A06 


ES 196 


551975 


1959.D19.gz43_254070 


M00054631D:C02 


ES 196 


55209: 


> 1959.F03.gz43_253816 
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M00054635B:G05 


ES 196 


268197 


1959.H16.gz43_254026 


M00054638D:F02 


ES 196 


555949 


1959.K24.gz43_254157 


M00054640B:C05 


ES 196 


549210 


1959.M04.gz43_253839 


M00054642D:F11 


ES 196 


549516 


1959.N22.gz43_254128 


M00054643B:G09 


ES 196 


552618 


1959.O10.gz43_253937 


M00054644B:F02 


ES 196 


557345 


1959P08.gz43_253906 


M00054644D:F11 


ES 196 


549624 


1959.P20.gz43_254098 


M00054647D:H02 


ES 196 


502683 


1960.B23.gz43_254516 


M00054648C:H10 


ES 196 


450867 


1960.C12.gz43_254341 


M00054650A:B08 


ES 196 


410667 


1960.D12.gz43_254342 


M00054651D:D02 


ES 196 


452662 


1960.E24.gz43_254535 


M00054652B:A04 


ES 196 


387728 


1960.F04.gz43_254216 


M00054656C:E10 


ES 196 


561590 


1960.107.gz43_254267 


M00054657D:E05 


ES 196 


551531 


1960.Jll.gz43_254332 


M00054661A:B03 


ES 196 


193991 


1960.L03.gz43_254206 


M00054661D:A07 


ES 196 


551065 


1960L12.gz43_254350 


M00054663D:D09 


ES 196 


466851 


1960.M24.gz43_254543 


M00054664D:A01 


ES 196 


264575 


1960.N14.gz43_254384 


M00054668A:D01 


ES 196 


450624 


1969.A10.gz43_254691 


M00054670D:F10 


ES 196 


556424 


1969B21.gz43_254868 


M00054671A:H07 


ES 196 


579481 


1969.C07.gz43_254645 


M00054671D:A12 


ES 196 


573733 


1969C24.gz43_254917 


M00054672C:F01 


ES 196 


140763 


1969.D20.gz43_254854 


M00054673B:G08 


ES 196 


551845 


1969.E09.gz43_254679 


M00054674B:B03 


ES 196 


551269 


1969.F03.gz43_254584 


M00054677D:H08 


ES 196 


556959 


1969.102.gz43_254571 


M00054683D:F01 


ES 196 


551630 


1969.M04.gz43_254607 


M00054685D:D09 


ES 196 


415326 


1969.Nll.gz43_254720 


M00054689C:B11 


ES 196 


557935 


1970.A03.gz43_263422 


M00054689D:E12 


ES 196 


551527 


1970.A06.gz43_263470 


M00054690B:B02 


ES 196 


559389 


1970.A14.gz43_263598 


M00054690B:D10 


ES 196 


552418 


1970.A16.gz43_263630 


M00054690D:G03 


ES 196 


549388 


1970.B04.gz43_263439 


M00054692B:C06 


ES 196 


550330 


1970.B20.gz43_263695 


M00054692B:D01 


ES 196 


420686 


1970.B21.gz43_263711 


M00054692C:B02 


ES 196 


42994 


1970.B23.gz43_263743 


M00054692D:F09 


ES 196 


479208 


1970.B24.gz43_263759 


M00054693A:C09 


ES 196 


551243 


1970.C05.gz43_263456 


M00054693A:E06 


ES 196 


558938 


1970.C08.gz43_263504 


M00054693B:B01 


ES 196 


559036 


1970.C09.gz43_263520 


M00054693C:A02 


ES 196 


549995 


1970.C14.gz43_263600 


M00054693D:A05 


ES 196 


55115C 


1970.C18.gz43_263664 


M00054693D:A08 


ES 196 


448332 


1 1970.C19.gz43_263680 


M00054693D:C04 


ES 196 


45075f 


i 1970.C20.gz43_263696 
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M00054695A:A12 


ES 196 


552051 


1970D08.gz43_263505 


M00054696B:H11 


ES 196 


553128 


1970.E06.gz43_263474 


M00054697A:E03 


ES 196 


552649 


1970.E12.gz43_263570 


M00054697A:G06 


ES 196 


562216 


1970.E14.gz43_263602 


M00054697C:E11 


ES 196 


552581 


1970.E21.gz43_263714 


M00054699A:G01 


ES 196 


584499 


1970.F15.gz43_263619 


M00054699B:A05 


ES 196 


551996 


1970.F16.gz43_263635 


M00054699B:F05 


ES 196 


552733 


1970.F18.gz43_263667 


M00054699C:A04 


ES 196 


551995 


1970.F21.gz43_263715 


M00054699D:A12 


ES 196 


552055 


1 970.G02 .gz43_2634 1 2 


M00054700A-.B03 


ES 196 


552254 


1 970.G04.gz43_263444 


M00054700A:F12 


ES 196 


552733 


1 970.G06.gz43_263476 


M00054701D:H05 


ES 196 


555255 


1970.G23.gz43_263748 


M00054702A:C06 


ES 196 


556896 


1 970.H0 1 gz43_263397 


M00054702A:F03 


ES 196 


483141 


1970.H02.gz43_263413 


M00054702A:H03 


ES 196 


509202 


1970H03.gz43_263429 


M00054702C:G06 


ES 196 


551754 


1970.H09.gz43_263525 


M00054702D:E07 


ES 196 


389201 


1970.H12.gz43_263573 


M00054702D:F05 


ES 196 


452392 


1970.H14.gz43_263605 


M00054702D:H10 


ES 196 


549945 


1970.H16.gz43_263637 


M00054703C:F01 


ES 196 


521552 


1970.H22.gz43_263733 


M00054703D:E07 


ES 196 


549238 


1 970.10 l.gz43_263398 


M00054703D:F04 


ES 196 


561434 


1970.102.gz43_263414 


M00054704B:B11 


ES 196 


549038 


1970.106.gz43_263478 


M00054704D:F02 


ES 196 


552682 


1970.112.gz43_263574 


M00054705B:C08 


ES 196 


552314 


1 970.1 14.gz43_263606 


M00054705B:D02 


ES 196 


527679 


1970I16.gz43_263638 


M00054705B:E04 


ES 196 


498454 


1970.118.gz43_263670 


M00054705C:B02 


ES 196 


475730 


1970.121.gz43_263718 


M00054705C:D11 


ES 196 


554477 


1970.124.gz43_263766 


M00054705D:G03 


ES 196 


184995 


1970J03.gz43_263431 


M00054706A:G10 


ES 196 


491827 


1970.J09.gz43_263527 


M00054706B:F10 


ES 196 


562884 


1970.J15.gz43_263623 


M00054706C:A04 


ES 196 


551955 


1970J17.gz43_263655 


M00054706C:B12 


ES 196 


550053 


1970J19.gz43_263687 


M00054706D:B03 


ES 196 


553358 


1970.J22.gz43_263735 


M00054707B:B08 


ES 196 


453708 


1970.K02.gz43_263416 


M00054707C:D02 


ES 196 


549151 


1970K06.gz43_263480 


M00054707C:G07 


ES 196 


552894 


1970.K09.gz43_263528 


M00054708A:F11 


ES 196 


552686 


1970.K12.gz43_263576 


M00054708B:F04 


ES 196 


391511 


1970.K16.gz43_263640 


M00054709A:A10 


ES 196 


560317 


1970.K24.gz43_263768 


M00054710B:B10 


ES 196 


552197 


1970.L17.gz43_263657 


M00054710C:A12 


ES 196 


558768 


1970.L22.gz43_263737 



820 




Table 13 



ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00054710D-.A02 


ES 196 


551941 


1970.M01.gz43_263402 


M00054711A:B05 


ES 196 


553685 


1970.M05.gz43_263466 


M00054711C:A08 


ES 196 


552073 


1970.Mll.gz43_263562 


M00054712C:A04 


ES 196 


558046 


1970.N01.gz43_263403 


M00054712C:C07 


ES 196 


549557 


1970.N05.gz43_263467 


M00054713B:B10 


ES 196 


551479 


1970.N14.gz43_263611 


M00054713C:D07 


ES 196 


553938 


1970.N18.gz43_263675 


M00054714A:C05 


ES 196 


430917 


1970.001. gz43_263404 


M00054714B:F05 


ES 196 


32021 


1970.O06.gz43_263484 


M00054714C:E01 


ES 196 


552625 


1970.O09.gz43_263532 


M00054715A:C06 


ES 196 


452559 


1970.O15.gz43_263628 


M00054715A:G02 


ES 196 


550975 


1970.O17.gz43_263660 


M00054715C:D05 


ES 196 


451032 


1 970.023 .gz43_263756 


M00054715C:D11 


ES 196 


419281 


1970.O24.gz43_263772 


M00054715D:E11 


ES 196 


552598 


1970.P07.gz43_263501 


M00054715D:F09 


ES 196 


583641 


1970.P08.gz43_263517 


M00054716B:D06 


ES 196 


490393 


1970.P16.gz43_263645 


M00054716D:D03 


ES 196 


552497 


1970.P23.gz43_263757 


M00054717A:A03 


ES 196 


552086 


1971.A01.gz43_246992 


M00054717A:C07 


ES 196 


549550 


1971.A03.gz43_247024 


M00054717A:G09 


ES 196 


450278 


1971 . A06.gz43_247072 


M00054717C:G07 


ES 196 


554913 


1971.A18.gz43_247264 


M00054718A:D11 


ES 196 


555571 


1 97 1 . A24.gz43_247360 


M00054718B:D03 


ES 196 


555837 


1971.B05.gz43_247057 


M00054719A:A02 


ES 196 


552028 


1971.B13.gz43_247185 


M00054719A:H06 


ES 196 


553012 


1971.B16.gz43_247233 


M00054720C:A01 


ES 196 


553123 


1971.D01.gz43_246995 


M00054720C:G10 


ES 196 


557714 


1971.D05.gz43_247059 


M00054720C:H01 


ES 196 


561313 


1971.D06.gz43_247075 


M00054721C:D11 


ES 196 


446999 


1971 . EOS. gz43_247060 


M00054722C:D01 


ES 196 


450410 


1971.F05.gz43_247061 


M00054722D:C08 


ES 196 


553316 


1971.F09.gz43_247125 


M00054724A:G02 


ES 196 


421959 


1971.G14.gz43_247206 


M00054724B:F06 


ES 196 


551826 


1971.G18.gz43_247270 


M00054724D:C05 


ES 196 


561636 


1971H01.gz43_246999 


M00054724D:G12 


ES 196 


553805 


1971.H07.gz43_247095 


M00054725A:A03 


ES 196 


448136 


1971.H09.gz43_247127 


M00054725A:A05 


ES 196 


551096 


1971.H10.gz43_247143 


M00054725A:F09 


ES 196 


555491 


1971.Hll.gz43_247159 


M00054725A:H06 


ES 196 


86175 


1971.H12.gz43_247175 


M00054725B:G12 


ES 196 


555676 


1971.H19.gz43_247287 


M00054725D:F04 


ES 196 


553731 


1971.104.gz43_247048 


M00054726A:B11 


ES 196 


552933 


1971.107 .gz43_247096 


M00054726A:D02 


ES 196 


555818 


1971.109.gz43_247128 
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M00054726A:E01 


ES 197 


551487 


1971.110.gz43_247144 


M00054726B:F08 


ES 197 


553739 


1971.116.gz43_247240 


M00054726B:F09 


ES 197 


557747 


1971I17.gz43_247256 


M00054726C:D10 


ES 197 


449035 


1971I21.gz43_247320 


M00054726C:E07 


ES 197 


524721 


1971.122.gz43_247336 


M00054727A:B12 


ES 197 


553264 


1971.J09.gz43_247129 


M00054727D:C06 


ES 197 


496772 


1971.K01.gz43_247002 


M00054728B:C10 


ES 197 


557356 


1971.K09.gz43_247130 


M00054728C:B08 


ES 197 


559113 


1971.K13.gz43_247194 


M00054728D:B07 


ES 197 


554048 


1971K18.gz43_247274 


M00054729B:A08 


ES 197 


484043 


1971.L05.gz43_247067 


M00054729B:B03 


ES 197 


557426 


1971 .L06.gz43_247083 


M00054729B:E06 


ES 197 


451812 


1971.L09.gz43_247131 


M00054729C:C08 


ES 197 


561830 


1971.L12.gz43_247179 


M00054729C:G07 


ES 197 


562263 


1971.L15.gz43_247227 


M00054729D:D05 


ES 197 


550315 


1971.L18.gz43_247275 


M00054730B:F11 


ES 197 


559380 


1971.Mll.gz43_247164 


M00054731A:D07 


ES 197 


452488 


1 97 1 .N05 .gz43_247069 


M00054731B:C12 


ES 197 


553310 


1971.N13.gz43_247197 


M00054731B:D04 


ES 197 


448453 


1971.N14.gz43_247213 


M00054731B:G02 


ES 197 


553751 


1971.N17.gz43_247261 


M00054731C:H12 


ES 197 


553869 


1971.N24.gz43_247373 


M00054731D:H11 


ES 197 


215005 


1971.O04.gz43_247054 


M00054732A:B07 


ES 197 


561379 


1971.O06.gz43_247086 


M00054734B:C06 


ES 197 


556654 


1971P10.gz43_247151 


M00054734B:G10 


ES 197 


549288 


1971.P15.gz43_247231 


M00054734C:A07 


ES 197 


553108 


1971.P17.gz43_247263 


M00054735A:G09 


ES 197 


552686 


1971.P24.gz43_247375 


M00054736B:H03 


ES 197 


522322 


1972.B13.gz43_247569 


M00054737B:H11 


ES 197 


556167 


1972.C05.gz43_247442 


M00054737C:B01 


ES 197 


454186 


1972.C06.gz43_247458 


M00054738B:E12 


ES 197 


560282 


1972C21.gz43_247698 


M00054738D:F01 


ES 197 


558679 


1972.D13.gz43_247571 


M00054738D-.GO7 


ES 197 


495832 


1972.D15.gz43_247603 


M00054739A:F07 


ES 197 


555773 


1972.D24.gz43_247747 


M00054739C:B12 


ES 197 


466235 


1972.E08.gz43_247492 


M00054739C:E05 


ES 197 


450142 


1972.E12.gz43_247556 


M00054740C:H08 


ES 197 


493122 


1972.F15.gz43_247605 


M00054741C:D08 


ES 197 


493135 


1 972.G 1 5 .gz43_247606 


M00054741D:C05 


ES 197 


551778 


1972.G19.gz43_247670 


M00054743A:C07 


ES 197 


424723 


1972.103.gz43_247416 


M00054743A:E04 


ES 197 


473455 


1972.104.gz43_247432 


M00054743C:E11 


ES 197 


452257 


1972.113.gz43_247576 
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M00054743D:F04 


ES 197 


555077 


1972.119.gz43_247672 


M00054744A:G10 


ES 197 


553834 


1972.J05.gz43_247449 


M00054744C:D02 


ES 197 


587854 


1972J16.gz43_247625 


M00054744D:G02 


ES 197 


557068 


1972.K03.gz43_247418 


M00054745C:B12 


ES 197 


562793 


1972.K15.gz43_247610 


M00054745C:H02 


ES 197 


557871 


1972.K19.gz43_247674 


M00054745D:G09 


ES 197 


551441 


1972.L04.gz43_247435 


M00054746A:H02 


ES 197 


559494 


1972.L09.gz43_247515 


M00054746D-.E05 


ES 197 


503452 


1972.L22.gz43_247723 


M00054747D:B05 


ES 197 


474309 


1972.M24.gz43_247756 


M00054748B:G10 


ES 197 


523753 


1972.N13.gz43_247581 


M00054748B:H09 


ES 197 


59202 


1972.N14.gz43_247597 


M00054750A:E11 


ES 197 


446997 


1972.O06.gz43_247470 


M00054750A:G10 


ES 197 


562323 


1972.O09.gz43_247518 


M00054750B:F02 


ES 197 


557568 


1972.012.gz43_247566 


M00054750C:D01 


ES 197 


553457 


1972.018.gz43_247662 


M00054750D:F01 


ES 197 


559215 


1972.P01.gz43_247391 


M00054750D:H12 


ES 197 


499517 


1972.P03.gz43_247423 


M00054751A:A05 


ES 197 


86145 


1972.P04.gz43_247439 


M00054751B:F12 


ES 197 


553702 


1972.P14.gz43_247599 


M00054751D:G10 


ES 197 


553800 


1972.P24.gz43_247759 


M00054752A:C12 


ES 197 


562451 


1981.A03.gz43_247792 


M00054752B:H06 


ES 197 


495942 


1981.A10.gz43_247904 


M00054753A:A05 


ES 197 


554000 


1981.A18.gz43_248032 


M00054753C:H02 


ES 197 


553918 


1981.B08.gz43_247873 


M00054753D:A03 


ES 197 


477046 


1981.B09.gz43_247889 


M00054753D:C12 


ES 197 


256179 


1981.Bll.gz43_247921 


M00054753D.H10 


ES 197 


553922 


1981.B13.gz43_247953 


M00054754B:F04 


ES 197 


558609 


198LB16.gz43_248001 


M00054754C:H09 


ES 197 


550580 


1981.B22.gz43_248097 


M00054754D:F11 


ES 197 


551693 


1981.C04.gz43_247810 


M00054755A:E10 


ES 197 


493135 


1981.C10.gz43_247906 


M00054755C:D04 


ES 197 


561412 


1981.C24.gz43_248130 


M00054755D:E02 


ES 197 


562360 


1981.D02.gz43_247779 


M00054755D:E05 


ES 197 


513632 


1981.D03.gz43_247795 


M00054756A.C12 


ES 197 


551289 


1981.D09.gz43_247891 


M00054756C:C08 


ES 197 


551288 


1981.D15.gz43_247987 


M00054756D:F05 


ES 197 


451993 


1 1981.D19.gz43_248051 


M00054757A:H07 


ES 197 


555343 


I 1981.D21.gz43_248083 


M00054757B:H04 


ES 197 


561432 


1981 .E04 .gz43_2478 1 2 


M00054758A:F03 


ES 197 


55433* 


i 1981.E13.gz43_247956 


M00054758B:C10 


ES 197 


12216* 


) 1981.E15.gz43_247988 


M00054758B:D03 


ES 197 


55435; 


I 1981E16.gz43_248004 


M00054758B:H03 


ES 197 


55404< 


) 1981E18.gz43_248036 
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lM00054758D:D03 |ES 197 



551415 



|M00054759A:B08 |ES 197 



553158 



lM00054759C:DQ7 |ES 197 



553800 



|M00054759C:G10 jES 197 



560529 



1M00054759D:E01 |ES 197 



556064 



|M00054760A:A12 |ES 197 



551117 



|M00054760A:D10 |ES 197 



561535 



|M00054760B:A10 |ES 197 



549588 



|M00054760P:B03 |ES 197 
M00054761C:E02 



263800 



ES 197 



558719 



|M00054761D:C11 JES 197 



493604 



|M00054762A:D09 |ES 197 



556183 



|M00054762B:F02 



ES 197 



558900 



|M00054762B:F07 



ES 197 



551617 



|M00054762C:A12 |ES 197 



558503 



|M00054762D:C06 



ES 197 



551338 



|M00054763A:A10 |ES 197 



472196 



IM00054763C.D07 |ES 197 



554021 



|M00054763C:F10 



ES 197 



558900 



|M00054763C:H04 |ES 197 



450840 



|M00054764A:E11 



ES 197 



576803 



1M00054764C:G04 |ES 197 



555754 



|M00054764D:F01 



ES 197 



556019 



|M00054765B:C03 



ES 197 



561487 



|M00054765B:C11 



ES 197 



554181 



|M00054765C:F10 



ES 197 



553131 



|M00054765D:D05 |ES 197 



554294 



|M00054766A:H10 |ES 197 



508126 



IM00054766CB08 



ES 197 



498662 



|M00054766C:E01 



ES 197 



552541 



|M00054766D:H02 



ES 197 



260558 



|M00054766D:H12 |ES 197 



554851 



|M00054767A:F08 



ES 197 



556475 



|M00054767C:C08 |ES 197 



552535 



|M00054767C:D03 |ES 197 



455220 



|M00054767C:H06 |ES 197 



549576 



IM00054767D.G09 |ES 197 



552549 



SequenceNamel 



1981.E24.gz43_248132l 



|M00054768B:B05 



ES 197 



559369 



1 98 1 F03 gz43_247797| 



1981.FU.gz43_247925| 



1981.F13.gz43_247957| 



1981.F17.gz43_248021| 



1981F22.gz43_248101| 



1981.F24.gz43_248133| 



198 1 .G04.gz43_2478 141 



|M00054768B:D10 |ES 197 



400628 



|M00054768P:A01 |ES 197 



448357 



1981 .G09.gz43_247894| 



1981.G24.gz43_248134| 



1981.H04.gz43_247815| 



1981.H10.gz43_24791l| 



1981.H14.gz43_247975| 



1981.H15.gz43J247991| 



1981.H18.gz43_248039l 



1981.H24.gz43_248135| 



1981.102.gz43_247784| 



1981 .104 gz43_247816| 



1981 .105 .gz43_247832 



1981.106.gz43_247848| 



1981.114.gz43_247976| 



1981.122.gz43_248104| 



1981.J01.gz43_247769| 



1981.J07.gz43_247865| 



1981.J09.gz43_247897| 



1981.J20.gz43_248073| 



1981.K05.gz43_247834| 



1981.K17.gz43_248026 



1981.L03.gz43_247803| 



1981L07.gz43_247867| 



1981.L15.gz43_247995| 



1981.L16.gz43_248011| 



1981.L22.gz43_248107| 



1981.M13.gz43_247964| 



1981.M14.gz43_247980| 



1981.M17.gz43_248028| 



1981M22.gz43_248108| 



1981.N01.gz43_247773 



1981.N05.gz43_247837| 



1981.N10.gz43_247917 



|M00054768D:B11 



ES 197 



451051 



1981.Nll.gz43_247933| 



IM00054769A.G10 |ES 197 



512432 



1981.N21.gz43_248093l 



lM00054769B:D12 jES 197 



550402 



1981.O04.gz43 247822 



|M00054769B:F03 



ES 197 



554635 



1981.O06.gz43_247854| 
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M00054770A:C06 


ES 197 


558949 


1981.O19.gz43_248062 


M00054770B:A12 


ES 197 


552733 


1981.024.gz43_248142 


M00054770B:B11 


ES 197 


556918 


1981.P01.gz43_247775 


M00054770B:D09 


ES 197 


448510 


1981.P04.gz43_247823 


M00054770C:A04 


ES 197 


528775 


1981.P07.gz43_247871 


M00054770C:C04 ] 


ES 197 


554161 


1981.P10.gz43_247919 


M00054770C:D05 1 


ES 197 


555478 


1981.Pll.gz43_247935 


M00054770C:F10 


ES 197 


554581 


1981P12.gz43_247951 


M00054771A:E01 


ES 197 


470351 


1981.P23.gz43_248127 


M00054771B:F12 


ES 197 


492779 


1982.A02.gz43_248160 


M00054771C:A11 


ES 197 


551068 


1982.A04.gz43_248192 


M00054771D:G01 


ES 197 


551718 


1982.A08.gz43_248256 


M00054772B:B01 


ES 197 


586600 


1982.A15.gz43_248368 


M00054772B:D04 


ES 197 


472672 


1982.A17.gz43_248400 


M00054772B:F03 


ES 197 


493085 


1982.A18.gz43_248416 


M00054772D:G12 


ES 197 


553774 


1982.B06.gz43_248225 


M00054773A:E09 


ES 197 


551169 


1982.B08.gz43_248257 


M00054773A:H05 


ES 197 


402147 


1982.B09.gz43_248273 


M00054773C:D06 


ES 197 


42323 


1982.B15.gz43_248369 


M00054773C:F09 


ES 197 


557834 


1982.B18.gz43_248417 


M00054773C:F10 


ES 197 


448629 


1982.B19.gz43_248433 


M00054774B:A07 


ES 197 


555686 


1982.C03.gz43_248178 


M00054774B:G08 


ES 197 


554072 


1982.C06.gz43_248226 


M00054774C:A03 


ES 197 


552019 


1982.C07.gz43_248242 


M00054774C:D12 


ES 197 


552495 


1982.C08.gz43_248258 


M00054774D:D06 


ES 197 


559050 


1982.C10.gz43_248290 


M00054775A:D07 


ES 197 


555462 


1982.C16.gz43_248386 


M00054775A:G03 


ES 197 


595181 


1982.C17.gz43_248402 


M00054776A:D10 


ES 197 


557269 


1982.D09.gz43_248275 


M00054776A:F01 


ES 197 


560520 


1982.D10.gz43_248291 


M00054776A:F07 


ES 197 


447926 


1982.Dll.gz43_248307 


M00054776A:G01 


ES 197 


412621 


1982.D12.gz43_248323 


M00054776C:G06 


ES 197 


554828 


1982.E06.gz43_248228 


M00054776D-.G09 


ES 197 


553743 


1982.Ell.gz43_248308 


M00054778A-.D01 


ES 197 


555958 


1982.F01.gz43_248149 


M00054778A:F08 


ES 197 


551003 


1982.F05.gz43_248213 


M00054778B:A02 


ES 197 


55108C 


1982.F08.gz43_248261 


M00054778C:F09 


ES 197 


548998 


1982.F18.gz43_248421 


M00054779B:A07 


ES 197 


46520 


' 1982.G05.gz43_248214 


M00054779B:B07 


ES 197 


559872 


! 1982.G06.gz43_248230 


M00054779B:B11 


ES 197 


55618: 


1982.G07.gz43_248246 


M00054779D:F07 


ES 197 


55462' 


1982.G17.gz43_248406 


M00054779D:F08 


ES 197 


551421 


1982.G18.gz43_248422 


M00054780A:B06 


ES 197 


55042: 


I 1982.G21.gz43_248470 
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M00054780B:B06 


ES 197 


555524 


1982.H03.gz43_248183 


M00054780B:E03 


ES 197 


533991 


1982.H05.gz43_248215 


M00O5478OB:G10 


ES 197 


491570 


1982.H06.gz43_248231 


M00054780C:G11 


ES 197 


558519 


1982.H14.gz43_248359 


M00054781A:H09 


ES 197 


505792 


1982.H21.gz43_248471 


M00054781D:F10 


ES 197 


556171 


1982.102.gz43_248168 


M00054782B:B02 


ES 197 


551167 


1982.105.gz43_248216 


M00054782B:D09 


ES 197 


551425 


1982.107.gz43_248248 


M00054782D:D12 


ES 197 


575924 


1982.110.gz43_248296 


M00054783C:C02 


ES 197 


557039 


1982I16.gz43_248392 


M00054783C:C03 


ES 197 


552325 


1982.117.gz43_248408 


M00054784C:D11 


ES 197 


552535 


1982.J07.gz43_248249 


M00054784D:B01 


ES 197 


554582 


1982.J10.gz43_248297 


M00054785B:B07 


ES 197 


552188 


1982.J13.gz43_248345 


M00054785C:C02 


ES 197 


562263 


1982.J15.gz43_248377 


M00054785C-.G1 1 


ES 197 


462511 


1982.J17.gz43_248409 


M00054785D:A07 


ES 197 


552005 


1982.J19.gz43_248441 










M00054786A:G1 1 


ES 198 


561422 


1982.J21.gz43_248473 


M00054786C:G01 


ES 198 


553330 


1982.K02.gz43_248170 


M00054786D:F08 


ES 198 


553868 


1982.K05.gz43_248218 


M00054787D:A10 


ES 198 


580179 


1982.K12.gz43_248330 


M00054788C:G04 


ES 198 


552813 


1982.K17.gz43_248410 


M00054789A:A02 


ES 198 


490414 


1982.K18.gz43_248426 


M00054790D:D05 


ES 198 


548874 


1982.L06.gz43_248235 


M00054801CG01 


ES 198 


549233 


1982.L17.gz43_248411 


M00054802A:G03 


ES 198 


446394 


1982.M01.gz43_248156 


M00054802A:H05 


ES 198 


490507 


1982.M03.gz43_248188 


M00054802C:A07 


ES 198 


374282 


1982.M06.gz43_248236 


M00054802D:A09 


ES 198 


555696 


1982.M10.gz43_248300 


M00054802D:C02 


ES 198 


497477 


1982.M12.gz43_248332 


M00054802D:C03 


ES 198 


456052 


1982.M13.gz43_248348 


M00054803A:D08 


ES 198 


175758 


1982.M17.gz43_248412 


M00054803A:E10 


ES 198 


551553 


1982.M18.gz43_248428 


M00054803B:B12 


ES 198 


554116 


1982.M20.gz43_248460 


M00054803C:G01 


ES 198 


551755 


1982.M24.gz43_248524 


M00054804A:G08 


ES 198 


496570 


1982.N08.gz43_248269 


M00054804A:H04 


ES 198 


539353 


1982.N09.gz43_248285 


M00054804B.E07 


ES 198 


553979 


1982.Nll.gz43_248317 


M00054804C:F04 


ES 198 


553237 


' 1982.N14.gz43_248365 


M00054804D:A11 


ES 198 


559896 


■> 1982.N16.gz43_248397 


M00054804D:D07 


ES 198 


555571 


1982.N18.gz43_248429 


M00054804D:H12 


ES 198 


41725< 


1982.N22.gz43_248493 


M00054805A:E09 


ES 198 


55361: 


I 1982.O03.gz43_248190 
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M00054805A:H04 


ES 198 


552183 


1982.O04.gz43_248206 


M00054805B:E06 


ES 198 


556856 


1982.O10.gz43_248302 


M00054805B:E11 


ES 198 


497912 


1982.01 l.gz43_2483 18 


M00054805B:G02 


ES 198 


556856 


1982.014.gz43_248366 


M00054805B:G10 


ES 198 


394168 


1982.016.gz43_248398 


M00054806A:G04 


ES 198 


553848 


1982P02.gz43_248175 


M00054806C:C12 


ES 198 


517146 


1982.P08.gz43_248271 


M00054806D:C01 


ES 198 


553331 


1982.P10.gz43_248303 


M00054811A:C10 


ES 198 


551512 


1983.C10.gz43_255077 


M00054811B:H12 


ES 198 


494471 


1983.C19.gz43_255221 


M00054811D:F01 


ES 198 


551659 


1983.D01.gz43_254934 


M00054812D:H05 


ES 198 


549816 


1983.E06.gz43_255015 


M00054813B:D11 


ES 198 


456520 


1983.E19.gz43_255223 


M00054814A:F07 


ES 198 


557525 


1983.F09.gz43_255064 


M00054823B:E07 


ES 198 


450788 


1983.Kll.gz43_255101 


M00054824A:E02 


ES 198 


555641 


1983.L07.gz43_255038 


M00054826B:G08 


ES 198 


447087 


1983N07.gz43_255040 


M00054831A:E11 


ES 198 


554196 


1984.A12.gz43_255491 


M00054831B:E05 


ES 198 


451081 


1984.A20.gz43_255619 


M00054839D:F08 


ES 198 


562302 


1984.G07.gz43_255417 


M00054840D:B03 


ES 198 


557703 


1984.G21.gz43_255641 


M00054842B:B12 


ES 198 


554696 


1984.108.gz43_255435 


M00054848B:E02 


ES 198 


533520 


1984.N02.gz43_255344 


M00054851B:E03 


ES 198 


560984 


1984.P06.gz43_255410 


M00054852C:G03 


ES 198 


559885 


1993.A04.gz43_263822 


M00054852D:D09 


ES 198 


556715 


1993.A09.gz43_263902 


M00054853A:A10 


ES 198 


556132 


1993.All.gz43_263934 


M00054853B:E07 


ES 198 


522703 


1993.A18.gz43_264046 


M00054853B:E10 


ES 198 


599433 


1993.A19.gz43_264062 


M00054854A:H06 


ES 198 


554524 


1993.B05.gz43_263839 


M00054854B:C04 


ES 198 


548861 


1993.B07.gz43_263871 


M00054854C:H02 


ES 198 


450829 


1993.B12.gz43_263951 


M00054855B:E04 


ES 198 


554672 


1993.C05.gz43_263840 


M00054855B:F10 


ES 198 


556918 


1993.C07.gz43_263872 


M00054855C:B06 


ES 198 


496897 


1993.C09.gz43_263904 


M00054855C:H08 


ES 198 


557209 


1993.C13.gz43_263968 


M00054855D:G12 


ES 198 


557077 


1993.C14.gz43_263984 


M00054856A:F08 


ES 198 


554613 


1993.C20.gz43_264080 


M00054856D:E11 


ES 198 


560714 


1993.D05.gz43_263841 


M00054857A:B11 


ES 198 


554084 


1993.D09.gz43_263905 


M00054857A.G09 


ES 198 


554756 


1993.D14.gz43_263985 


M00054857A:G12 


ES 198 


55498S 


> 1993.D15.gz43_264001 


M00054857B:D08 


ES 198 


593342 


I 1993.D19.gz43_264065 


M00054857C:G09 


ES 198 


55574C 


1993.E02.gz43_263794 
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ClonelD 


bb JNO 


ciusteriLJ 


o cc|ucncci^ al I iC 




M00054857D:bl2 


CO 1QO 

is iyo 




1 00^ F07 <>74^ 261874 




MU0034858A:BU5 


PC 1QR 

tib 170 


JJ't't" / 


1001F10az41 261922 




A>f AAAC/l OCO A .TfcA/£ 


CC 1QO 


tOZ,JUU 


1 Q01 F 1 4 oz43 263986 




AVfAAAC/IQCQ A .T\f\Q 


PC 1QR 

rib iyo 


JJU / 1*+ 


1Q01 F15 az43 264002 




» jtaaac/i qcod< a in 
MUUUMoooB.AlU 


CO 1QR 

rib ivo 


4S1401 


1993F18ez43 264050 




VlU0054o5oU:CU4 


PC 10ft 
ib l70 




1993 F02 ez43 263795 




m / AAA C yl Q C A A «Ti 1 A 


PC 1 OR 

ib iyo 


SSSQ£R 


1993F10ez43 263923 




AJAAAC /I OCA A -CAO 

\1000Mo59A.bUZ 


PC 1QR 
rib iyo 


JJJOD / 


1993 Fll ez43 263939 




A JAAA C /I Q ^ QT\ -T^nO 


PC 1QR 


J J / / 1 Z7 


1993 F24 ez43 264147 




V100054o3yD:bU 1 


CO 1Q« 

i3 I70 




1993G02ez43 263796 

1 77J . \jvjl> .fZfiT~J *-.\J *J i 




X A AAAC/t q^gtvpag 


pc io« 


JJttJU 


1993 G03 ez43 263812 




\jtaaa</i q cotv/^a/i 


T7Q 1 OR 

170 




1993 G05 ez43 263844 




ajtaaac.>4 q^ac^ci 1 




S4Q4X 1 


1993G16ez43 264020 




X A A A A C A Q £. C\ • C* C\ A 


PC 1 OR 


SS49? 1 
jjtji/i i 


1993 G19 ez43 264068 




a jtaaac/1 o/inr'.Uft/i 
M000M©6UC.bU4 


PC IQft 


*t7 / JDJ 


1993 G21 ez43 264100 




A jTAAAC A O tLC\f^ . T7A 1 


PC lOR 


AQn^90 


1993 G24 ez43 264148 




* jtaaac /i o zt . t~\ a i 

V100054860D:DO 1 


CC 1 OR 

rib iy?s 




1QQ1H04^743 263829 




"Ik K f\f\C\C A O/! 1 T*> .T TAP 


PC 1 OR 


jOUZJ7 


1991H14az43 263989 




■» k r\r\f\ c a o /1 1 jO ,T7 i f\ 

VL00054861C:blU 


PC 1 Oft 

bb iVo 


1 R1 1 


IOOIHI80741 264053 


ru 


rf\f\nc A OZTO/"*.T\AC 


PC 1 Oft 

bb i^o 


jZZjU / 


1QQ3T07O743 263878 


"t ;< l 


/fAAAC /i o/:Tn.r\ i A 


PC 1 OR 

rib ivo 




1993 113 ez43 263974 


L: 


\1000548o3A:Al 1 


PC lOR 

lib iyo 




1993TlSaz43 264006 




» jtaaac a o^^n./^AT 

V100054oo3JJ:CU / 


PC 1 OR 
lib IVo 




1993 123 ez43 264134 


r - s 


A ^AAAC A Q/TTTVTTA^ 


PC 1QR 

rib iyo 


SS4Q00 


1993 J01 sz43 263783 




A jTAAAC H /I .OA'") 

M00054864B.BU2 


PC 1 OR 

rib ivo 




1993J05ez43 263847 




Ik fAAAC A O £ A T!> . T\ A O 

M00054864B:UU8 


PC 1 OR 

bb iyo 




1QQ1 T08 az43 263895 


£P 


A jTAAAC AO £. A . A A1 

M00054864C:AU1 


PC 10R 

rib lVo 


oi no 

Jl7 1U7 


1993 Til q:z43 263943 




» iff A A AC ylO/ICA.AIA 

M00U54865A.A1U 


PC 1 OR 

rib I70 


*toz / o / 


1993J20ez43 264087 




Tk. jTAAAC /I O/f T1.T TA /I 

M00054565B:riU4 


PC 1QR 

rib iyo 




1993K10ez43 263928 




A yff AAAC>I QjCCTVCA^ 


PC 1QR 

rib iyo 


J7tJO / 


1993 K16 ez43 26402^ 




A jTAAAC A OiCiCD-Z^A 1 

M000548ooB:CU 1 


PC lOR 

rib iyo 




1993 L01 ez43 263785 




A JTAAAC /I Q jCTD • /"* A 1 


PC 1QR 

rio iyo 




1993 L04 ez43 263833 

1 / y J ,1jV/ 1 " 




A >T A A A C >| O C £L • i^A7 


PC 1 OR 

rib iy© 


^ J J VJ\J 


1993 L10 ez43 263929 

X 7 7 J . xj xv/. f^r i~ ^J~J ^ *-* s 




\jtaaa^/i Q/C/cr\*/" , Ai 


CC 1 QR 

•rio iyo 


409749 


1993 L14 ez43 263993 

X 7 7 ■/ . x-/ X 1^ . 




MuUU34oo / A.CU / 


PC 1QR 

rib iyo 




1993 L21 ez43 264105 

X 7 7»/ ,XJJ>> X ~* w 1 x v«y 




A vTAAAC A O £LH A ./^ A 1 

M000548o/A.CjU 1 


PC 1 OR 

rib iyo 


SSI S01 


1993 L24 ez43 264153 




A A A A AC A ©jCTD-F^AO 

M00U54867B.UUZ 


PC 1QR 

rio iy© 


40^^0^ 


1 993 M03 ez43 263818 




"fc jTAAAC A O C *1T\ .T_TAO 


PC 1 OR 

rib iyo 


4DJJ 1 J 


1993 M13ez43 263978 

1 77 J. 1VX X -/ • n*- 4 4~\J —J S r v 




M00054868B:A05 


T^O 1 AO 

Eb 198 


C<^OT/l 

dd fy /4 


1Q07 1V49^ ctt41 9641311 




M00054868C:G11 


ES 198 


559027 


1993.N06.gz43_263867 




M00054869A:A09 


ES 198 


552396 


1993.N13.gz43_263979 




M00054869A:D03 


ES 198 


457825 


1993.N17.gz43_264043 




M00054869C:A05 


ES 198 


182113 


1993.O01.gz43_263788 




M00054869C:H04 


ES 198 


549946 


» 1993.O06.gz43_263868 
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M00054869D:F02 


ES 198 


594434 


1993.O10.gz43_263932 


M00054870A:D11 


ES 198 


549666 


1993.O13.gz43_263980 


M00054870B:A12 


ES 198 


553072 


1993.0 17.gz43_264044 


M00054870B:G12 


ES 198 


555553 


1993.O21.gz43_264108 


M00054870C:C05 


ES 198 


522648 


1993.P03.gz43_263821 


M00054870C:E06 


ES 198 


556382 


1993.P04.gz43_263837 


M00054870D:G08 


ES 198 


555702 


1993.P10.gz43_263933 


M00054871A:C04 


ES 198 


390017 


1993.P14.gz43_263997 


M00054871A:E03 


ES 198 


553582 


1993.P15.gz43_264013 


M00054871A:E07 


ES 198 


524464 


1993.P18.gz43_264061 


M00054871A:H07 


ES 198 


481641 


1993.P21.gz43_264109 


M00054871B:E10 


ES 198 


553586 


1993.P24.gz43_264157 


M00054871B:F06 


ES 198 


556839 


1994.A02.gz43_255715 


M00054872A:H10 


ES 198 


559531 


1994.A19.gz43_255987 


M00054873C:E09 


ES 198 


553636 


1994.B17.gz43_255956 


M00054877A:F01 


ES 198 


562243 


1994.E15.gz43_255927 


M00054878B:G03 


ES 198 


447483 


1994 F22.gz43_256040 


M00054885C:G06 


ES 198 


549391 


1994.K24.gz43_256077 


M00054887C:E09 


ES 198 


558564 


1994.M12.gz43_255887 


M00054891D:D03 


ES 198 


556722 


1995.A01.gz43_256083 


M00054891D:H05 


ES 198 


557218 


1995.A03.gz43_256115 


M00054892C:G05 


ES 198 


555998 


1995.A14.gz43_256291 


M00054892D:D06 


ES 198 


454812 


1995.A19.gz43_256371 


M00054893A:F08 


ES 198 


550047 


1 995 .B06 .gz43_256 1 64 


M00054893C:A06 


ES 198 


562106 


1995.B14.gz43_256292 


M00054893C:A07 


ES 198 


554002 


1995.B15.gz43_256308 


M00054893C:B02 


ES 198 


556365 


1995.B16.gz43_256324 


M00054893C:E04 


ES 198 


551463 


1995.B20.gz43_256388 


M00054893C:G06 


ES 198 


474163 


1995.B22.gz43_256420 


M00054893D:D12 


ES 198 


556632 


1995.B24.gz43_256452 


M00054893D:F07 


ES 198 


550204 


1995.C02.gz43_256101 


M00054893D:G09 


ES 198 


562152 


1995.C03.gz43_256117 


M00054894A:F05 


ES 198 


469605 


1995.C06.gz43_256165 


M00054894C:B11 


ES 198 


556404 


1995.C12.gz43_256261 


M00054894D:F04 


ES 198 


446186 


1995.C15.gz43_256309 


M00054895B:A02 


ES 198 


558779 


1995.C23.gz43_256437 


M00054895B:A08 


ES 198 


596809 


1995.C24.gz43_256453 


M00054895B:D09 


ES 198 


447858 


1995.D05.gz43_256150 


M00054895C:B07 


ES 198 


82864 


1995.Dll.gz43_256246 


M00054895D:B02 


ES 198 


549228 


1995D16.gz43_256326 


M00054895D:C10 


ES 198 


552122 


1995.D18.gz43_256358 


M00054896B:E09 


ES 198 


562672 


1995. E04.gz43_256 135 


M00054896C:D08 


ES 198 


556725 


1995 E09.gz43_256215 


M00054896C:F01 


ES 198 


451049 


1995.E10.gz43_256231 
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M00054896D:C01 


ES 198 


556499 


1995.E13.gz43_256279 


M00054896D:C11 


ES 198 


557326 


1995.E14.gz43_256295 


M00054896D:E11 


ES 198 


557283 


1995.E16.gz43_256327 


M00054897C:F03 


ES 198 


562679 


1995.F03.gz43_256120 


M00054897D:E08 


ES 198 


556804 


1995.F07.gz43_256184 


M00054898A:G09 


ES 198 


453715 


1995.F13.gz43_256280 


M00054898B:A03 


ES 198 


556328 


1995.F16.gz43_256328 


M00054898B:D01 


ES 198 


549997 


1995.F20.gz43_256392 


M00054898B:D04 


ES 198 


458035 


1995.F21.gz43_256408 


M00054898D:H12 


ES 198 


543855 


1995.G03.gz43_256121 


M00054899A:D09 


ES 198 


460690 


1995.G05.gz43_256153 


M00054899C:D11 


ES 198 


553534 


1995.G16.gz43_256329 


M00054899D:C11 


ES 198 


558011 


1995.G20.gz43_256393 


M00054899D:F07 


ES 198 


555830 


1995.G23.gz43_256441 


M00054899D:G01 


ES 198 


561382 


1995.H01.gz43_256090 


M00054900B:A09 


ES 198 


556362 


1995.H05.gz43_256154 


M00054900B:D08 


ES 198 


525429 


1995.H07.gz43_256186 


M00054900B:D12 


ES 198 


559554 


1995.H08.gz43_256202 


M00054900B:G10 


ES 198 


560668 


1995.H10.gz43_256234 


M00054900C:B04 


ES 198 


559554 


1995.Hll.gz43_256250 


M00054900C:C03 


ES 198 


516691 


1995.H12.gz43_256266 


M00054900C:D08 


ES 198 


556753 


1995.H13.gz43_256282 


M00054900D:F11 


ES 198 


557004 


1995.H16.gz43_256330 


M00054900D:G04 


ES 198 


561115 


1995.H17.gz43_256346 


M00054901A:B04 


ES 198 


559088 


1995.H20.gz43_256394 


M00054901A:F01 


ES 198 


555837 


1995.H21.gz43_256410 


M00054901A:H11 


ES 198 


556169 


1995.H22.gz43_256426 


M00054901B:H10 


ES 198 


556165 


1995.103.gz43_256123 


M00054901C:A04 


ES 198 


559088 


1995.104.gz43_256139 


M00054901C:G01 


ES 198 


553102 


1995.107.gz43_256187 


M00054901D:B01 


ES 198 


555260 


1995.110.gz43_256235 


M00054902B:G02 


ES 198 


595066 


1995I20.gz43_256395 


M00054902C:A12 


ES 198 


452182 


1995.121.gz43_256411 


M00054903A:G07 


ES 198 


555701 


1995J03.gz43_256124 










M00054903B:A02 


ES 199 


559113 


1995.J04.gz43_256140 


M00054903C:F03 


ES 199 


555785 


1995J10.gz43_256236 


M00054903C:G03 


ES 199 


549847 


1995.J13.gz43_256284 


M00054903C:G04 


ES 199 


558935 


1995.J14.gz43_256300 


M00054903D:B05 


ES 199 


555184 


1995J15.gz43_256316 


M00054903D:G01 


ES 199 


558177 


1995.J19.gz43_256380 


M00054903D:G10 


ES 199 


555967 


1995.J21.gz43_256412 


M00054904A:F07 


ES 199 


554604 


1995.K02.gz43_256109 


M00054904A:H10 


ES 199 


549376 


1995.K03.gz43_256125 
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M00054904C:A02 


ES 199 


554028 


1995.K07.gz43_256189 


M00054904C:B06 I 


ES 199 


510309 


1995.K08.gz43_256205 


M00054904C:G09 


ES 199 


549822 


1995.K13.gz43_256285 


M00054904D:B01 


ES 199 


559036 


1995.K14.gz43_256301 


M00054904D:F07 


ES 199 


411272 


1995.K18.gz43_256365 


M00054904D:G04 


ES 199 


558868 


1995.K20.gz43_256397 


M00054906D:D06 


ES 199 


492256 


1995.L05.gz43_256158 


M00054907A:D01 


ES 199 


554344 


1995.L08.gz43_256206 


M00054907B:E07 


ES 199 


489001 


1995.L13.gz43_256286 


M00054907B:F01 


ES 199 


399766 


1995.L14.gz43_256302 


M00054907C:A12 


ES 199 


553969 


1995.L16.gz43_256334 


M00054907C:D03 


ES 199 


554246 


1995.L18.gz43_256366 


M00054907D:D01 


ES 199 


554244 


1995.L22.gz43_256430 


M00054908A:F10 


ES 199 


522220 


1995.M03.gz43_256127 


M00054908C:A10 


ES 199 


555082 


1995.M17.gz43_256351 


M00054908D:A07 


ES 199 


558326 


1995.N02.gz43_256112 


M00054910A:H12 


ES 199 


562492 


1995.N08.gz43_256208 


M00054910B:F07 


ES 199 


561525 


1 995 .N09.gz43_25 6224 


M00054910D:F04 


ES 199 


555786 


1995.N13.gz43_256288 


M00054921C:G01 


ES 199 


554747 


1995.N23.gz43_256448 


M00054921C:G06 


ES 199 


495365 


1 995 .N24.gz43_25 6464 


M00054922A:C11 


ES 199 


550710 


1995.O03.gz43_256129 


M00054922B:A08 


ES 199 


553975 


1995.O08.gz43_256209 


M00054922B:A10 


ES 199 


150839 


1995.O09.gz43_256225 


M00054922B:F03 


ES 199 


554554 


1995.O10.gz43_256241 


M00054922C:A11 


ES 199 


553976 


1995.O14.gz43_256305 


M00054922D:A07 


ES 199 


471152 


1995.018.gz43_256369 


M00054923A:H02 


ES 199 


447639 


1995.024.gz43_256465 


M00054923D:A08 


ES 199 


562579 


1995P06.gz43_256178 


M00054923D:D04 


ES 199 


559118 


1995.P07.gz43_256194 


M00054924B:E10 


ES 199 


562989 


1995.P13.gz43_256290 


M00054924B:F02 


ES 199 


448793 


1995.P14.gz43_256306 


M00054924B:F07 


ES 199 


553691 


1995.P15.gz43_256322 


M00054924D:E01 


ES 199 


562714 


1995.P17.gz43_256354 


M00054925A.B08 


ES 199 


556852 


1995.P19.gz43_256386 


M00054925B:B01 


ES 199 


559728 


1996.A04.gz43_256539 


M00054927C:C03 


ES 199 


473512 


1996.B13.gz43_256684 


M00054928A:C11 


ES 199 


550782 


1996.B20.gz43_256796 


M00054930D:D04 


ES 199 


558024 


1996.D13.gz43_256686 


M00054931C:F10 


ES 199 


549171 


1 f\C\£ T?f\£. **~A1 

1996.r,0o.gz4J_ZDOJ 10 


M00054933A-.H09 


ES 199 


44608 


1996.F18.gz43_256768 


M00054933B:C02 


ES 199 


562106 


i 1996.F20.gz43_256800 


M00054936B:G02 


ES 199 


55573S 


> 1996.118.gz43_256771 


M00054936C:B08 


ES 199 


549805 


I 1996.119.gz43_256787 
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M00054936C:G03 


ES 199 


447585 


1996.121.gz43_256819 


M00054936D:H10 


ES 199 


554845 


1996J01.gz43_256500 


M00054938A:B08 


ES 199 


418512 


1996.K02.gz43_256517 


M00054939A:B11 


ES 199 


560088 


1996.L08.gz43_256614 


M00054939D:E03 


ES 199 


552566 


1996.M08 .gz43_2566 1 5 


M00054940C:H12 


ES 199 


227777 


1996.N13.gz43_256696 


M00054940D:E06 


ES 199 


553535 


1996N16.gz43_256744 


M00054941A:A08 


ES 199 


558397 


1996.N18.gz43_256776 


M00054941C:G04 


ES 199 


562550 


1996.O06.gz43_256585 


M00054942A:G01 


ES 199 


549622 


1996O20.gz43_256809 


M00054942C:B04 


ES 199 


67060 


1996.P05.gz43_256570 


M00054943A:H11 


ES 199 


481166 


1996.P20.gz43_256810 


M00054943D:F12 


ES 199 


562053 


2005.A14.gz43_257085 


M00054945B.G09 


ES 199 


554833 


2005.C07.gz43_256975 


M00054949C:H07 


ES 199 


430194 


2005.F21.gz43_257202 


M00054951A:G03 


ES 199 


555996 


2005.H14.gz43_257092 


M00054952A:B12 


ES 199 


496870 


2005.110.gz43_257029 


M00054952D:A11 


ES 199 


555018 


2005J08.gz43_256998 


M00054953B:D07 


ES 199 


555526 


2005.J12.gz43_257062 


M00054954A:F12 


ES 199 


561878 


2005.K03.gz43_256919 


M00054959A:A08 


ES 199 


556355 


2005.O05.gz43_256955 


M00054960C:C03 


ES 199 


456795 


2006.A03.gz43_257293 


M00054961A:E10 


ES 199 


550149 


2006.All.gz43_257421 


M00054961B:D07 


ES 199 


556740 


2006.A17.gz43_257517 


M00054961B:G06 


ES 199 


562990 


2006.A22.gz43_257597 


M00054961C:H07 


ES 199 


450524 


2006.B02.gz43_257278 


M00054961D:A10 


ES 199 


556273 


2006.B03 .gz43_257294 


M00054961D:H08 


ES 199 


557421 


2006.B09.gz43_257390 


M00054962A:H07 


ES 199 


129715 


2006.B22.gz43_257598 


M00054962B:A07 


ES 199 


555135 


2006.B23.gz43_257614 


M00054962C:D02 


ES 199 


599012 


2006.C06.gz43_257343 


M00054963A:C12 


ES 199 


531145 


2006.C17.gz43_257519 


M00054963A:E02 


ES 199 


560696 


2006.C20.gz43_257567 


M00054963A:G12 


ES 199 


553976 


2006.C22.gz43_257599 


M00054963A:H04 


ES 199 


471257 


2006.C23.gz43_257615 


M00054963B:H01 


ES 199 


449537 


2006.D05.gz43_257328 


M00054963C:C08 


ES 199 


555394 


2006.D06.gz43_257344 


M00054963C:H06 


ES 199 


559373 


2006.Dll.gz43_257424 


M00054964A:B09 


ES 199 


561984 


2006.D22.gz43_257600 


M00054964A:C06 


ES 199 


562386 


2006.D23 .gz43_2576 1 6 


M00054964A:F09 


ES 199 


556954 


2006.E03.gz43_257297 


M00054964C:B07 


ES 199 


553204 


2006.E10.gz43_257409 


M00054965C:C04 


ES 199 


557883 


2006.F18.gz43_257538 


M00054966A:C02 


ES 199 


465339 


2006.G01.gz43_257267 
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M00054966A:C11 


ES 199 


553021 


2006.G03.gz43_257299 


M00054966A:D06 


ES 199 


593166 


2006.G05.gz43_257331 


M00054966A:D09 


ES 199 


593173 


2006.G06.gz43_257347 


M00054966A:G02 


ES 199 


556126 


2006.G10.gz43_257411 


M00054966D:C05 


ES 199 


497938 


2006.G22.gz43_257603 


M00054966D:H12 


ES 199 


494306 


2006.H03.gz43_257300 


M00054967A:D11 


ES 199 


456203 


2006.H05.gz43_257332 


M00054967D:F08 


ES 199 


208278 


2006.103.gz43_257301 


M00054968A:C11 


ES 199 


592941 


2006.106.gz43_257349 ' 


M00054969A:B08 


ES 199 


436888 


2006.J05.gz43_257334 


M00054969A:E05 


ES 199 


556123 


2006.J08.gz43_257382 


M00054969A:F12 


ES 199 


554646 


2006Jll.gz43_257430 


M00054969B-.F12 


ES 199 


556552 


2006.J19.gz43_257558 


M00054969C:G09 


ES 199 


556951 


2006.J22.gz43_257606 


M00054969C:H05 


ES 199 


557080 


2006.J23.gz43_257622 


M00054969D:D04 


ES 199 


554379 


2006.K06.gz43_257351 


M00054969D:G1 1 


ES 199 


450932 


2006.K09.gz43_257399 


M00054970A:G03 


ES 199 


470386 


2006.K18.gz43_257543 


M00054970B:B02 


ES 199 


218113 


2006.K20.gz43_257575 


M00054970C:C08 


ES 199 


504400 


2006.L03 .gz43_257304 


M00054971A:D04 


ES 199 


557559 


2006.L20.gz43_257576 


M00054971A:D07 


ES 199 


554275 


2006.L22.gz43_257608 


M00054971C:C11 


ES 199 


554204 


2006.Mll.gz43_257433 


M00054971C:H06 


ES 199 


596152 


2006.M 1 8 .gz43_257545 


M00054971D:F04 


ES 199 


554643 


2006.M23 .gz43_257625 


M00054972B:E06 


ES 199 


554524 


2006.N12.gz43_257450 


M00054972C:F09 


ES 199 


552669 


2006.N18.gz43_257546 


M00054972D:A10 


ES 199 


553983 


2006.N22.gz43_257610 


M00054973B:A10 


ES 199 


555103 


2006.O06.gz43_257355 


M00054973D:B09 


ES 199 


555155 


2006.O16.gz43_257515 


M00054974C:A04 


ES 199 


557780 


2006.P02.gz43_257292 


M00054974D:C11 


ES 199 


556552 


2006.Pll.gz43_257436 


M00054975A:C08 


ES 199 


559047 


2006.P12.gz43_257452 


M00054975A:E02 


ES 199 


552941 


2006.P13.gz43_257468 


M00054975B:B06 


ES 199 


554365 


2006.P15.gz43_257500 


M00054975C:D08 


ES 199 


549579 


2006.P22.gz43_257612 


M00054975C:E02 


ES 199 


558707 


2007.A01.gz43_257645 


M00054975C:G06 


ES 199 


482509 


2007.A03.gz43_257677 


M00054976A:A03 


ES 199 


551967 


2007.A05.gz43_257709 


M00054976B:C10 


ES 199 


556512 


2007.A08.gz43_257757 


M00054976C:A03 


ES 199 


55 8670 


2007.All.gz43_257805 


M00054976C:G10 


ES 199 


4765 H 


2007.A19.gz43_257933 


M00054976D:F06 


ES 199 


523332 


2007.A24.gz43_258013 


M00054977C:A09 


ES 199 


458257 


2007.B13.gz43_257838 
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M00054977C:B08 


ES 199 


556416 


2007.B14.gz43_257854 


M00054977C:D08 


ES 199 


501056 


2007.B15.gz43_257870 


M00054977C:D12 


ES 199 


556690 


2007.B16.gz43_257886 


M00054977C:F09 


ES 199 


561112 


2007.B18.gz43_257918 


M00054977D:B06 


ES 199 


551694 


2007.B20.gz43_257950 


M00054978C:E07 


ES 199 


556768 


2007.C04.gz43_257695 


M00054978D:H09 


ES 199 


562750 


2007.C09.gz43_257775 


M00054979A:C09 


ES 199 


556511 


2007.C10.gz43_257791 


M00054979A:H10 


ES 199 


550886 


2007.C12.gz43_257823 


M00054979B:G12 


ES 199 


557054 


2007.C18.gz43_257919 


M00054980C:C07 


ES 199 


556603 


2007.D09.gz43_257776 


M00054980C:H08 


ES 199 


550333 


2007.Dll.gz43_257808 


M00054980D:H07 


ES 199 


555197 


2007.D13.gz43_257840 


M00054981B:B09 


ES 199 


483410 


2007.D18.gz43_257920 


M00054981B:H12 


ES 199 


467293 


2007.D21.gz43_257968 


M00054981C:A11 


ES 199 


481243 


2007.D24.gz43_258016 


M00054981D:C03 


ES 199 


549822 


2007.E06.gz43_257729 


M00054981D:C06 


ES 199 


556561 


2007.E08.gz43_257761 


M00054982C:A02 


ES 199 


552437 


2007.E15.gz43_257873 


M00054983A:F08 


ES 199 


562655 


2007.E20.gz43_257953 


M00054983C:F05 


ES 199 


170450 


2007.F04.gz43_257698 


M00054983C:G09 


ES 199 


554123 


2007.F05.gz43_257714 


M00054983D:D05 


ES 199 


560652 


2007.F09.gz43_257778 


M00054984A:A05 


ES 199 


555512 


2007.F10.gz43_257794 


M00054984A:D12 


ES 199 


549581 


2007.F12.gz43_257826 


M00054985A:D09 


ES 199 


555594 


2007.G10.gz43_257795 


M00054985C:B12 


ES 199 


543429 


2007.G17.gz43_257907 


M00054985C:D04 


ES 199 


598589 


2007.G18.gz43_257923 


M00054985D:E03 


ES 199 


560748 


2007.G23.gz43_258003 


M00054986B:D07 


ES 199 


555639 


2007.H07.gz43_257748 


M00054986C:D08 


ES 199 


553787 


2007.H12.gz43_257828 


M00054986D:D11 


ES 199 


557615 


2007.H16.gz43_257892 


M00054986D:E03 


ES 199 


554793 


2007.H17.gz43_257908 


M00054987A:A09 


ES 199 


559053 


2007.H20.gz43_257956 


M00054987B:D06 


ES 199 


555593 


2007.104.gz43_25770 1 


M00054987B:G05 


ES 199 


550814 


2007.105 .gz43_2577 17 


M00054987C:A11 


ES 199 


454463 


2007.108.gz43_257765 


M00054987C:B12 


ES 199 


553615 


2007.109.gz43_25778 1 


M00054987C:G04 


ES 199 


556598 


2007.110.gz43_257797 


M00054987D:D01 


ES 199 


475624 


20U7.112.gz4J_/j /o/y 


M00054988C:B08 


ES 199 


556396 


2007.117.gz43_257909 


M00054988C:G02 


ES 199 


557039 


2007.119.gz43_257941 


M00054989B:C10 


ES 199 


554098 


2007.J02.gz43_257670 


M00054989B:C11 


ES 199 


471827 


2007.J03.gz43_257686 



834 




Table 13 



ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00054989B:E04 


ES 199 


556839 


2007J04.gz43_257702 


M00054989C:C12 


ES 199 


559580 


2007.J06.gz43_257734 


M00054990A:F10 


ES 199 


552188 


2007J10.gz43_257798 


M00054990C:A08 


ES 199 


556288 


2007.J17.gz43_257910 


M00054990C:E06 


ES 199 


554818 


2007J18.gz43_257926 


M00054990D:A06 


ES 199 


556286 


2007J20.gz43_257958 










M00054990D:F04 


ES 200 


503452 


2007.J21.gz43_257974 


M00054991B:E11 


ES 200 


556841 


2007.K03.gz43_257687 


M00054991C:E01 


ES 200 


454463 


2007.K08.gz43_257767 


M00054991D:B05 


ES 200 


549334 


2007.K13.gz43_257847 


M00054992A:C08 


ES 200 


555277 


2007.K19.gz43_257943 


M00054992A:D11 


ES 200 


551798 


2007.K20.gz43_257959 


M00054992D:C12 


ES 200 


597957 


2007.L03.gz43_257688 


M00054992D:F06 


ES 200 


557811 


2007.L05.gz43_257720 


M00054993A:E04 


ES 200 


554885 


2007.L07.gz43_257752 


M00054993B:H06 


ES 200 


555658 


2007.L15.gz43_257880 


M00054993C:C10 


ES 200 


552055 


2007.L17.gz43_257912 


M00054993C:D12 


ES 200 


559372 


2007.L20.gz43_257960 


M00054993C:G12 


ES 200 


556019 


2007.L22.gz43_257992 


M00054993C:H05 


ES 200 


562323 


2007 .L23 .gz43_25 8008 


M00054993D:F04 


ES 200 


557420 


2007.M02.gz43_257673 


M00054994A:E05 


ES 200 


550833 


2007.M06.gz43_257737 


M00054994B:D11 


ES 200 


452682 


2007.M1 1 .gz43_2578 17 


M00054994C:A01 


ES 200 


476398 


2007.M13.gz43_257849 


M00054994C:B12 


ES 200 


553252 


2007.M14.gz43_257865 


M00054994C:G06 


ES 200 


553797 


2007.M16.gz43_257897 


M00054995B:G12 


ES 200 


554764 


2007.N06.gz43_257738 


M00054995D:D10 


ES 200 


551150 


2007 .N 1 3 .gz43_257850 


M00054996A:B01 


ES 200 


559514 


2007.N17.gz43_257914 


M00054996A:D10 


ES 200 


549214 


2007.N20.gz43_257962 


M00054996B:C11 


ES 200 


555958 


2007 .N24.gz43_25 8026 


M00054997A:C02 


ES 200 


554212 


2007.O12.gz43_257835 


M00054997A:G11 


ES 200 


476732 


2007.O15.gz43_257883 


M00054997B:F10 


ES 200 


559096 


2007.O18.gz43_25793 1 


M00054997C:H03 


ES 200 


560984 


2007 . 024 .gz43_2 5 8 027 


M00054997D.E01 


ES 200 


554395 


2007.P06.gz43_257740 


M00055000A:H10 


ES 200 


553915 


2007.PlLgz43_257820 


M00055000B:B04 


ES 200 


555883 


2007.P12.gz43 257836 


M00055000B:F02 






9007 P1^ ot4^ 257852 


M00055000C:F08 


ES 200 


549516 


2007.P17.gz43_257916 


M00055000D:C03 


ES 200 


557531 


2007.P19.gz43_257948 


M00055001A-.A02 


ES 200 


591128 


2007.P24.gz43_258028 


M00055001A:B10 


ES 200 


553064 


2008.A02.gz43_258047 
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ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00055001A:G05 


ES 200 


554693 


2008.A09.gz43_258159 


M00055001B:H05 


ES200 


552613 


2008.A14.gz43_258239 


M00055001C:A11 


ES 200 


553967 


2008.A15.gz43_258255 


M00055001C:C10 


ES 200 


335714 


2008.A17.gz43_258287 


M00055001C:G07 


ES 200 


549690 


2008A18.gz43_258303 


M00055002B:E07 


ES 200 


549912 


2008 .B03 .gz43_25 8064 


M00055002B:G03 


ES 200 


556042 


2008.B05.gz43_258096 


M00055002D:A07 


ES 200 


554379 


2008.Bll.gz43_258192 


M00055002D:E04 


ES200 


562550 


2008B12.gz43_258208 


M00055003A:D05 


ES200 


553191 


2008.B15.gz43_258256 


M00055003A:D11 


ES 200 


437580 


2008.B16.gz43_258272 


M00055003A:G04 


ES200 


555949 


2008.B18.gz43_258304 


M00055003A:H01 


ES 200 


601219 


2008.B19.gz43_258320 


M00055003B:E07 


ES 200 


555639 


20O8.B21.gz43_258352 


M00055003B:G11 


ES 200 


558744 


2008.B23.gz43_258384 


M00055003C:E08 


ES 200 


559011 


2008.C04.gz43_258081 


M0OO55003D:F09 


ES200 


134237 


2008.C09.gz43_258161 


M00055004B-.C12 


ES 200 


557326 


2008.C16.gz43_258273 


M00055005A:C07 


ES 200 


552006 


2008.D02 .gz43_25 8050 


M00055005A:E02 


ES200 


555701 


2008.D04.gz43_258082 


M00055005C:G04 


ES 200 


556616 


2008.D16.gz43_258274 


M00055005D:B08 


ES 200 


460445 


2008.D17.gz43_258290 


M00055005D:C11 


ES200 


555289 


2008.D18.gz43_258306 


M00055005D:G04 


ES 200 


553523 


2008.D22.gz43_258370 


M00055006A:D01 


ES 200 


559676 


2008.E02.gz43_258051 


M00055006B:A09 


ES 200 


558212 


2008.E05.gz43_258099 


M00055006B:C08 


ES 200 


552674 


2008.E07.gz43_258131 


M00055006B:E05 


ES200 


347057 


2008.E10.gz43_258179 


M00055006B:G03 


ES 200 


557026 


2008.Ell.gz43_258195 


M00055007C:D01 


ES 200 


34381 


2008.F08.gz43_258148 


M00055007D:D11 


ES200 


480960 


2008 .F 1 3 .gz43_25 8228 


M00055008B:E08 


ES 200 


550497 


2008.F18.gz43_258308 


M00055008B:F03 


ES 200 


522762 


2008.F19.gz43_258324 


M00055008B:F04 


ES 200 


558530 


2008.F20.gz43_258340 


M00055008C:F09 


ES 200 


551444 


2008.G03.gz43_258069 


M00055008C:H10 


ES200 


554932 


2008.G05.gz43_258101 


M00055008D:A02 


ES 200 


554015 


2008.G06.gz43_258117 


M00055008D:E02 


ES 200 


556041 


2008.G12.gz43_258213 


MOO0550O8D:F05 


ES200 


560563 


2008 .G 1 3 .gz43_25 8229 


M00055008D:F12 


ES 200 


449314 


2008.G14.gz43_258245 


M00055008D:H11 


ES 200 


22308 


2008.G18.gz43_258309 


M00055009C:A07 


ES 200 


55404C 


2008.H02.gz43_258054 


M00055009C:F06 


ES 200 


549195 


2008.H08.gz43_258150 


M00055009C:F07 


ES 200 


594994 


2008.H09.gz43_258166 
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M00055009D:D12 



M00055010A:B07 



M0005501OA:H05 



M00055010B:A06 



M00055010B:C11 



M00055010C:C10 



M00055010D:A02 



M00055010D:D08 



M00055010D:E08 



M00055010D:F11 



M00055011A:B11 



M00055011A:C06 



M00055011A:F06 



M00055011A:G07 



M00055011A:G12 



M00055011B:D08 



M00055011B:F09 



M00055011C:E04 



ClonelD 



M00055011D:G03 



M00055012B:A10 



M00055012B:H12 



M00055013B:B07 



M00055013B:H01 



M00055014B:C12 



M00055014B:E08 



M00055014C:F05 



M00055014C:F11 



ES 200 



ES 200 



ES 200 



ES 200 



ES200 



ES200 



ES 200 



ES 200 



ES 200 



ES 200 



ES 200 



ES 200 



ES 200 



ES 200 



ES 200 



ES 200 



M00055014D:A11 



M00055015A:C08 



M00055015A:E04 



M00055015B:A04 



M00055015B:E09 



M00055015D:C09 



M00055015D:D06 



M00055015D:G05 



M00055016A:E04 



M00055016B:E02 



M00055016C:F11 



M00055016C:G04 



M00055016D:C07 



M00055016D:C11 



M00055017A:A11 



M00055017C:C12 



M00055017C:D05 



ESNo 



S 200 



S 200 



ES 200 



ES 200 



ES 200 



ES 200 



ES 200 



ES200 



ES200 



ES200 



ES200 



ES 200 



ES 200 



ES 200 



ES 200 



ES 200 



ES 200 



ES 200 



ES 200 



ES 200 



ES 200 



ES 200 



ES 200 



ES 200 



ES 200 



ES 200 



ES 200 



ES 200 



ClusterlD 



558378 



552977 



551656 



460169 



497513 



597780 



555371 



555512 



555658 



600021 



362109 



559464 



556998 



557115 



495984 



549864 



557308 



548858 



557025 



556320 



476438 



497086 



516018 



55661 



605117 



554084 



143207 



451118 



556530 



143218 



556266 



560097 



560525 



562945 



557059 



604859 



494300 



557000 



557308 



555967 



549723 



411113 



556616 



450010 



SequenceName | 



2008.H10.gz43_258182| 



2008.H17.gz43_258294| 



2008.H20.gz43_258342| 



2008.H22.gz43_258374| 



2008.H24.gz43_258406l 



20Q8.I06.gz43_258119| 



20Q8.I09.gz43_258167| 



2008.113.gz43_258231| 



2008.114.gz43_258247| 



20Q8.I15.gz43_258263| 



2008.117.gz43_258295| 



20O8.I18.gz43_258311| 



2008 .121.gz43_258359| 



2008.122.gz43_258375| 



20O8.I23.gz43_258391| 



2008.J01.gz43_258040| 



20Q8.J02.gz43_258056| 



2008.J05.gz43_258104| 



2008 . J09.gz43 258168j 



2008J17.gz43_258296j 



2008.J21.gz43_258360| 



2008.K10.gz43_258185| 



2008.K14.gz43_258249| 



2008.L04.gz43_258090| 



2008 .L05 .gz43_25 8 1 06| 



2008.L08.gz43_258154| 



2008 .L09.gz43_258170| 



2008. LI l.gz43 258202| 



20Q8.L12.gz43_258218| 



2008 .L13.gz43_258234| 



2008L17gz43_258298| 



2008 .L2 l.gz43_258362| 



2008.M05.gz43_258107| 



2008.M07.gz43_258139| 



2008.M1 l.gz43 258203l 



2008.M14.gz43_258251| 



20Q8.M17gz43_258299| 



2008.M20.gz43_258347 
258363 



2008.M21.gz43_ 



2008 .NO 1 .gz43_258044 
2Q08.N02.gz43_258060| 



2008.N06.gz43_258124 
258236 



2008.N13.gz43_2 



2008.N14.gz43_258252| 
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ClonelD 


ES No 


ClusterlD 


SequenceName 


M00055017D:D05 


ES 200 


453908 


2008.N17.gz43_258300 


M00055017D:E04 1 


ES 200 


556790 


2008.N19.gz43_258332 


M00055017D:E08 


ES 200 


554245 


2008. N20.gz43_25 8348 


M00055018C:C06 


ES 200 


495942 


/» Ann /~\.f\*1 A*} ^ C O 1 A 1 

2008 . 007 .gz43_25 8141 


M00055018D:D01 


ES 200 


604179 


2008 .0 1 1 .gz43_25 8205 


M00055018D:E05 


ES 200 


524897 


a g\ r\ n yv i a, A O ^ C O ^ ^ 1 

2008.O I2.gz43_j25822 1 


M00055018D:H03 


ES 200 


551268 


A.nnn y™v i s a o ^SO^OC 

2008.O16.gz43_258285 


M00055019B:B11 


ES 200 


556488 


2008.P0 1 .gz43_25 8046 


M00055019B:H10 


ES 200 


557240 


2008 .P03 .gz43_258078 


M00055019C:C01 


ES 200 


556115 


Anno T\f\ A _ A O 

2008 .P04.gz43 25 8094 


M00055019C:G06 


ES 200 


557121 


Anno T4/\0 A O 1 C O 1 C O 

2008.P08.gz43_258 158 


M00055019D:B02 


ES 200 


556487 


Anno T\1 t ~~ A*y icoin/i 

2008.Pll.gz43 2552U6 


M00055019D:B11 


ES 200 


556490 


A n n n t% 1 n 4 1 ICOIT^ 

2008.P12.gz43_258222 


M00055020A:G11 


ES 200 


562142 


2008.P20.gz43_258J5U 


M00055020B:C12 


ES 200 


608873 


An*^* A r\^\ „ A*} ICO/in 

2017 . A02 .gz432 58433 


M00055020D:G06 


ES 200 


557910 


2017.B02.gz43_2584J4 


M00055021A:F08 


ES 200 


610986 


An t « T"» n, r A*i OCO/IOI 

2017.B05.gz43_258482 


M00055021B:G09 


ES 200 


450059 


2017.B14.gz43_25oozo 


M00055021D:F06 


ES 200 


549114 


2017.B22.gz43_25o /54 


M00055022B-.F07 


ES 200 


557759 


2017.C09.gz43_25854/ 


M00055022C:B12 


ES 200 


557353 


2017.C14.gz43_25ooz/ 


M00055023C:G11 


ES 200 


561935 


2017.D08.gz43_z5o5.5z 


M00055023D:G02 


ES 200 


557049 


2017.D10.gz43_z5o5o4 


M00055024A:B04 


ES 200 


481930 


2017.Dll.gz43_Z5©55U 


M00055024A.C07 


ES 200 


560898 


2017.D14.gz43 25oozo 


M00055024B:E02 


ES 200 


508671 


20 1 7.D 1 8 .gz43_25 8oVz 


M00055024B:E03 


ES 200 


561868 


20 1 7.D 19.gz43_25o/Uo 


M00055024B:E06 


ES 200 


529356 


20 1 7.D2 1 .gz43_25 8740 


M00055024B:F02 


ES 200 


556933 


20 1 7.D22.gz43_25 875 o 


M00055024D:E09 


ES 200 


551884 


20 1 7.E05 .gz43_25 8485 


M00055024D:F07 


ES 200 


559447 


2017.E06.gz43_258501 


M00055024D:G09 


ES 200 


550815 


a n 1 ^7 t-ia^ /« O 1COC 1 7 

2017.E07.gz43_25851 / 


M00055025A:D11 


ES 200 


560250 


2017.E10.gz43_2585o5 


M00055025B:A03 


ES 200 


550986 


2017.E1 1 .gz43_25858 1 


M00055026A:G08 


ES 200 


322123 


2017.F06.gz43_2585Uz 


M00055026CE07 


ES 200 


552891 


2017.r 16.gz4J_z5oDoz 


M00055026D:E12 


ES 200 


556856 


2017.F19.gz43_Z55/ lu 


M00055027A:D03 


ES 200 


447438 


20 1 7 . F2 1 .gz43_25 5 / 4Z 


M00055027A:bU4 


Hi3 zuu 


4041 1 4 

t t7*T-3 1*1 


2017F22ez43 258758 


M00055027A:H02 


ES 200 


557975 


2017.G01.gz43_258423 


M00055027C:G06 


ES 200 


524 IOC 


> 2017.G09.gz43_258551 


M00055027D:E08 


ES 200 


454482 


I 2017.G16.gz43_258663 


M00055028C:D05 


ES 200 


39001' 


r 2017.H04.gz43_258472 


M00055028D:A08 


ES 200 


55625i 


2017.H06.gz43_258504 
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ClonelD 


ES No 


L/iusterlLi 




M00055028D:E10 




DOUZVH 


7017H10aT4^ 258568 


M00055029A:A02 J 


ZUU 


jOUOZ 1 


7017 HI 1 ff741 258584 


M00055029C:D05 J 


cc onn 


JJ /DUj 


9017T07P743 258441 


Vf00055030B:E03 J 


&o ZUU 




2017111 ffz43 258585 


M00055030B:H07 


tto ZUU 


'fOlOJU 


70l7T14a743 258633 


M00055031B:E02 


CC 1f\C\ 

zUU 


DDI jUI 


7017 T06 P741 258506 


M00055031B:E05 


cc onn 
ID zUU 


JJ / / JJ 


7017 T08 ff743 258538 


M00055031B:H08 


cc onn 
l!S ZUU 


CCOAA^l 

JJoUU^f 


7017 Til ez43 258586 


M00055031C:B11 


cc inn 
i!S ZUU 


Z>3Zo*f o 


7017 T14 a743 258634 


M00055032B:D08 


cc inn 
ZUU 


c/: 1 17Q 


7017 K06 a743 258507 


VI00055032D:B06 


CC 1AA 

Lb ZUU 


/1C/IA1 /I 
£ fj £ fU lH- 


70 1 7 K 1 6 ff743 258667 


M00055033B:H01 


zUU 


CillCQA 

Dozjyu 


7017 1 12 ff?43 258604 


M00055033C:A08 


rp OAA 

b5> ZUU 


c«7ioi 
33 /Zoj 


7017 T 13 k43 258620 


M00055033D:D03 


T7C T AA 

ho ZUU 


33 /UlU 


70171 1Qo743 258716 

Z,VJ X / ,Xvl7 .^^r ' — ' w 


M00055033D:G01 


T7C OAA 

h,5> zUU 


33 too j 


7017 171 f*743 258748 


M00055034A:G01 


"CO 1AA 

bb ZUU 


/IAAA78 
40UU /o 


7017 T 73^743 258780 


M00055034B:G04 


t?c inn 
ZUU 


3Zj^V3 


7017 M03 &743 258461 


M00055034D:A10 


TCC TAA 

zUU 


330^35 


7017M13&743 258621 


M00055035B:D11 


rc inn 

bb ZUU 


4Uo3oO 


7017 M72 P743 258765 

Z* V/ X / .XVXZ.Z. Z« «^ «J / v^—f 


M00055035C:G10 


"cc inn 
bS ZUU 


333D3 1 


701 7 N07 az43 258526 


M00055035D:E07 


CC 1AA 

ZUU 


330o3Z 


7017N0Qaz43 258558 


M00055035D:F09 


T7C 1AA 

bb ZUU 


33o /33 


7017N12ffz43 258606 


M00055036A:H10 


T7C 1AA 

ba ZUU 


4jOioj 


2017N18ez43 258702 










M00055036B:H02 


CC 1A1 

bb zui 


301o30 


701 7 N23 ez43 258782 


M00055036C:G10 


CC 1A1 
Lb ZUI 


401 1 77 
'fy 1 1Z / 


7017O02ez43 258447 


M00055037C:D01 


CC 1A1 

Lb ZUI 


33 /3 /o 


7017O18ez43 258703 


M00055038A:H08 


CC 1 A 1 

LIS ZUI 




7017P07ez43 258528 

^Wl / .IV// 'E>^ 


M00055039A:G06 


CC 1A1 

bb zUl 


3D 14jo 


7018 A03 ez43 264190 

Z. vy X O .-TA.vy ^y .^TJ^ifVT^ a v 


M00055039B:E02 


CC 1A1 

Lb ZUI 


333DOU 


, 7018A07ez43 264254 


M00055039B:G11 


CC 1 A 1 

Eb 2U1 


C C CQQ1 

JJJ77J 


7018 A08 ffz43 264270 


M00055039B:G11 


CC 1A1 

Lb ZUI 


333^^3 


7018A08ez43 264654 


M00055039B:H10 


CC 1A1 

Lb 2U1 


OU 1303 


7018 A09 cz43 264286 


M00055039C:B05 


CC 1A1 

Lb ZUI 


3Zy /33 


9018 All cz43 264318 


M00055039C:D11 


CC 1A1 

Lb ZUI 


3V / jjO 


7018A12ez43 264718 


M0005 5 03 9D : D07 


CC 1A1 

Lb ZUI 


7SQ 


7018 A 15 ez43 264382 


M00055039D:D07 


CC 1A1 

Lb ZUI 


7^0 
301Z3^ 


7018A15ez43 264766 

Z. Vy X O.A1J . ^Zi~~y # w 


M00055040A:C02 


cc in i 
Lb 2Ui 


JJJJ77 


7018A17ez43 264414 


M00055040AC02 


ES 201 


555399 


i 2018.A17.gz43_264798 


M00055040A:F01 


ES 201 


555883 


2018.A18.gz43_264430 


M00055040B:F02 


ES 201 


555751 


2018.A22.gz43_264878 


M00055040C:G08 


ES 201 


4478 If 


i 2018.A23.gz43_264510 


M00055040D:B05 


ES 201 


55516C 


) 2018.A24.gz43_264910 


M0.0055040D:G05 


ES 201 


561761 


2018.B02.gz43_264175 
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ClonelD 


ES No 


ClusterlD 


SequenceName 


M00055041A:C02 


ES 201 


555340 


20 1 8 .B03.gz43_2o4zz3 


M00055041B:B06 1 


ES 201 


417274 


20 1 8 .B08.gz43_2o4o33 


M00055041B:C10 1 


ES 201 


551711 


20l5.B09.gz43_Zo4o/ 1 


M00055041B:D11 


ES 201 


555524 


20 1 o.B !U.gz43_zo43U3 


M00055041B:D11 


ES 201 


555524 


201o.h>lU.gz43_Zo4oo / 


M00055041B:F04 1 


ES 201 


561994 


20 1 0 .B 1 3 .gz43_zo4 /3 3 


M00055041C:C10 


ES 201 


554149 


2Ulo.r>l / .gz4i_zo4/yy 


M00055041C:H12 


ES 201 


470617 


2U 1 0 .DZZ .gZ43_Z044y 3 


M00055041D:B07 


ES 201 


555250 


ZU 1 0 .J3Z 3 .gZ43_Zt)4oy 3 


M00055042A:D09 


ES 201 


561901 


201o.CU / .gZ43_Z04Z30 


M00055042A:F07 


ES 201 


551328 


2U 1 0 .CUo .gZ43_Zo4o3 0 


M00055042B:B09 


ES 201 


549008 


2U 1 o.C lU.gz43_Zo43U4 


M00055042B:E02 


ES 201 


555708 


2U 1 0 . CI I .gz43_Zo43 3 0 


M00055042B:E05 


ES 201 


A A t\ AAft 

448098 


20 1 0 .CI 3 .gz43_Zo4 /3o 


M00055042B:E08 


ES 201 


450765 


2018.C14.gz43_Zo43oo 


M00055042B:E08 


ES 201 


450765 


2018.C14.gz43_zo4/3Z 


M00055042C:B05 


ES 201 


555172 


201s.do.gz43_Zo44UU 


M00055042C:F04 


ES 201 


551805 


2018.C19.gz43_zo4o3Z 


M00055042D:G03 


ES 201 


555940 


20 1 0 .C2 1 .gz43_zo4oo4 


M00055042D:H02 


ES 201 


423588 


20 1 8.C22.gz43_zo455U 


M00055043A:B06 


ES 201 


555173 


20 1 8 .C24.gz43_Zo4y 1 Z 


M00055043B:B01 


ES 201 


555213 


2U 1 0 .DU / .gZ43_ZO404 i 


M00055043B:G01 


ES 201 


551714 


2Ulo.L)Uo.gZ43_Z04Z 13 


M00055043D:D10 


ES 201 


558254 


2Ulo.D13.gz43_Zo4/3 / 


M00055043D:F07 


ES 201 


553356 


20 1 0 .L) 1 4 .gZ43_Z04 / 3 3 


M00055044A:A08 


ES 201 


562949 


2OI0.UI /.gZ43_Z0441 / 


M00055044A:C02 


ES 201 


450755 


2018.Ulo.gz43_ZO4ol / 


M00055044B:F12 


ES 201 


549444 


20 1 o.Dz 1 .gZ43_Z04503 


M00055045A:C06 


ES 201 


561911 


oaio rjAO n —A1 ^^Af%^\ 

20 1 0 . cXjo .gZ43_ZO403 0 


M00055045A:F03 


ES 201 


555771 


ZU 1 0 .tS 1 U,gZ43_ZO**3UO 


M00055045A:F12 


ES 201 


553850 


OA1 O El 1 rv-r/l'S O&A'X'J'} 

2U lo.Ill 1 .gZ43_Z043ZZ 


M00055045B:A04 


ES 201 


559699 


ZU 1 0 . Ji 1 Z .gZ43_ZOH3 J 0 


M00055045B:A04 


ES 201 


559699 


ZU 1 o . tL 1 Z .gZ43_ZOH / ZZ 


M00055045B:A12 


ES 201 


347486 


2U 1 0 . n 1 3 .gZ43_ZD4 / 3 O 


M00055045B:C08 


ES 201 


56072C 


ZU lo. ill 4. gZ43 _ZOH3 /U 


M00055045B:C08 


ES 201 


56072C 


i ZUlo.iil4.gZ43_Z04 /3*f 


M00055045C:F09 


ES 201 


555892 


: 2U 1 o . ti 1 o .gZ43_Z045 1 5 


M00055045C:H05 


ES 201 


55615? 


2U 1 o . Ji 1 y .gZ43_Z0443U 


M0U053U4DU.AU 1 


£Z/i3 ZV/1 


10875f 


2018.E21.gz43_264482 


M00055045D:A07 


ES 201 


55157J 


2018.E22.gz43_264882 


M00055045D:D01 


ES 201 


44666^ 


I 2018.E24.gz43_264914 


M00055045D:F10 


ES 201 


561835 


2018.F02.gz43_264179 


M00055046A:D06 


ES 201 


56258! 


2018.F05.gz43_264227 


M00055046B:C07 


ES 201 


37538( 


) 2018.F09.gz43_264291 
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ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00055046B:C12 


ES 201 


557546 


2018.F10.gz43_264307 


M00055046B:D02 


ES 201 


559052 


2018Fll.gz43_264707 


M00055046B:E08 


ES 201 


557420 


2018.F13.gz43_264739 


M00055046B:F06 


ES 201 


491799 


2018.F14.gz43_264755 


M00055046C:C05 


ES 201 


558389 


2018.F18.gz43_264435 


M00055046C:E07 


ES 201 


488970 


2018.F21.gz43_264867 


M00055046C:E11 


ES 201 


514418 


2018.F23.gz43_264515 


M00055046C:G10 


ES 201 


551641 


2018.F24.gz43_264915 


M00055047A:E07 


ES 201 


557735 


2018.Gll.gz43_264324 


M00055047A:H04 


ES 201 


558007 


2018.G13.gz43_264740 


M00055047A:H05 


ES 201 


558120 


2018.G14.gz43_264372 


M00055047A:H05 


ES 201 


558120 


2018.G14.gz43_264756 


M00055047B:A10 


ES 201 


557326 


2018.G15.gz43_264388 


M00055047B:B03 


ES 201 


289316 


2018G16.gz43_264404 


M00055047B:B10 


ES 201 


553603 


2018.G17.gz43_264804 


M00055047B:C03 


ES 201 


551793 


2018.G18.gz43_264820 


M00055047B:G06 


ES 201 


556171 


2018.G22.gz43_264884 


M00055047B:G10 


ES 201 


476268 


20 1 8 G23 .gz43_264900 


M00055047C:D11 


ES 201 


447455 


2018H06.gz43_264245 


M00055047C:F07 


ES 201 


554936 


2018.H07.gz43_264261 


M00055047C:F08 


ES 201 


465207 


2018.H08.gz43_264277 


M00055047C:F08 


ES 201 


465207 


20 1 8 H08 .gz43_26466 1 


M00055047D:C12 


ES 201 


555798 


2018.Hll.gz43_264325 


M00055048A:A04 


ES 201 


557279 


2018.H16.gz43_264405 


M00055048A:B12 


ES 201 


465447 


2018.H17.gz43_264421 


M00055048A:D12 


ES 201 


557606 


2018.H19.gz43_264453 


M00055048A:F04 


ES 201 


453893 


2018.H20.gz43_264469 


M00055048C:C06 


ES 201 


556490 


2018I04.gz43_264214 


M00055048D:D08 


ES 201 


419153 


2018.108.gz43_264278 


M00055048D:D08 


ES 201 


419153 


2018.108.gz43_264662 


M00055048D:H04 


ES 201 


349744 


2018.114.gz43_264374 


M00055049A:F10 


ES 201 


559762 


2018I19.gz43_264838 


M00055049A:G03 


ES 201 


561046 


2018.120.gz43_264854 


M00055049B:A01 


ES 201 


557249 


2018I22.gz43_264502 


M00055049B:F05 


ES 201 


553983 


2018J01.gz43_264167 


M00055049C:H12 


ES 201 


555010 


20 1 8 . J07 .gz43_264263 


M00055049C:H12 


ES 201 


555010 


2018J07.gz43_264647 


M00055049D:D09 


ES 201 


561216 


2O18.J09.gz43_264295 


M00055049D:D10 


ES 201 


446739 


2018. J 10.gz4i_zo4oy3 


M00055050A:D11 


ES 201 


449437 


2018.J15.gz43_264391 


M00055050A:HO8 


ES 201 


556169 


2018J16.gz43_264407 


M00055050B:E11 


ES 201 


206098 


2018.J19.gz43_264455 


M00055050B:E11 


ES 201 


206098 


2018.J19.gz43_264839 


M00055050D:C01 


ES 201 


55977f 


2018.K06.gz43_264248 
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ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00055050D:E03 1 


ES 201 


486150 


2018.K07.gz43_264264 


M00055050D:F04 


ES 201 


557834 


2018.K08.gz43_264664 


M00055051A:B02 


ES 201 


454810 


2018.Kll.gz43_264328 


M00055051A:CQ9 ] 


ES 201 


551068 


2018.K12.gz43_264344 


M00055051A:E11 


ES 201 


432970 


2018.K14.gz43_264760 


M00055051A:G09 


ES 201 


555340 


2018.K15.gz43_264392 


M00055051A:G09 


ES201 


555340 


2018.K15.gz43_264776 


M00055051A:H10 


ES201 


551897 


2018.K16.gz43_264408 


M0OO55051B:B08 


ES 201 


552641 


2018.K17.gz43_264424 


M00055051B:B08 


ES 201 


552641 


2018.K17.gz43_264808 


M00055051B:D07 


ES 201 


557572 


2018.K19.gz43_264840 


M00055051B:G09 


ES201 


451027 


2018.K2Lgz43_264872 


M0OO55O51C:B05 


ES201 


553349 


2018.K23.gz43_264904 


M00055051C:F10 


ES 201 


554372 


2018.L04.gz43_264217 


M00055051D:D12 


ES 201 


540000 


20 1 8 .L05 .gz43_26423 3 


M00055051D:F01 


ES 201 


560801 


20 1 8 .L07 .gz43_264265 


M0OO55051D:G01 


ES 201 


557882 


20 1 8 .L08 .gz43_264665 


M00055052A:F07 


ES201 


559246 


2018.L12.gz43_264345 


M00055052A:H11 


ES 201 


558029 


20 1 8.L 14.gz43_26476 1 


M00055052B:E03 


ES 201 


551371 


20 1 8 .L 1 7 .gz43_264425 


M00055052B:E03 


ES 201 


551371 


2018.L17.gz43_264809 


M00055052C:B12 


ES201 


454664 


2018.L20.gz43_264857 


M00055052D:B05 


ES 201 


557382 


2018.L24.gz43_264921 


M00055052D:G12 


ES 201 


493261 


2018.M06.gz43_264250 


M00055053B:A02 


ES 201 


553108 


2018.Mll.gz43_264330 


M00O55O53B:A02 


ES 201 


553108 


2018.Mll.gz43_264714 


M00055053B:C02 


ES201 


557525 


2018.M13.gz43_264362 


M00055053B:C02 


ES201 


557525 


20 1 8 .M 1 3 .gz43_264746 


M00055053B:C11 


ES 201 


558560 


2018.M14.gz43_264762 


M00055053C:A12 


ES 201 


557345 


2018.M16.gz43_264794 


M00055053C:B03 


ES 201 


562292 


20 1 8 .M 1 7.gz43_264426 


MO0O55053C:B03 


ES201 


562292 


2018.M17.gz43_264810 


M00055053C:F06 


ES201 


551334 


2018.M19.gz43_264842 


M00055053D:G04 


ES 201 


557939 


2018.N01.gz43_264171 


M00055054A:A10 


ES201 


447555 


20 1 8 .N03 .gz43_264203 


M00055054B:E10 


ES 201 


8997 


20 1 8 .N 1 3 .gz43_2643 63 


M00055054B:E10 


ES 201 


8997 


20 1 8 .N 1 3 .gz43_264747 


M00055054B:F05 


ES 201 


562115 


20 1 8 .N 1 5 .gz43_264395 


M00055054B:G12 


ES 201 


DDJVOZ 


ZU lo.lN 1 / .gZHO ZOttZ- / 


M00055054C:G10 


ES 201 


551616 


i 2018.N20.gz43_264859 


M00055054D:A02 


ES 201 


55730? 


2018.N21.gz43_264491 


M00055054D:E12 


ES 201 


555051 


2018.N22.gz43_264507 


M00055054D:H07 


ES 201 


467081 


2018.N23.gz43_264523 


M00055054D:H07 


ES 201 


467081 


2018.N23.gz43_264907 



842 




Table 13 



ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00055055A:B03 


ES 201 


561963 


2018.N24.gz43_264539 


M00055055B:H1 1 


ES201 


528775 


2018.O05.gz43_264236 


M00055055C:C09 


ES 201 


498629 


20 1 8 .009.gz43_264300 


M00055055C:C09 


ES201 


498629 


2018.O09.gz43_264684 


M00055055C:D02 


ES 201 


515115 


2018.O10.gz43_264316 


M00055055C:D02 


ES201 


515115 


2018.O10.gz43_264700 


M00055055C:E08 


ES 201 


553975 


2018.O12.gz43_264348 


M00055055C:E08 


ES201 


553975 


2018.O12.gz43_264732 


M00055055D:D11 


ES 201 


551630 


2018.O15.gz43_264780 


M00055055D:E11 


ES 201 


476342 


2018.O16.gz43_264412 


M00055056A:H09 


ES 201 


394373 


2018.O17.gz43_264812 


M00055056A:H12 


ES201 


463341 


2018.O18.gz43_264444 


M00055056B:G01 


ES 201 


551561 


2018.O23.gz43_264908 


M00055056C:A05 


ES201 


549858 


2018.P01.gz43_264173 


M00055056C:C05 


ES 201 


557504 


2018.P04.gz43_264221 


M00055056C:D07 


ES 201 


553012 


2018P05.gz43_264237 


M00055056C:E10 


ES 201 


505451 


2018.P07.gz43_264653 


M00055056C:F04 


ES 201 


562808 


20 1 8 .P08.gz43_264285 


M00055056C:H07 


ES 201 


385531 


2018.P10.gz43_264701 


M00055056D:B06 


ES 201 


557401 


2018.P12.gz43_264349 


M00055056D:H12 


ES201 


556391 


2018.P16.gz43_264413 


M00055057A:A04 


ES 201 


562272 


2018.P17.gz43_264429 


M00055057A:A04 


ES 201 


562272 


2018.P17.gz43_264813 


M00055057A:A05 


ES201 


553002 


2018.P18.gz43_264445 


M00055057A:A05 


ES 201 


553002 


2018.P18.gz43_264829 


M00055057A:D10 


ES 201 


559294 


2018.P20.gz43_264861 


M00055057A:F10 


ES201 


451172 


2018.P22.gz43_264893 


M00055057B:B01 


ES 201 


551544 


2018.P24.gz43_264541 


M00055073D:F06 


ES 201 


555512 


2020. A04 .gz43_264974 


M00055074B:E05 


ES201 


455820 


2020.A14.gz43_265134 


M00055074D:B04 


ES201 


562229 


2020.A22.gz43_265262 


M00055075A:C09 


ES 201 


556635 


2020.B05.gz43_264991 


M00055075B:D12 


ES 201 


556742 


2020.B12.gz43_265103 


M00055075D:D05 


ES 201 


560069 


2020.B20.gz43_265231 


M00055076AC06 


ES 201 


558720 


2020.C03 .gz43_264960 


M00055076A:D11 


ES201 


555368 


2020.C05 .gz43_264992 


M00055076A:G12 


ES 201 


557024 


2020.C07.gz43_265024 


M00055076B:E08 


ES 201 


452822 


2020.Cll.gz43_265088 


M00055076B.F04 


ES 201 


5498 1C 


2UzU.ClZ.gz4j_zojiui 


M00055076B:H06 


ES 201 


550701 


2020.C16.gz43_265168 


M00055076C:B10 


ES 201 


559965 


2020.C18.gz43_265200 


M00055076C:H07 


ES 201 


557954 


2020.C20.gz43_265232 


M00055076D:F11 


ES 201 


557783 


2020.C23.gz43_265280 


M00055076D:H11 


ES 201 


553131 


2020.D02.gz43_264945 
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ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00055077A:B07 


ES201 


549129 


2020.D04.gz43_264977 


M00055077A:H10 ] 


ES 201 


561707 


2020.D10.gz43_265073 


M00055077D:B01 


ES 201 


556471 


2020.E02.gz43_264946 


M00055078A:C05 


ES 201 


142614 


2020.E08.gz43_265042 


M00055078A:E10 


ES 201 


464905 


2020.Ell.gz43_265090 


M00055078A:F01 


ES201 


557760 


2020.E12.gz43_265 106 


M00055078A:F04 


ES 201 


553303 


2020.E13.gz43_265 122 


M00055078B:F05 


ES 201 


561489 


2020.E15.gz43_265154 


M00055078D:A07 


ES201 


555996 


2020.E21.gz43_265250 


M00055078D:G04 


ES 201 


495408 


2020.F06.gz43_26501 1 


M00055079A:H05 


ES201 


509505 


2020.Fll.gz43_265091 


M00055079B:D02 


ES 201 


402683 


2020.F12.gz43_265107 


M00055079C:G06 


ES201 


558616 


2020.F15.gz43_265155 


M00055079D:A03 


ES 201 


612961 


2020.F17.gz43_265187 


M00055080A:A07 


ES 201 


555111 


2020.F22.gz43_265267 


M00055080A:F05 


ES 201 


451185 


2020.F24.gz43_265299 


M00055080B:G10 


ES 201 


556040 


2020.G09.gz43_265060 


M00055080D:A01 


ES 201 


551976 


2020.G16.gz43_265172 


M00055080D:E07 


ES 201 


553318 


2020.G19.gz43_265220 


M00055080D:E10 


ES 201 


556357 


2020.G20.gz43_265236 


M00O55O80D:F01 


ES 201 


494625 


2020.G21.gz43_265252 










M00055081A:E08 


ES 202 


555616 


2020.H01.gz43_264933 


M00055081B:E10 


ES 202 


552361 


2020.H06.gz43_265013 


M00055081C:A12 


ES 202 


555061 


2020.Hll.gz43_265093 


M00055081C:G01 


ES 202 


553372 


2020 .HI 8 .gz43_265205 


M00055081C:H04 


ES202 


449613 


2020.H19.gz43_265221 


M00055082A:A12 


ES 202 


552019 


2020.H24.gz43_26.5301 


M00055082D:E08 


ES 202 


555710 


2020.114.gz43_265142 


M00055082D:G01 


ES202 


460244 


2020.116.gz43_265174 


M00055082D:H02 


ES202 


♦ 465446 


2020.117.gz43_265190 


M00055083B:E05 


ES 202 


549607 


2020.J01.gz43_264935 


M00055083B:E07 


ES 202 


452434 


2020.J02.gz43_264951 


M00055083B:F10 


ES 202 


552618 


2020. J03 .gz43_264967 


M00O55O83C:C05 


ES 202 


556497 


2020.J04.gz43_264983 


MOOO55083C:F05 


ES202 


556882 


2020J05.gz43_264999 


M00055083D:D08 


ES 202 


556668 


2020Jll.gz43_265095 


M00055084A:E10 


ES 202 


556802 


2020.J16.gz43_265175 


M00055084A:F10 


ES 202 


556925 


2020.J17.gz43_265191 


M00055084B:A04 


ES 202 


558231 


2020.J18.gz43_265207 


M00055084D:B01 


ES202 


55644< 


i 2020.K06.gz43_265016 


M00055084D:C09 


ES 202 


548942 


2020.K07.gz43_265032 


M00055085A:F12 


ES 202 


500832 


( 2020.K12.gz43_265112 


M00055085B:D02 


ES 202 


4549K 


) 2020.K16.gz43_265176 
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Table 13 



ClonelD 



ESNo 



Cluster© 



SequenceNamel 



M00055085C:E05 



ES 202 



561753 



2020.K19.gz43_265224| 



M00055085D:D10 



ES 202 



451134 



2020.K2 1 .gz43_265256| 



M00055085D:F03 



ES 202 



556881 



202Q.K23.gz43_265288| 



M00055085D:G09 



ES 202 



555725 



2020.K24.gz43_265304| 



M00055086A:B10 



ES 202 



492893 



2020.LO 1 .gz43_264937| 



M00055086A:C09 



ES 202 



556542 



2020.L02.gz43_264953| 



M00055086B.D10 



ES 202 



557476 



2020.L06.gz43_265017| 



M00055086D:C07 



ES 202 



551342 



2020.L13.gz43_265129| 



M00055086D:H07 



ES 202 



557214 



202O.L16.gz43_265 177| 



M00055087B:C03 



ES 202 



122169 



202Q.L22.gz43_265273| 



M00055087B:C05 



ES 202 



451885 



202Q.L23.gz43_265289| 



M00055087D:D08 



ES 202 



453756 



202Q.M08.gz43_265050l 



M00055088C:B02 



ES 202 



450352 



2020.M20.gz43_265242l 



M00055088C:D01 



ES 202 



561975 



2020.M22.gz43_265274| 



M00055088C:D02 



ES 202 



557747 



2020.M23.gz43_265290| 



M00055088D:A01 



ES 202 



551283 



2020.N02.gz43_264955| 



M00055088D:B08 



ES 202 



561422 



202Q.N04.gz43_264987| 



M00055089A:H06 



ES 202 



557454 



2020.N09.gz43_265067| 



M00055089B:C01 



ES 202 



554084 



2020.N12.gz43_265115| 



M00055089C:B06 



ES 202 



556465 



2020.N16.gz43_265179| 



M00055089C:D06 



ES 202 



560507 



2020.N19.gz43_265227l 



M00055090A:F02 



ES 202 



M00055090C:B03 



ES 202 



560080 



2020.N22.gz43_265275| 



556408 



2020.O04.gz43_264988| 



M00055090C:C12 



ES 202 



556559 



2020.O06.gz43_265020| 



M00055090C:D01 



ES 202 



556675 



2020.O07.gz43_265036| 



M00055090C:G06 



ES 202 



451370 



2020.O09.gz43_265068| 



M00055090D:E03 



ES 202 



497086 



2020.O14.gz43_265 148| 



M00055090D:F03 



ES 202 



98869 



2020.O17.gz43_265196| 



M00055091A:C09 



ES 202 



598101 



2020.O23.gz43_265292| 



M00055091A:F05 



ES 202 



45958 



2020.P04.gz43_264989| 



M00055091B:A07 



ES 202 



555126 



2020.P07.gz43_265037| 



M00055091B:C11 



ES 202 



555418 



2020.P08.gz43_265053| 



M00055091C:B04 



ES 202 



468262 



202Q.P12gz43_265117| 



M00055091C:D11 



ES 202 



55907 



2020.P15.gz43 265165| 



M00055091C:G11 



ES 202 



561593 



2020.P18.gz43_265213| 



M00055091D:A03 



ES 202 



554828 



2020.P21.gz43_265261| 



M00055092B:G09 



ES 202 



637966 



2029.A15.gz43_265534| 



M00055093A:E09 



ES 202 



56254 



2029.B05.gz43_265375| 



M00055093A:F07 



ES 202 



562768 



2029.B06.gz43_265391| 



M00055093B:G08 



ES 202 



56288 



2029B14gz43_2655 19 
265472 



M00055094B:B11 



ES 202 



562307 



2029.Cll.gz43_ 



M00055094C:C10 



ES 202 



402488 



2029.C21.gz43_265632| 



M00055094D-.F09 



ES 202 



491127 



2029.D06.gz43 



265393 
265473 



M00055095A:D08 



ES 202 



98484 



2029.DU.gz43 
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ClonelD 



ESNo 



ClusterlD 



fiVK)0055096A:G08 



ES 202 



551967 



|M00055096C:C03 



ES 202 



554496 



fM00055096D:F02 



ES 202 



553380 



fivl00055097A:G06 



ES 202 



455820 



fM00055097B:B12 



ES 202 



453533 



M00055097B:F08 



ES 202 



M00055098D:A09 



ES 202 



k!00055099A:G05 



ES 202 



558118 



MV100055100A.C05 



ES 202 



555330 



M00055100B:F11 



ES 202 



558186 



rM00055100C:E03 



ES 202 



559125 



MVI00055 100C:F 11 



ES 202 



452349 



fiVI00055100C:H06 



ES 202 



562989 



fiV100055 100D:B02 



ES 202 



562243 



rM00055102A:Ell 



ES 202 



560628 



M00055102B:B03 



ES 202 



560111 



^100055 103A:H11 



ES 202 



561144 



rM00055103C:B07 



ES 202 



558511 



fiV100055 103C:DO5 



ES 202 



556613 



M00055103C:GO3 



ES 202 



560898 



M00055104B:F09 



ES 202 



553548 



|M00055104D:E02 



ES 202 



455878 



^100055 105A:A05 



ES 202 



559955 



fM00055 105D:B06 



ES 202 



552704 



M00055106A:E04 



ES 202 



560575 



|M00055106C:B06 



ES 202 



454499 



M00055109C:G10 



ES 202 



455529 



|M00055110A:C03 



ES 202 



561426 



^4000551 10A:C05 



ES 202 



394189 



M00055111A:F10 



ES 202 



562748 



SequenceName | 



2029.E09.gz43_265442| 



2029.E16.gz43_265554| 



2029.E22.gz43_265650| 



2029.F06.gz43_265395| 



2029.F09.gz43_265443| 



562719| 2029.F10.gz43_265459 

5612151 2029.G03.gz43_265348| 



2029.Gll.gz43_265476| 



2029.H07.gz43_265413| 



2029.H15.gz43_265541| 



|M00055111C:B07 



ES 202 



558186 



|M00055111D:F10 



ES 202 



518735 



^1000551 13A:G08 



ES 202 



562822 



|M00055113B:F02 



ES 202 



562714 



U400055113C:F09 



ES 202 



551734 



M00055114A:E02 



ES 202 



561741 



UV100055115C:F04 



ES 202 



549948 



^100055 115C:G09 



ES 202 



449035 



^400055 116A:C07 



ES 202 



453274 



fivi00055116A:H06 



ES 202 



453692 



[M00055117A:G08 



ES 202 



312036 



^100055 117C:C03 



ES 202 



549591 



|M00055117C:F02 



ES 202 



561265 



2Q29.H22gz43_265653 



2029.10 l.gz43_2653 18 



2029.102.gz43_265334| 



2029.103.gz43_265350l 



2029.120.gz43_265622 



2029.12 l.gz43_265638| 



2Q29.J16.gz43_265559| 



2029.J20.gz43_265623| 



2029.J21.gz43_265639| 



2029.J22.gz43_265655| 



2Q29.K14.gz43_265528 



2029.K20.gz43_265624| 



2029.K23.gz43_265672| 



2029.L07.gz43_265417| 



2Q29.L15.gz43_265545| 



2Q29.L22.gz43_265657| 



2029.O0 l.gz43_ 



_265324 
2029.O08.gz43_265436| 



2029.O09.gz43 265452j 



2029.P01.gz43_: 



2029.P05.gz43, 



265325 
265389 



2029.P 1 6.gz43_265565| 



2030.All.gz43_265854 
265870 



2030.A12.gz432 



2030.A14.gz43_ 



2030.A18.gz43_: 



265902 
265966 



2030.B23.gz43_266047 
265712 



2030.C02.gz43_2 



203Q.C12.gz43J 



2030.C19.gz43, 



265872 
265984 



2030.D10.gz43_265841| 



2030.D16.gz43. 



2030.D17.gz43_: 



265937 
265953 



UVI00055118B:A09 



ES 202 



554737 



2030.D24.gz43 266065j 
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Table 13 



ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00055118C:B03 1 


ES 202 


452525 


2030.E03.gz43_265730 


M00055118D:B04 


ES 202 


560868 


2030.E05.gz43_265762 


M00055119B:B08 


ES 202 


560077 


2030.E12.gz43_265874 


M00055119D:F08 


ES 202 


526334 


2030.E14.gz43_265906 


M00055120B:F12 


ES 202 


556310 


2030.E19.gz43_265986 


M00055120C:F10 


ES 202 


560506 


203O.E22.gz43_266034 


M00055120D:H07 


ES 202 


63602 


2030.F01.gz43_265699 


M00055121D:H11 


ES 202 


507660 


2030.F09.gz43_265827 


M00055122C:B12 


ES 202 


448905 


2030.F16.gz43_265939 


M00055123A:D12 


ES 202 


560399 


2030.F23.gz43_266051 


M00055124A:F01 


ES 202 


479732 


2030.G08.gz43_265812 


M00055124B:A11 


ES202 


558060 


203O.Gll.gz43_265860 


M00055124C:C12 


ES 202 


553142 


2030.G17.gz43_265956 


M00055124D:A09 


ES202 


451089 


2030.G23.gz43_266052 


M00055124D:B10 


ES 202 


553841 


2030.H02.gz43_265717 


M00055125A:A02 


ES 202 


538830 


2030.H05.gz43_265765 


M00055125B:F01 


ES 202 


558534 


2030.H09.gz43_265829 


M00055125C:H03 


ES 202 


557895 


2030.H16.gz43_265941 


M00055125D:E02 


ES 202 


558452 


2030H20.gz43_266005 


M00055126C:G05 


ES 202 


561685 


2030.106.gz43_265782 


M00055127B:A01 


ES 202 


559938 


2030.112.gz43_265878 


M00055128A:C10 


ES 202 


554233 


2030.J01.gz43_265703 


M00055128B:B08 


ES 202 


561679 


2030.J06.gz43_265783 


M00055128B:B12 


ES202 


528369 


2030.J07.gz43_265799 


M00055128B:E12 


ES202 


461653 


2030.J10.gz43_265847 


M00055128B:G01 


ES 202 


407964 


2030J13.gz43_265895 


M00055128C:E03 


ES 202 


554989 


2030.J16.gz43_265943 


M00055128D:C11 


ES 202 


561279 


2030.J22.gz43_266039 


M00055128D:D04 


ES202 


557615 


2030.K01.gz43_265704 


M00055129A:B03 


ES 202 


486683 


2030.K05.gz43_265768 


M00055129B:H07 


ES 202 


558024 


2030.K18.gz43_265976 


M00055129C:H08 


ES 202 


452759 


2030.K24.gz43_266072 


M00055129D:C02 


ES202 


452775 


2030.L03.gz43_265737 


M00055129D:F11 


ES 202 


488030 


2030.L06.gz43_265785 


M00055130A:D10 


ES 202 


557610 


2030.Lll.gz43_265865 


M00055130B:D07 


ES 202 


380636 


2030.L17.gz43_265961 


M0OO55130D.F08 


ES 202 


66678 


2030.M06.gz43_265786 


M00055131A:A04 


ES202 


518007 


2030.M10.gz43_265850 


M00055131A:D07 


ES 202 


449454 


2030.M13.gz43_265898 


M00055131C:H12 


ES 202 


562822 


2030.N04.gz43_265755 


M00055132B:B12 


ES 202 


288134 


2030.N12.gz43_265883 


M00055132D:E07 


ES 202 


61026S 


2030.N21.gz43_266027 


M00055132D:E10 


ES 202 


55771S 


> 2030.N22.gz43_266043 


M00055132D.F05 


ES 202 


548991 


2030.N23.gz43_266059 
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Table 13 



ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00055133B:B06 


ES202 


400628 


2030.005 .gz43_265772 


M00055133B:E04 


ES 202 


557741 


2030.007 .gz43_265 804 


M00055133B:E08 


ES 202 


557747 


2030O08.gz43_265820 


M00055133B:F07 


ES 202 


451618 


2030.O10.gz43_265852 


M00055133C:C06 


ES 202 


562760 


2030.0 1 3 .gz43_265900 


M00055133C:G07 


ES 202 


451392 


2030.O15.gz43_265932 


M00055133C:H11 


ES 202 


558015 


2030.01 7.gz43_265964 


M00055133D:A02 


ES 202 


477295 


2030.O18.gz43_265980 


M00055133D:F02 


ES 202 


451391 


2030.022 .gz43_266044 


M00055134A:C03 


ES 202 


553871 


2030.O24.gz43_266076 


M00055134C:A01 


ES 202 


557284 


2030.Pll.gz43_265869 


M00055134C:B01 


ES 202 


551068 


2030.P12.gz43_265885 


M00055134C:E09 


ES 202 


557710 


2030.P13.gz43_265901 


M00055134D:B03 


ES 202 


407077 


2030P17.gz43_265965 


M00055135A:D08 


ES 202 


557549 


2030.P23.gz43_266061 


M00055135A:E07 


ES 202 


562683 


2031 A01.gz43_266078 


M00055135A:H10 


ES 202 


562725 


2031.A02.gz43_266094 


M00055136C:F11 


ES 202 


562449 


203 1 .A24.gz43_266446 


M00055136D:D09 


ES 202 


558768 


2031.B05.gz43_266143 


M00055137A:E05 


ES 202 


550047 


203 1 .B10.gz43_266223 


M00055137B:B11 


ES 202 


556630 


2031.B14.gz43_266287 


M00055137B:F12 


ES 202 


558477 


2031.B16.gz43_266319 


M00055138A:E08 


ES 202 


558463 


2031.C04.gz43_266128 


M00055138A:F01 


ES 202 


558544 


2031.C05.gz43_266144 


M00055138A:G08 


ES 202 


558619 


2031 C06.gz43_266160 


M00055138B:H12 


ES 202 


446873 


2031.Cll.gz43_266240 


M00055138C:A07 


ES 202 


556328 


2031.C12.gz43_266256 


M00055139B:E10 


ES 202 


553969 


203 1 .D09.gz43_266209 


M00055139B:G03 


ES 202 


558230 


2031.Dll.gz43_266241 


M00055140A:G07 


ES202 


557893 


2031.D22.gz43_266417 


M00055143B:C11 


ES 202 


555754 


2031.G02.gz43_266100 


M00055144A:A11 


ES 202 


561245 


2031.G05.gz43_266148 


M00055144A:E09 


ES 202 


450630 


2031.G06.gz43_266164 


M00055144B:A12 


ES 202 


506372 


2031.Gll.gz43_266244 


M00055145B:F03 


ES 202 


490032 


2031.H18.gz43_266357 


M00055146A:B12 


ES 202 


211273 


2031.104.gz43_266134 


M00055146B:E09 


ES 202 


562000 


2031.110.gz43_266230 


M00055148A:E06 


ES 202 


289328 


2031.J13.gz43_266279 










M00055149B:F09 


ES 203 


557783 


2031.K05.gz43_266152 


M00055149C:A11 


ES 203 


55350C 


I 2031.K08.gz43_266200 


M00055150D:C06 


ES 203 


16028S 


> 2031.L10.gz43_266233 


M00O55151A:C10 


ES 203 


557522 


! 2031.L14.gz43_266297 


M00055151A:F10 


ES 203 


610892 


2031.L18.gz43_266361 



848 



# 



Table 13 



C3 



ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00055152A:B05 


ES 203 


490846 


203 1 .M08 gz43_266202 


M00055152A:E09 


ES 203 


549739 


2031.M12.gz43_266266 


M00055152B:A03 


ES 203 


557250 


2031.M16.gz43_266330 


M00055152D:C03 


ES 203 


468257 


2031N04.gz43_266139 


M00055152D:H09 


ES203 


497493 


2031.N07.gz43_266187 


M00055154D:F06 


ES 203 


549930 


2031 O05.gz43_266156 


M00055154D:G12 


ES 203 


524721 


2031.O06.gz43_266172 


M00055155D:B02 


ES 203 


557708 


2031 O24.gz43_266460 


M00055156A:D02 


ES 203 


561624 


2031.P06.gz43_266173 


M00055156B:C11 


ES 203 


558645 


2031.P08.gz43_266205 


M00055156C:A08 


ES 203 


558007 


2031.P09.gz43_266221 


M00055156C:D06 


ES 203 


561558 


2031.P12.gz43_266269 


M00055156D:A02 


ES 203 


561178 


2031.P15.gz43_266317 


M00055157A:B04 


ES 203 


556288 


2031.P17.gz43_266349 


M00055157C:C11 


ES 203 


559389 


2032.A05.gz43_266526 


M00055158A:D09 


ES 203 


555210 


2032.A10.gz43_266606 


M00055158D:C01 


ES 203 


394772 


2032.A19.gz43_266750 


M00055158D:D10 


ES 203 


560296 


2032.A20.gz43_266766 


M00055159B:B08 


ES 203 


561308 


2032.B04.gz43_266511 


M00055159B:G09 


ES 203 


561911 


2032B12.gz43_266639 


M00055159C:B02 


ES 203 


215005 


2032.B16.gz43_266703 


M00055159D:F09 


ES 203 


554885 


2032.B24.gz43_26683 1 


M00055160C:D02 


ES203 


553537 


2032.C10.gz43_266608 


M00055161A:C02 


ES 203 


561507 


2032.C21.gz43_266784 


M00055161A.E05 


ES 203 


558395 


2032.C23.gz43_266816 


M00055161B:A07 


ES 203 


452901 


2032.D06.gz43_266545 


M00055161D.H03 


ES 203 


447386 


2032.D23.gz43_266817 


M00055162A:B03 


ES 203 


562881 


2032.E0 1 .gz43_266466 


M00055162A:C12 


ES 203 


451458 


2032 .E03 .gz43_266498 


M00055162A:G12 


ES 203 


561994 


2032.E07.gz43_266562 


M00055162B:B04 


ES 203 


561413 


2032.E10.gz43_266610 


M00055162C:E12 


ES 203 


553877 


2032.E19.gz43_266754 


M00055162C:G03 


ES 203 


323165 


2032.E20.gz43_266770 


M00055162D:B01 


ES 203 


555883 


2032.E22.gz43_266802 


M00055162D:G04 


ES 203 


561918 


2032.E24.gz43_266834 


M00055163B:F07 


ES 203 


561876 


2032.F10.gz43_266611 


M00055164C:C10 


ES 203 


558965 


2032.Gll.gz43_266628 


M00055164D:C05 


ES 203 


555200 


2032 .G 1 8 .gz43_266740 


M00055165A-.F05 


ES 203 


559389 


2032.G24.gz43_266836 


M00055165B:G09 


ES 203 


559562 


2032.H05.gz43_266533 


M00055165C:H08 


ES 203 


558917 


2032.H07.gz43_266565 


M00055165D-.C03 


ES 203 


553797 


2032.H10.gz43_266613 


M00055166B:D07 


ES 203 


452874 


2032.H19.gz43_266757 


M00055166C:G01 


ES 203 


488108 


2032.H23.gz43_266821 
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Table 13 



ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00055166D:F02 


ES 203 


559464 


2032.104 .gz43_2665 18 


M00055166D:F09 


ES 203 


555418 


2032.105 .gz43_266534 


M00055167A:A02 


ES 203 


493261 


2032.107.gz43_266566 


M00055167B:A08 


ES 203 


557961 


2032.112.gz43_266646 


M00055167B:H07 


ES 203 


415538 


2032.115.gz43_266694 


M00055167D:B05 


ES 203 


558858 


2032.119.gz43_266758 


M00055168B:F11 


ES 203 


557316 


2032.J06.gz43_266551 


M00055169B:F04 


ES 203 


559355 


2032.J19.gz43_266759 


M00055169B:H08 


ES 203 


550674 


2032.J21.gz43_266791 


M00055169D:A11 


ES 203 


558720 


2032.K02.gz43_266488 


M00055170A:A09 


ES 203 


557209 


2032.K06.gz43_266552 


M00055170A:A11 


ES 203 


558755 


2032.K07.gz43_266568 


M00055170B:B06 


ES 203 


558022 


2032.K12.gz43_266648 


M00055170D:B09 


ES 203 


494198 


2032.L01.gz43_266473 


M00055171C:C01 


ES 203 


450566 


2032.L23.gz43_266825 


M00055172A:A01 


ES 203 


550085 


2032.M02.gz43_266490 


M00055172A:C09 


ES 203 


559015 


2032.M05.gz43_266538 


M00055172A:F03 


ES 203 


554604 


2032.M06.gz43_266554 


M00055172B:B04 


ES 203 


558900 


2032.M09.gz43_266602 


M00055172B:H07 


ES 203 


409262 


2032.M12.gz43_266650 


M00055172D:D04 


ES 203 


559057 


2032.M15.gz43_266698 


M00055172D:D07 


ES 203 


556542 


2032.M16.gz43_266714 


M00055172D:F12 


ES 203 


551693 


2032.M19.gz43_266762 


M00055174A:H12 


ES 203 


555202 


2032.M24.gz43_266842 


M00055174B:B04 


ES 203 


550175 


2032.N0 l.gz43_266475 


M00055176A:A02 


ES 203 


553047 


2032.Nll.gz43_266635 


M00055176A:B03 


ES 203 


553713 


2032.N13.gz43_266667 


M00055176D:H01 


ES 203 


559752 


2032.N24.gz43_266843 


M00055177A:F05 


ES 203 


551475 


2032.00 l.gz43_266476 


M00055177D:F07 


ES 203 


562989 


2032.01 7.gz43_266732 


M00055178A:C07 


ES 203 


558981 


2032.O20.gz43_266780 


M00055178A:D03 


ES 203 


559088 


2032.O22.gz43_266812 


M00055179A:G08 


ES 203 


561975 


2041.A02.gz43_266862 


M00055179A:H11 


ES 203 


479851 


2041.A03.gz43_266878 


M00055179B:C07 


ES 203 


450289 


2041.A04.gz43_266894 


M00055179B:D05 


ES 203 


559050 


2041.A05.gz43_266910 


M00055179B-.G07 


ES 203 


55900C 


2041.A08.gz43_266958 


M00055179C:F11 


ES 203 


559383 


2041.A10.gz43_266990 


M00055179C:H02 


ES 203 


55971C 


1 2041 .Al 1 .gz43_267006 


M00055179D:C10 


ES 203 


55573S 


) 2041.A14.gz43_267054 


M00055181A:E01 


ES 203 


54982S 


> 2041.A20.gz43_267150 


M00055181A:G02 


ES 203 


557644 


2041.A22.gz43_267182 


M00055181A:H01 


ES 203 


55919' 


2041.A24.gz43_267214 


M00055181B:A10 


ES 203 


478511 


2041.B01.gz43_266847 



850 




Table 13 



ClonelD 


ES No 


ClusterlD 


SequenceName 


M00055181B:E06 


ES203 


549472 


2041 B03.gz43_266879 


M00055181C:B07 


ES 203 


476199 


204 1 .B07.gz43_266943 


M00055181C:B12 


ES 203 


553002 


2041.B08.gz43_266959 


M00055181C-.C09 


ES 203 


561513 


204 1 .B09.gz43_266975 


M00055181C:D06 


ES 203 


562569 


2041.Bll.gz43_2670O7 


M00055181C:H01 


ES 203 


561351 


2041.B17.gz43_267103 


M00055181D:D05 


ES 203 


473742 


2041.B21.gz43_267167 


M00055182A:D07 


ES 203 


554520 


2041.C05.gz43_266912 


M00055182B:C07 


ES 203 


226324 


2041 .C08.gz43_266960 


M00055182B:F05 


ES203 


556632 


204 1 .C09.gz43_266976 


M00055182C:E09 


ES203 


556881 


2041.C17.gz43_267104 


M00055182D:E06 


ES 203 


559333 


2041.C21.gz43_267168 


M00055182D:H08 


ES 203 


557961 


2041.C23.gz43_267200 


M00055183A:C06 


ES 203 


456517 


2041.D01.gz43_266849 


M00055183A:E10 


ES 203 


557714 


204 1 .D02.gz43_266865 


M00055183C:A02 


ES203 


562840 


204 1 D08 .gz43_26696 1 


M00055183C:D07 


ES 203 


561963 


204 1 .D 12 .gz43_267025 


M00055184A:G02 


ES 203 


557935 


2041.D19.gz43_267137 


M00055184B:H01 


ES 203 


560308 


204 1 .E02 .gz43_266866 


M00055184C:C07 


ES 203 


558212 


204 1 .E04 gz43_266898 


M00055184C:D02 


ES203 


409612 


2041 E05.gz43_266914 


M00055184C:D11 


ES 203 


551879 


2041.E07.gz43_266946 


M00055184C:F01 


ES 203 


561513 


204 1 .E08 .gz43_266962 


M00055185A:B01 


ES 203 


451761 


2041.E12.gz43_267026 


M00055185A:G11 


ES 203 


558582 


2041.E14.gz43_267058 


M00055185B:B01 


ES203 


559883 


2041.E16.gz43_267090 


M00055185C:B01 


ES 203 


411113 


2041.E22.gz43_267186 


M00055185D:A02 


ES 203 


561687 


2041.F03.gz43_266883 


M00055185D.D11 


ES 203 


555394 


2041.F06.gz43_266931 


M00055185D:F07 


ES 203 


477046 


204 1 .F08 .gz43_266963 


M00055185D:H01 


ES203 


502343 


2041.F10.gz43_266995 


M00055186A:D04 


ES 203 


552629 


2041.Fll.gz43_267011 


M00055186A:E08 


ES 203 


557867 


2041.F12.gz43_267027 


M00055186C:A01 


ES203 


459103 


204 1 .F15.gz43_267075 


M00055186C.A02 


ES 203 


481136 


2041.F16.gz43_267091 


M00055187A:F02 


ES 203 


516484 


204 1 .G07.gz43_266948 


M00055187A:F06 


ES 203 


492627 


204 1 .G08.gz43_266964 


M00055187A:G02 


ES203 


552629 


204 1 .G09.gz43_266980 


M00055187B:C01 


ES203 


364462 


204 1 Gl 1 .gz43_267012 


M00055187C:C02 


ES 203 


551855 


2041.G15.gz43_267076 


M00055187C:E07 


ES 203 


549588 


2041.G17.gz43_267108 


M00055187D:A08 


ES 203 


55729J 


2041.G19.gz43_267140 


M00055187D:F01 


ES203 


560294 


2041.G23.gz43_267204 


M00055187D-.G11 


ES203 


557895 


2041.H01.gz43_266853 



851 




Table 13 



v^iuiiciJ-/ 


No 


ClusterlD 


SequenceName 


M0005^188A*G1 1 


ES 203 


559610 


204 1 .H06.gz43_266933 


lviuv/v/ J J x o orv.i xx\/ 


ES 203 


187704 


204 1 .H07 gz43_266949 




ES 203 


559262 


204 1 .H08 .gz43_266965 




ES 203 


555649 


2041 .H09.gz43_26698 1 




ES 203 


448046 


2041H12.gz43_267029 


MftOO^S 1 88CF08 


ES 203 


549665 


2041.H14.gz43_267061 


1 88DD05 


ES 203 


559146 


2041H19.gz43_267141 


iyL\J\JVJ~S X OOL/.l XV/ 


ES 203 


561685 


204 1 .H20.gz43_267 1 57 


M00055188DH03 


ES 203 


559825 


2041.H21.gz43_267173 


M00055189AC11 


ES 203 


558463 


2041.H24.gz43_267221 


M00055 1 89BB02 


ES 203 


452094 


2041.104.gz43_266902 


M00055189BB12 


ES 203 


560080 


2041.106.gz43_266934 


M000S S 1 890 * CO 1 


ES 203 


413915 


2041.110.gz43_266998 




ES 203 


523332 


2041.115.gz43_267078 




ES 203 


455814 


2041.119.gz43_267142 


MflOO^ ^ 1 90CG08 

\y\\)\J\j -J ~> x 7uV/.\Juu 


ES 203 


560859 


2041. 124 .gz43_267222 


lVxUUU O J 1 ~ 1 IJ.A 1 V7 


ES 203 


488613 


2041.J05.gz43_266919 


Mnonss 1 Q 1 RF04 


ES 203 


560674 


2041.J07.gz43_266951 




ES 203 


447412 


2041.J10.gz43_266999 




ES 203 


560213 


2041.J13.gz43_267047 


MOftftSSI Q9AA09 


ES 203 


559883 


2041.J15.gz43_267079 




ES 203 


499903 


2041.J22.gz43_267191 




ES 203 


491992 


2041.K01.gz43_266856 




ES 203 


550874 


2041.K02.gz43_266872 


N/inOftSS 1 Q7CH06 

VlUuWJJ 1 ~Z.V^.X IvU 


ES 203 


558326 


2041.K05.gz43_266920 




ES 203 


560003 


2041.Kll.gz43_267016 




ES 203 


451544 


2041.K14.gz43_267064 


MftftOSS 1 93BA08 


ES 203 


624044 


2041.K18.gz43_267128 


1V1V/V/V/ X 7JV.V X X 


ES 203 


539142 


2041.L02.gz43_266873 


1 QIC'F 1 0 

lVlWUvJJ 1 7Jv.X(l V 


ES 203 


504880 


2041 .L03.gz43_266889 


MftftOSS 1 Q^D*G07 


ES 203 


552977 


2041 .L08.gz43_266969 


M000SS194AA01 


ES 203 


495591 


2041 .L10.gz43_267001 


M0flftSS1Q4AF07 


ES 203 


558413 


2041.L13.gz43_267049 


MftftOSS 1 94BC01 


ES 203 


559234 


2041.L15.gz43_267081 


MftOft^S 1 94RG04 


ES 203 


513168 


2041.L16.gz43_267097 


1 94DC05 

\y\\j\j\j~J~y x 7^x/.v\/^ 


ES 203 


549911 


204 1 .M02.gz43_266874 


MOftftSS 1 QS AB08 


ES 203 


549304 


2041 .M09.gz43_266986 


M00055195A.C10 


ES 203 


550704 


2041.Mll.gz43_267018 


M00055195A:E07 


ES 203 


143218 


2041.M12.gz43_267034 


M00055195B:B09 


ES 203 


450623 


2041.M14.gz43_267066 


M00055195B:C04 


ES 203 


614369 


i 2041.M15.gz43_267082 


M00055195C:F09 


ES 203 


56165S 


> 204 1 .NO 1 .gz43_266859 


M00055195C:H05 


ES 203 


56183C 


I 2041.N02.gz43_266875 


M00055195D:B10 


ES 203 


555742 


\ 2041.N06.gz43_266939 



852 




Table 13 



ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00055195D:E11 ] 


ES 203 


550652 


2041.N09.gz43_266987 


M00055196A:C04 1 


ES 203 


495074 


2041.N12.gz43_267035 


M00055196A:E01 


ES 203 


551977 


2041.N13.gz43_267051 


M00055196A:H07 


ES 203 


553237 


2041.N15.gz43_267083 


M00055196B:A09 


ES 203 


552879 


2041.N17.gz43_267115 


M00055196B:C06 


ES 203 


562336 


2041.N18.gz43_267131 


M00055196C:B07 


ES203 


456697 


2041.N24.gz43_267227 


M00055196D:A10 


ES 203 


556538 


204 1 .008 .gz43_266972 


M00055196D:F07 


ES203 


481231 


204 1 .0 10.gz43_267004 


M00055196D:H02 


ES 203 


562569 


2041.01 l.gz43_267020 


M00055197B:A10 


ES203 


559885 


2041.O16.gz43_267100 










M00055197B:B06 


ES204 


558642 


2041.O18.gz43_267132 


M00055197C:D10 


ES 204 


625988 


2041.O21.gz43_267180 


M00055198A:E05 


ES204 


460727 


2041.P06.gz43_266941 


M00055198B:H08 


ES 204 


490154 


204 1 .P09.gz43_266989 


M00055198C:C12 


ES 204 


551374 


2041.Pll.gz43_267021 


M00055198C:F02 


ES204 


557852 


2041.P13.gz43_267053 


M00055198C:G07 


ES 204 


561753 


204 1 .P 14.gz43_267069 


M00055198D:A12 


ES 204 


551415 


2041 P16.gz43_267101 


M00055198D:B08 


ES 204 


556343 


2041.P17.gz43_267117 


M00055198D:G01 


ES 204 


550782 


204 1 .P20.gz43_267 165 


M00055198D:G03 


ES 204 


491260 


2041.P21.gz43_267181 


M00055219BB04 


ES204 


554627 


2043.A06.gz43_259273 


M00055219C:C10 


ES 204 


556790 


2043.A14.gz43_259401 


M00055219CH06 


ES 204 


558652 


2043.A17.gz43_259449 


M00055220B:H06 


ES 204 


490414 


2043.B06.gz43_259274 


M00055220D:G07 


ES 204 


557965 


2043.B12.gz43_259370 


M00055221A:D10 


ES 204 


549634 


2043.B17.gz43_259450 


M00055221D:A06 


ES 204 


558055 


2043.C07.gz43_259291 


M00055221D:H08 


ES 204 


467710 


2043.Cll.gz43_259355 


M00055222A:A06 


ES 204 


460493 


2043.C12.gz43_259371 


M00055222A:C08 


ES 204 


464067 


2043.C13.gz43_259387 


M00055222B:A01 


ES204 


552086 


2043.C18.gz43_259467 


M00055222B:A06 


ES 204 


451966 


2043.C19.gz43_259483 


M00055222D:B11 


ES 204 


558185 


2043.D03.gz43_259228 


M00055223B:C04 


ES 204 


552521 


2043.D13.gz43_259388 


M00055223D:F10 


ES204 


621635 


2043.D23.gz43_259548 


M00055223D:H03 


ES204 


559764 


2043.D24.gz43_259564 


M00055224B:E12 


ES 204 


561289 


2043.E04.gz43_259245 


M00055225B:H01 


ES 204 


560717 


2043.E24.gz43_259565 


M00055225C:E08 


ES 204 


550632 


2043.F03.gz43_259230 


M00055225D.G11 


ES 204 


49124C 


1 2043.F09.gz43_259326 


M00055226B.F10 


ES 204 


556123 


f 2043.F20.gz43_259502 



853 




Table 13 



ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00055226C:A11 


ES 204 


489275 


2043.F23.gz43_259550 


M00055226C:H05 


ES 204 


558679 


2043.G08.gz43_259311 


M00055227C:D02 


ES 204 


550815 


2043.H09.gz43_259328 


M00055227D:E07 


ES 204 


550571 


2043 .H 1 6 gz43_259440 


M00055227D:G10 


ES 204 


559101 


2043.H17.gz43_259456 


M00055228B:E07 


ES 204 


554181 


2043.H2 1 .gz43_259520 


M00055229B:E12 


ES 204 


452598 


2043.112.gz43_259377 


M00055229B:H11 


ES 204 


559729 


2043.115.gz43_259425 


M00055229C:D01 


ES 204 


559053 


2043.117.gz43_259457 


M00055229D:D07 


ES 204 


543540 


2043.122.gz43_259537 


M00055230A:H01 


ES 204 


551677 


2043.J03.gz43_259234 


M00055231D:G01 


ES 204 


560986 


2043J22.gz43_259538 


M00055232A:A09 


ES 204 


460680 


2043.J23.gz43_259554 


M00055232C:D04 


ES 204 


557411 


2043.K14.gz43_259411 


M00055233C:F09 


ES 204 


559447 


2043.L05.gz43_259268 


M00055233D:G11 


ES 204 


559884 


2043L15.gz43_259428 


M00055234A:G12 


ES 204 


552430 


2043.L18.gz43_259476 


M00055235B:C01 


ES 204 


374281 


2043.M12.gz43_259381 


M00055236A:B01 


ES 204 


466887 


2043.M19.gz43_259493 


M00055236B:C07 


ES 204 


450193 


2043.M23.gz43_259557 


M00055236C:E05 


ES 204 


451720 


2043.N03.gz43_259238 


M00055236D:E04 


ES204 


558422 


2043 .N06.gz43_259286 


M00055236D:E10 


ES 204 


557140 


2043.N07.gz43_259302 


M00055238D:D10 


ES 204 


557656 


2043. 023 .gz43_259559 


M00055239B:C05 


ES 204 


558230 


2043.P05.gz43_259272 


M00055239C:F08 


ES 204 


481362 


2043.P10.gz43_259352 


M00055239D:C01 


ES 204 


552019 


2043.P13.gz43_259400 


M00055239D:G04 


ES 204 


557676 


2043.P16.gz43_259448 


M00055240A:B07 


ES 204 


562317 


2043.P19.gz43_259496 


M00055240B:E12 


ES 204 


552249 


2043 .P24.gz43_259576 


M00055240C:A03 


ES 204 


558093 


2044.A03 .gz43_2596 1 3 


M00055240C:D06 


ES 204 


43349 


2044.A04.gz43_259629 


M00055240D:D12 


ES 204 


497119 


2044.A10.gz43_259725 


M00055241A.C06 


ES 204 


450025 


2044.A15.gz43_259805 


M00055241D:F10 


ES 204 


616134 


2044.B03 .gz43_2596 14 


M00055242D:E02 


ES 204 


541784 


2044.B22.gz43_259918 


M00055243D:C06 


ES 204 


486787 


2044.C16.gz43_259823 


M00055244A:C06 


ES 204 


238121 


2044.C20.gz43_259887 


M00055244B:F02 


ES 204 


558500 


2044.D01 .gz43_259584 


M00055244B:G10 


ES 204 


38280 


2044.D04.gz43_259632 


M00055244D:C07 


ES 204 


560317 


2044.D09.gz43_259712 


M00055244D:D09 


ES 204 


549493 


2044.D10.gz43_259728 


M00055244D:G08 


ES 204 


549889 


2044.D13.gz43_259776 


M00055245B:H01 


ES 204 


629002 


2044.D20.gz43_259888 



854 



Table 13 



ClonelD 


ESNo 


ClusterlD 


S cquenccNamc 


M00055245C:D04 


ES 204 


560507 


2044.D22.gz43_259920 


M00055245D:A04 


ES 204 


558355 


2044.E03.gz43_259617 


M00055245D:D01 


ES 204 


551305 


2044.E06.gz43_259665 


M00055246A:C01 


ES 204 


560317 


2044.E09.gz43_2597 1 3 


M00055246A-.E10 


ES 204 


560669 


2044.E10.gz43_259729 


M00055246B:C04 


ES 204 


560204 


2044.E14.gz43_259793 


M00055246B:D10 


ES 204 


484086 


2044.E15.gz43_259809 


M00055246C:A10 


ES 204 


557389 


2044.E16.gz43_259825 


M00055246C:F08 


ES 204 


561579 


2044.E17.gz43_259841 


M00055247B:A11 


ES 204 


607430 


2044.F04.gz43_259634 


M00055247C:B01 


ES 204 


557389 


2044.F05.gz43_259650 


M00055248A:F10 


ES 204 


558461 


2044.F 14.gz43_259794 


M00055248B:B03 


ES 204 


560099 


2044.F15.gz43_259810 


M00055248C:B11 


ES 204 


555340 


2044.F22.gz43_259922 


M00055248D:B12 


ES 204 


556829 


2044.G02.gz43_259603 


M00055249B:G08 


ES 204 


550830 


2044.G18.gz43_259859 


M00055249C:B12 


ES 204 


560059 


2044.G22.gz43_259923 


M00055250B:A05 


ES 204 


504415 


2044.H06.gz43_259668 


M00055250B:G09 


ES 204 


552357 


2044.H09.gz43_259716 


M00055250C:F03 


ES 204 


616196 


2044.H10.gz43_259732 


M00055251A:B09 


ES 204 


488143 


2044.H18.gz43_259860 


M00055251C:D01 


ES 204 


549052 


2044.106.gz43_259669 


M00055251C:H07 


ES 204 


523732 


2044.11 l.gz43_259749 


M00055251D:B09 


ES 204 


464205 


2044.1 14.gz43_259797 


M00055251D:H11 


ES 204 


500737 


2044.118.gz43_259861 


M00055252A:H09 


ES 204 


558670 


2044.124.gz43_259957 


M00055252B:D07 


ES 204 


558785 


2044. J03 .gz43_259622 


M00055252C:B04 


ES 204 


557256 


2044.J05.gz43_259654 


M00055252C:E02 


ES 204 


159419 


2044J08.gz43_259702 


M00055252D:C10 


ES 204 


447380 


2044.J14.gz43_259798 


M00055253A:C07 


ES 204 


560205 


2044.J17.gz43_259846 


M00055253D:C03 


ES 204 


560261 


2044.K01.gz43_259591 


M00055254A:E02 


ES 204 


557928 


2044.K05 .gz43_259655 


M00055254C:A06 


ES 204 


493359 


2044.Kll.gz43_259751 


M00055254D:B10 


ES 204 


558861 


2044.K15.gz43_259815 


M00055255A:F11 


ES 204 


494130 


2044.K24.gz43_259959 


M00055255B:A10 


ES 204 


450405 


2044.L0 1 .gz43_259592 


M00055255B-.F05 


ES 204 


558512 


2044.L04.gz43_259640 


M00055256A:D12 


ES 204 


562256 


2044.L16.gz43_259832 


M00055256B:C07 


ES 204 


562256 


2044.L21.gz43_259912 


M00055256B:G05 


ES 204 


557928 


2044.L24.gz43_259960 


M00055257A:D01 


ES 204 


549456 


2044.M16.gz43_259833 


M00055257B:B10 


ES 204 


558134 


2044.M17.gz43_259849 


M00055257D:A11 


ES 204 


488574 


2044.N04.gz43_259642 



855 




Table 13 



ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00055257D:E02 


ES 204 


554246 


2044.N07.gz43_259690 


M00055258A:C07 


ES 204 


423884 


2044.N10.gz43_259738 


M00055259A:G06 


ES 204 


138927 


2044.O06.gz43_259675 


M00055259B:G11 


ES 204 


558559 


2044.0 14.gz43_259803 


M00055259C:G10 


ES 204 


476373 


2044.O17.gz43_259851 


M00055260B:A05 


ES 204 


558098 


2044.P04.gz43_259644 


M00055260B:H06 


ES 204 


460049 


2044.P08.gz43_259708 


M00055260C:A11 


ES 204 


560144 


2044.P09.gz43_259724 


M00055260C:A12 


ES204 


557734 


2044.P 10.gz43_259740 


M00055260D:D04 


ES 204 


562926 


2044.P20.gz43_259900 


M00055261A:D11 


ES 204 


558357 


2053.A03.gz43_260006 


M00055261B:G12 


ES 204 


550863 


2053.A12.gz43_260150 


M00055261D:D09 


ES 204 


128962 


2053.A20.gz43_260278 


M00055262A:C05 


ES 204 


558281 


2053.B02.gz43_259991 


M00055262B:A11 


ES 204 


558120 


2053.B05.gz43_260039 


M00055262B:C01 


ES 204 


554373 


2053.B06.gz43_260055 


M00055262C:B08 


ES 204 


558052 


2053Bll.gz43_260135 


M00055262C:F05 


ES 204 


446557 


2053. B14.gz43_260 183 


M00055263C:D02 


ES 204 


478087 


2053.C10.gz43_260120 


M00055263C:F10 


ES 204 


450242 


2053.C13.gz43_260168 


M00055263C:G09 


ES 204 


505858 


2O53.C15.gz43_260200 


M00055263D:C03 


ES 204 


554000 


2053.C19.gz43_260264 


M00055264A:F03 


ES 204 


511276 


2053.D05.gz43_260041 


M00055264B:E06 


ES 204 


556019 


2053.D08.gz43_260089 


M00055264B:H12 


ES 204 


450507 


2053. D10.gz43_260 121 


M00055264D:A03 


ES 204 


551272 


2053.D14.gz43_260185 


M00055264D:E09 


ES 204 


557713 


2053 .D 1 8 .gz43_260249 


M00055265A:G01 


ES 204 


34381 


2053.E02.gz43_259994 


M00055265A:G07 


ES 204 


555564 


2053 .E03 .gz43_2600 1 0 


M00055265C:A04 


ES 204 


512721 


2053.E10.gz43_260122 


M00055265C:D09 


ES 204 


560520 


2053E13.gz43_260170 


M00055265C:E01 


ES 204 


560678 


2053E14.gz43_260186 


M00055265C:F01 


ES 204 


557561 


2053.E15.gz43_260202 


M00055266A:H08 


ES 204 


559910 


2053.F03.gz43_260011 


M00055266B:C12 


ES 204 


550074 


2053.F05.gz43_260043 


M00055266D:C09 


ES 204 


557561 


2053.F14.gz43_260187 


M00055267A:D01 


ES 204 


487961 


2053.F21.gz43_260299 


M00055267A:G11 


ES 204 


511847 


2053.F22.gz43_260315 


M00055267B:B06 


ES 204 


561666 


2053.F24.gz43_260347 


M00055267D:G08 


ES 204 


562269 


2053.G18.gz43_260252 


M00055268B:D12 


ES 204 


556447 


2053 .H02.gz43_259997 


M00055268D:G09 


ES 204 


44845C 


1 2053.H15.gz43_260205 


M00055270D:B05 


ES 204 


475578 


2053.115.gz43_260206 


M00055271A:C05 


ES204 


562992 


! 2053.119.gz43_260270 
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Table 13 



ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00055271B:C01 


ES 204 


553665 


2053.124.gz43_260350 


M00055271B:D02 


ES 204 


446964 


2053.J01.gz43_259983 


M00055272D:E04 


ES 204 


559321 


2053.K01.gz43_259984 


M00055274B:A10 


ES204 


562314 


2053.K21.gz43_260304 


M00055274C:C06 


ES 204 


558867 


2053.L05.gz43_260049 


M00055274C:F02 


ES 204 


452506 


2053.L10.gz43_260129 


M00055274C:F10 


ES 204 


557115 


2053.Lll.gz43_260145 


M00055274D:A11 


ES 204 


560957 


2053.L12.gz43_260161 


M00055274D:B10 


ES 204 


549052 


2053L15.gz43_260209 


M00055274D:C10 


ES 204 


558263 


2053.L18.gz43_260257 


M00055275B:H06 


ES 204 


558360 


2053 .M03 .gz43_2600 1 8 


M00055275D:E12 


ES 204 


560621 


2053.M12.gz43_260162 


M00055275D:G09 


ES 204 


362109 


2053.M13.gz43_260178 


M00055275D:H08 


ES 204 


562871 


2053.M15.gz43_260210 


M00055276B:C09 


ES 204 


560278 


2053.M20.gz43_260290 


M00055277D:A02 


ES 204 


555564 


2053.N05.gz43_260051 


M00055279A:E03 


ES 204 


551798 


2053.O05.gz43_260052 


M00055279B:D02 


ES 204 


480960 


2053.O09.gz43_260116 


M00055280A:C09 


ES 204 


560538 


2053.O18.gz43_260260 


M00055280C:GO9 


ES 204 


560977 


2053.P05.gz43_260053 


M00055281A:E04 


ES 204 


558437 


2053.P20.gz43_260293 


M00055281A:F08 


ES 204 


558513 


2053.P21.gz43_260309 


M00055281B:D04 


ES 204 


481958 


2053.P22.gz43_260325 


M00055282A:A01 


ES 204 


559113 


2054.A07.gz43_267326 


M00055286A:H08 


ES204 


559728 


2054.C19.gz43_267520 


M00055288B:D01 


ES 204 


559127 


2054.E01.gz43_267234 


M00055288B:D08 


ES 204 


399121 


2054.E02.gz43_267250 










M00055288C:A09 


ES 205 


549575 


2054.E07.gz43_267330 


M00055288D:A03 


ES 205 


558730 


2054.E14.gz43_267442 


M00055294B:C03 


ES 205 


484617 


2054.H17.gz43_267493 


M00055294B:D04 


ES 205 


559043 


2054.H18.gz43_267509 


M00055294B:GQ1 


ES 205 


559531 


2054.H20.gz43_267541 


M00055296A:C05 


ES 205 


561779 


2054I14.gz43_267446 


M00055296C:E08 


ES 205 


558446 


2054.12 l.gz43_267558 


M00055297A:C01 


ES 205 


558940 


2054.124.gz43_267606 


M00055297D:C02 


ES 205 


500337 


2054.J13.gz43_267431 


M00055300A:B06 


ES 205 


551930 


2054.K20.gz43_267544 


M00055300C:F11 


ES 205 


559460 


2054.L01.gz43_267241 


M00055302B:B10 


ES 205 


624133 


2054.M03 .gz43_267274 


M00055302B:F07 


ES 205 


561096 


, 2054.M05.gz43_267306 


M00055305C:D08 


ES 205 


56042C 


1 2054O18.gz43_267516 


M00055305D:F07 


ES205 


4485 IS 


> 2054.023. gz43_267596 


M00055307B:G08 


ES 205 


451834 


2054.P22.gz43_267581 
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Table 13 



I^IUIICII-/ 


ES No 


ClusterlD 


S equenceName 


MOOO-S-S308DC09 


ES 205 


551811 


2055.A23.gz43_267966 


MOnOS^lOSDElO 


ES 205 


559965 


2055.B01.gz43_267615 


MOOOS53 1 0BE02 


ES 205 


138470 


2055.B20.gz43_267919 


MftnOSS31?A*Dl 1 


ES 205 


559112 


2055.C08.gz43_267728 


MOOOS53 12AE10 


ES 205 


440707 


2055.C09.gz43_267744 


MOOOS53 1 2BF0 1 


ES 205 


559452 


2055.C15.gz43_267840 


Mf)00S->3 1 2DA09 


ES 205 


558813 


2055.C23.gz43_267968 




ES 205 


560369 


2055.D17.gz43_267873 


MOflO-^3 1 4BF03 

V1UWJJJ XTJ-J.X V/-/ 


ES 205 


430146 


2055.D22.gz43_267953 


MOOO-S5314BG07 


ES 205 


551912 


2055 .D23 .gz43_267969 


M000553 1 5C* A09 


ES 205 


617813 


2055.E13.gz43_267810 


M00055316BB10 


ES 205 


477757 


2055.E22.gz43_267954 


M000-S^3 1 7CD04 


ES 205 


555359 


2055.F12.gz43_267795 


M000-SS3 1 9BH06 


ES 205 


559794 


2055.G19.gz43_267908 




ES 205 


553709 


2055.G22.gz43_267956 


M000553 19C/C07 


ES 205 


552857 


2055.G23.gz43_267972 


M00055320AF04 


ES 205 


553986 


2055.H09.gz43_267749 




ES 205 


558105 


2055H20.gz43_267925 


MftnOSS37 1 AA04 


ES 205 


555200 


2055.101.gz43_267622 


MOOOS532 1 AD11 


ES 205 


558161 


2055. 103. gz43_267654 


MOOOSS321BB10 


ES 205 


558890 


2055. 105 .gz43_267686 


iv/rnnossi2 1 Df 1 2 


ES 205 


559027 


2055.113.gz43_267814 


Monnss^22A-r , 08 


ES 205 


558254 


2055. 123 .gz43_267974 




ES 205 


559574 


2055.J04.gz43_267671 




ES 205 


552673 


2055.J05.gz43_267687 


MOftOS*5322DC12 


ES 205 


446900 


2055.J07.gz43_267719 


Mft00->-S323D*A12 


ES 205 


562236 


2055.K01.gz43_267624 




ES 205 


448677 


2055.K13.gz43_267816 


MnOOSS3?4DB02 


ES 205 


555277 


2055.K15.gz43_267848 




ES 205 


473343 


2055.K21.gz43_267944 


Mnn05S32SAH02 


ES 205 


554585 


2055.K22.gz43_267960 


MftOO ^ S 3 3 OC • F05 


ES 205 


451118 


2055.M20.gz43_267930 


MOOOSS330DC05 

i VX \J\J\J *J *-s \J xs t 


ES 205 


558980 


2055.M22.gz43_267962 


iVXv/vy *J .J -J \J xJ .X iii< 


ES 205 


559776 


2055.N01.gz43_267627 


M00055333CF12 


ES 205 


451429 


2055.N22.gz43_267963 


MO0O^5333CH07 


ES 205 


555349 


2055.N23.gz43_267979 


M00055334CE11 


ES 205 


560538 


2055.O16.gz43_267868 


M00055334D:G07 


ES 205 


554176 


2055.O21.gz43_267948 


MO0O55335A:B06 


ES 205 


497493 


2055.O24.gz43_267996 


M00055335D:A03 


ES 205 


472188 


2055.P12.gz43_267805 


M00055336D:B03 


ES 205 


558562 


2056.A04.gz43_268046 


M00055337D-.B10 


ES 205 


55886* 


1 2056.A15.gz43_268222 


M00055338A:A02 


ES 205 


453004 


2056.A16.gz43_268238 


M00055338A:A03 


ES 205 


559971 


2056.A17.gz43_268254 
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Table 13 



ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00055338A:H10 


ES205 


561116 


2056.A21.gz43_268318 


M00055338B:F06 


ES 205 


560714 


2056.A23.gz43_268350 


M00055338C:F03 


ES205 


551912 


2056.B04.gz43_268047 


M00055338C:G04 


ES205 


552430 


2056.B05.gz43_268063 


M00055338C:H06 


ES 205 


561024 


2056.B07.gz43_268095 


M00055338D:E11 


ES 205 


512657 


2056.B09.gz43_268127 


M00055339A:B06 


ES205 


560091 


2056.B10.gz43_268143 


M00055339B:D10 


ES 205 


562883 


2056.B13.gz43_268191 


M00055340B:C03 


ES205 


449405 


2056.C06.gz43_268080 


M00055340B:E06 


ES205 


560652 


2056C07.gz43_268096 


M00055340C:D01 


ES 205 


560369 


2056.C09.gz43_268128 


M00055340D:D01 


ES205 


560370 


2056Cll.gz43_268160 


M00055340D:F08 


ES 205 


560717 


2056.C13.gz43_268192 


M00055341B:A01 


ES205 


558653 


2056.C16.gz43_268240 


M00055341B:C07 


ES 205 


560254 


2056.C19.gz43_268288 


M00055341C:C01 


ES 205 


560252 


2056.C24.gz43_268368 


M00055341C:F04 


ES 205 


627386 


2056D03.gz43_268033 


M00055341C:G12 


ES205 


552669 


2056.D04.gz43_268049 


M00055341D:H07 


ES 205 


552357 


2056D08.gz43_268113 


M00055342A:E08 


ES 205 


562576 


2056.D14.gz43_268209 


M00055342B:C08 


ES205 


403419 


2056.D19.gz43_268289 


M00055342C:E03 


ES 205 


496460 


2056.D23.gz43_268353 


M00055342C:H06 


ES 205 


561124 


2056.E03.gz43_268034 


M00055342D:B02 


ES 205 


163336 


2056.E04.gz43_268050 


M00055342DF07 


ES205 


627139 


2056.E08.gz43_268 1 14 


M00055342D:H05 


ES 205 


561124 


2056.Ell.gz43_268162 


M00055343A:C09 


ES 205 


560199 


2056.E13.gz43_268194 


M00055343AD08 


ES 205 


560377 


2056.E14.gz43_268210 


M00055343A:G03 


ES 205 


560868 


2056.E16.gz43_268242 


M00055343C:B11 


ES 205 


400047 


2056.E19.gz43_268290 


M00055343C:G09 


ES 205 


560939 


2056.E21.gz43_268322 


M00055343C:G10 


ES 205 


560939 


2056.E22.gz43_268338 


M00055343D:C12 


ES205 


560259 


2056.F01.gz43_268003 


M00055343D:G03 


ES 205 


560932 


2056.F05.gz43_268067 


M00055343D:G06 


ES 205 


554101 


2056.F06.gz43_268083 


M00055343D:H04 


ES 205 


559296 


2056.F07.gz43_268099 


M00055344A:G11 


ES 205 


448285 


2056.F12.gz43_268179 


M00055344B:A12 


ES 205 


618311 


2056F13.gz43_268195 


M00055344C:C08 


ES 205 


49124C 


2056.F18.gz43_268275 


M00055344C:E04 


ES205 


557264 


2056.F19.gz43_268291 


M00055344C:F09 


ES 205 


55889C 


2056.F20.gz43_268307 


M00055344C:H09 


ES 205 


559806 


i 2056.F24.gz43_268371 


M00055344D:A09 


ES205 


550063 


1 2056.G01.gz43_268004 


M00055345A:D05 


ES 205 


55904S 


) 2056.G05.gz43_268068 
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Table 13 



ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00055345B:B03 1 


ES 205 


558769 


2056.G06.gz43_268084 


M00055345B:F03 


ES 205 


559375 


2056.G09.gz43_268132 


M00055345D:A04 


ES 205 


551305 


2056.G16.gz43_268244 


M00055345D:D01 


ES 205 


559087 


2056.G18.gz43_268276 


M00055345D:D12 


ES 205 


559093 


2056.G19.gz43_268292 


M00055345D:E02 


ES 205 


559246 


2056.G20.gz43_268308 


M00055345D:E05 


ES 205 


558334 


2056.G21.gz43_268324 


M00055346A:B01 


ES 205 


560088 


2056.G24.gz43_268372 


M00055346A:E12 


ES205 


418482 


2056.H03.gz43_268037 


M00055346B:G03 


ES205 


509505 


2056.H08.gz43_268117 


M00055347A:C03 


ES 205 


559004 


2056.H16.gz43_268245 


M00055347C:F01 


ES 205 


559359 


2056.104.gz43_268054 


M00055348B:A02 


ES 205 


559963 


2056.117.gz43_268262 


M00055348B:B05 


ES 205 


103123 


2056.118.gz43_268278 


M00055348B:F05 


ES 205 


552258 


2056.122.gz43_268342 


M00055348B:H05 


ES205 


550973 


2056.123.gz43_268358 


M00055348D:A01 


ES205 


559857 


2056J04.gz43_268055 


M00055349A:F07 


ES 205 


549041 


2056.Jll.gz43_268167 


M00055349C:G07 


ES 205 


458618 


2056.J19.gz43_268295 


M00055349C:H12 


ES 205 


562849 


2056.J20.gz43_268311 


M00055349D:F02 


ES205 


556011 


2056.J24.gz43_268375 


M00055350A:F01 


ES 205 


556216 


2056K06.gz43_268088 


M00055350B:B12 


ES 205 


449927 


2056.K09.gz43_268136 


M00055350B:D09 


ES 205 


560695 


2056.Kll.gz43_268168 


M00055350C:G11 


ES205 


553875 


2056.K15.gz43_268232 


M00055351A:A08 


ES 205 


553505 


2056.K21.gz43_268328 


M00055351AC09 


ES205 


560311 


2056.K22.gz43_268344 


M00055351B:D11 


ES 205 


560498 


2056.L01.gz43_268009 


M00055351B:H12 


ES 205 


512014 


2056.L02.gz43_268025 


M00055352B:E01 


ES 205 


555095 


2056.L24.gz43_268377 


M00055352B:E06 


ES 205 


560544 


2056.M01.gz43_268010 


M00055352B:H05 


ES205 


557372 


2056.MO4.gz43_268058 


M00055352C:A07 


ES205 


553591 


2056.M06.gz43_26809O 


M00055353B:B09 


ES205 


455379 


2056.M13.gz43_268202 


M00055353C:A05 


ES205 


426698 


2056.M18.gz43_268282 


M00055353D:C05 


ES205 


558959 


2056.M24.gz43_268378 


M00055354A:A01 


ES 205 


558182 


2056.N04.gz43_268059 


M00055354A:G11 


ES205 


471712 


2056.Nll.gz43_268171 


M00055354A:H08 


ES205 


56 106? 


2056.N12.gz43_268187 


M00055354C:C12 


ES205 


238 14< 


2056.N16.gz43_268251 


M00055354C:EOl 


ES 205 


18499f 


> 2056.N17.gz43_268267 


M00055354C:F04 


ES 205 


56080f 


> 2056.N18.gz43_268283 


M00055355A:A10 


ES 205 


48762: 


2056.N23.gz43_268363 


M00055355A:H04 


ES 205 


56271* 


2056.O02.gz43_268028 
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Table 13 



firman 


ES No 


CIusterlD 

V_S-1 UO 


SequenceName 


mooossisscai 1 


ES 205 


559910 


2056.O07.gz43_268 108 


ivrooossis6AR06 


ES 205 


471272 


2056.O13.gz43_268204 


MOOOSS1S6AD04 


ES 205 


626061 


2056.O14.gz43_268220 


M0005S1S6AD09 


ES 205 


556365 


2056.O15.gz43_268236 


mooossis6RR04 


ES 205 


549781 


2056.O17.gz43_268268 


1V1UUWJJJ JUv/.11va< 


ES 205 


561108 


2056.P01.gz43_268013 


MooossiS6Tyci i 


ES 205 


560174 


2056.P07.gz43_268 109 


mooo5si^6DG09 

IVIy/V/W J J J J Uly.VJv .7 


ES 205 


549464 


2056.P08.gz43_268125 


M000^5157A*A09 


ES 205 


449751 


2056.P10.gz43_268157 


MOOOSS1S7RA08 


ES 205 


554591 


2056.P15.gz43_268237 


mooossis7R-ro i 

IVlvWVJJJJ /D.DU1 


ES 205 


448989 


2056.P16.gz43_268253 


MOOOSS1S7RR07 


ES 205 


551412 


2056.P17.gz43_268269 


1^000^1^7^-1407 


ES 205 


492821 


2056.P22.gz43_268349 


MOOOSS1SRAF09 


ES 205 


627297 


2065.A06.gz43_268462 


mtioossisrrcoi 


ES 205 


561485 


2065.A09.gz43_268510 


^y^ooo^l^^^^v^i04 

1VLUUU J J J J OU .UUt 


FS 205 


465610 


2065.A17.gz43_268638 


TV/T OOO ^ ^ 1 S QR-F01 


ES 205 


559495 


2065 . A2 1 .gz43_268702 


M000^S1S9R*G09 


ES 205 


559676 


2065 . A23 .gz43_268734 


MOOOSS1SQRH07 


ES 205 


491635 


2065.A24.gz43_268750 


MOOOS^1S9C*H09 


ES 205 


501534 


2065.B08.gz43_268495 


TV/1000 S s i s on * f* 1 7 


ES 205 


451124 


2065.Bll.gz43_268543 


MOOOSS1^QTVH02 


ES 205 


559828 


2065.B15.gz43_268607 


iv/roonssi6oc*co^ 


ES 205 


495799 


2065.C02.gz43_268400 


MOOOSS160rF08 


ES 205 


471718 


2065.C05.gz43_268448 


IV/fOOOSS^OCGl 1 

IVlUUv/J J JUUV.VJ 1 A 


ES 205 


456469 


2065.C06.gz43_268464 


M000SS160DH 1 0 


ES 205 


449593 


2065.C12.gz43_268560 


M000S^16 1 A'COI 


ES 205 


559022 


2065.C15.gz43_268608 


M0OOSS161RF12 


ES 205 


553615 


2065.C20.gz43_268688 


M000SS161 R-G08 

IViUUU J J Jv/ 1 D.VJUO 


ES 205 


559675 


2065.C21.gz43_268704 


M000S516 1 C'FOS 

1VJ.V/UUJ J JO 1 V/.ljvJ 


ES 205 


562459 


2065.C22.gz43_268720 


1VA000^161 TYPOS 
1V1UVJV/J J JO 1 jV/.^V/J 


ES 205 


558927 


2065.D02.gz43_268401 


iv/roonssi6l TVH 1 ? 

iviuu v j j j vj i ij . n. X z. 


ES 205 


559696 


2065. DOS .gz43_268449 


IVyf 000S SI 69 P-R06 


ES 205 


558412 


2065.Dll.gz43_268545 


\40OOSS167Cfir0R 


ES 205 


559675 


2065.D14.gz43_268593 


1VTOOOSS167CFT07 


ES 205 


484091 


2065.D15.gz43_268609 


M000SS161 ACOl 


ES 205 


556947 


2065.D22.gz43_268721 


1VA000SS161 AT)02 


ES 205 


32021 


2065.D24.gz43_268753 


M00055363A:F07 


ES205 


550562 


2065.E02.gz43_268402 


M00055363C:E02 


ES 205 


91178 


2065.E08.gz43_268498 


M00055364B:B01 


ES 205 


558504 


2065.E15.gz43_268610 


M00055364B:D01 


ES205 


463304 


2065.E17.gz43_268642 


M00055364B:E10 


ES205 


559963 


t 2065.E18.gz43_268658 


M00055364C:B08 


ES 205 


534054 


2065.E20.gz43_268690 


M00055364D:E09 


ES205 


636651 


2065.F03.gz43_268419 
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F<? No 


ClusterlD 


SequenceName 














v/rooo^s^fi^TvrH o 


ES 206 


559919 


2065.F09.gz43_2685 15 




YlUuUJJJOJv/.L'li 


ES 206 


558334 


2065.F1 1 .gz43_268547 






ES 206 


561825 


2065 .F 13 .gz43_268579 




VlV/UwJJJUDA.DvT 


ES 206 


556850 


2065 .F 1 5 .gz43_2686 1 1 




moooss^66AH08 


ES 206 


551551 


2065.F17.gz43_268643 




lvj. v \J V/ j j ~j \j \j mj . v-* v ~ 


ES 206 


511746 


2065.F20.gz43_268691 




M000SS^66r*Rl 1 


ES 206 


505971 


2065.F23.gz43_268739 




M0005S166DG10 


ES 206 


527410 


2065.G07.gz43_268484 




M000^^67AB1 1 

\y\\)\J\J J J •jyj I **..u a a 


ES 206 


556430 


2065.G12.gz43_268564 




M0O0SS^67D*A05 


ES 206 


523606 


2065.H02.gz43_268405 




MOOOS5'*6Rf , G06 


ES 206 


482515 


2065.H21.gz43_268709 




AyrOOO^^KTYFO^ 


ES 206 


558813 


2065 H23 .gz43_26874 1 




TV4000S S"36Q A FT08 


ES 206 


556959 


2065.107:gz43_268486 






ES 206 


557783 


2065.109.gz43_268518 


: f% 


kiooo^^oabo^ 


ES 206 


335714 


2065.117.gz43_268646 


%.rd 


IVAOOO^S^70 , R-F07 


ES 206 


549163 


2065.J02.gz43_268407 




\yfnO0^^17OPR08 


ES 206 


562280 


2065.J05.gz43_268455 


fU 

O 


\yrono^^i70P-no? 


ES 206 


552031 


2065J06.gz43_268471 




XyTOOO^^17OnF06 
yl\j\J\)DDO f\JU.r\J\) 


ES 206 


549984 


2065J12.gz43_268567 


f r% 


lV/lonoss^70TYFI07 


ES 206 


560959 


2065.J13.gz43_268583 




Ayfnnn^^^7on-wi 7 

VIUUU3 D j /UU. niz 


FS 206 


554885 


2065.J14.gz43_268599 






ES 206 


508515 


2065J15.gz43_268615 


it} 


IVyf 000^^71 A -14 10 


ES 206 


562027 


2065.J18.gz43_268663 


Co 


\yfOOO^S^71 R-n01 


ES 206 


561610 


2065.J19.gz43_268679 


O 


lVyfOHO^ ^7 1 R*F0 1 


ES 206 


553705 


2065.J21.gz43_268711 




lVyfOOO^ ^^7 1 TYR0R 


ES 206 


484748 


2065.K05.gz43_268456 




M000S S % 11 A *H02 


ES 206 


552265 


2065.Kll.gz43_268552 




1V/TOOOSS'377RRO? 


ES 206 


556357 


2065.K13.gz43_268584 




MOOOS S^77R*F0 1 


ES 206 


632260 


2065.K14.gz43_268600 




iyyTOO0^'*77R*F1 1 

1V1UUU3 J J 1 1 1 


ES 206 


561868 


2065.K18.gz43_268664 




IVyf OOO ^ S ^ 77 f 1 • F 0^ 


ES 206 


553904 


2065.K22.gz43_268728 




M000SS^77D-r t 1 1 


ES 206 


556416 


2065.L04.gz43_268441 




M000SS^77DG1 1 

1V1UUU3 J J 1 Z.U -VJ 1 1 


ES 206 


516008 


2065 .L09 .gz43_26852 1 




MOO0SS^7^R*A0Q 


ES 206 


490308 


2065.L14.gz43_268601 




TVvfOO0^S^7^P*F0S 


ES 206 


466887 


2065.M0 1 .gz43_268394 




lV4000SS^7^r*H01 


ES 206 


446890 


2065.M02.gz43_268410 




M00055373C:H10 


ES206 


543323 


2065.M03.gz43_268426 




M00055373D:B08 


ES206 


49850S 


) 2065.M04.gz43_268442 




M00055374A:B11 


ES 206 


555796 


i 2065.Mll.gz43_268554 




M00055374A:E01 


ES 206 


636876 


i 2065.M13.gz43_268586 




M00055374B:D05 


ES 206 


56256f 


i 2065.M19.gz43_268682 




M00055374B:F06 


ES206 


559764 


2065.M21.gz43_268714 




M00055374C:F01 


ES 206 


37672( 


2065.N04.gz43_268443 



862 




Table 13 





ES No 


ClusterlD 


SequenceName 


M 000S S ^ 74.H • TOO 


ES 206 


504167 


2065.N10.gz43_268539 


M0OOSS'374D*F10 


ES 206 


558507 


2065.Nll.gz43_268555 


iv/roooss^7-SB*H02 


ES 206 


482090 


2065.N21.gz43_268715 


N/innn s s ^ 7SR -H07 


ES 206 


555878 


2065.N22.gz43_268731 


yiUV/l/J JD 1 Jv.vUO 


ES 206 


448741 


2065 .N24.gz43_268763 


MOnOS5^7SrF02 

1V1WWWJJJ / »/"O.A v/a. 


ES 206 


143210 


2065.O01.gz43_268396 




ES 206 


561229 


2065.O05.gz43_268460 


MOOO'S i S^76BA03 


ES 206 


474580 


2065 .009.gz43_268524 


M000SS376B* Al 1 


ES 206 


561279 


2065.O10.gz43_268540 


M0OOSS'?76B*B0i 

1VIVV/V/J J J I WLI . AJ V/ J. 


ES 206 


453846 


2065.01 l.gz43_268556 


\i000S^77ABl 1 


ES 206 


207099 


2065 .023 .gz43_268748 


MOOOSS^77BF10 


ES 206 


562844 


2065.P02.gz43_268413 




ES 206 


461325 


2065.P08.gz43_268509 


M0OOS-S177CH08 


ES 206 


450637 


2065.P09.gz43_268525 


mooos-s^77DF12 


ES 206 


562801 


2065.P13.gz43_268589 


.vxv/WV/j-/^ / on.u x ^- 


ES 206 


235456 


2065.P19.gz43_268685 


M0OOSS378DB07 


ES 206 


559938 


2066.A12.gz43_270570 




ES 206 


562524 


2066.A13.gz43_270586 


MOOO-S-S179AD07 


ES 206 


468565 


2066.A17.gz43_270650 


M0OOS-S380AC06 

IViV/V/V/ J^/*/ OuA.V' \J\J 


ES 206 


448949 


2066.B17.gz43_270651 


MOOOS'S'-WODH^ 


ES 206 


562085 


2066.C12.gz43_270572 


A/fOOOSS^I A F02 


ES 206 


549082 


2066C14.gz43_270604 


lV/TOOO^ S 1 X 1 B * C 1 0 


ES 206 


562386 


2066.C22.gz43_270732 


IVyfOOOSS^RI P-G03 

IVIL/V/UJ-J JO 1\^.\J\JJ 


ES 206 


562876 


2066.D09.gz43_270525 


lV/f 00 0 S S ^ 8 1 D • D 0 8 


ES 206 


560868 


2066.D15.gz43_270621 


lV/fOOOSS'*87RF02 


ES 206 


493487 


2066.D23 .gz43_270749 


IV/f 000*5 < S'*87f , T)08 


ES 206 


558437 


2066.E06.gz43_270478 


MOOO-S-S^8?*r*H06 

IVaV/V/V/ J J J OZ>V> .A AW 


ES 206 


446399 


2066.E12.gz43_270574 


MOOOS-S^87D*r05 


ES 206 


562382 


2066.E14.gz43_270606 


ivAoooss^89nno4 


ES 206 


459764 


2066.E15.gz43_270622 


ivyf 000 S S ^ 8 ^ A * F0^ 


ES 206 


562757 


2066.E22.gz43_270734 


MOOOSS^8^BH09 

IVlV/WV/w' OJU.l AV/.7 


ES 206 


551995 


2066.F08.gz43_270511 


TV/I000S S ^ 8 1 C * A 08 
IVlv/U V/ ^ J J O J . V/ o 


ES 206 


562216 


2066.F09.gz43_270527 


MOO0SS^8^DF02 


ES 206 


498390 


2066.F17.gz43_270655 


MOOOSS^S^DGOS 


ES 206 


454031 


2066.F22.gz43_270735 


M000SS^81DH1 1 

1V1V/V/V/-/ JJOJl/.I A A A 


ES 206 


559854 


2066.F24.gz43_270767 


M0005 S384 A "F05 


ES 206 


562725 


2066.G06.gz43_270480 


M00055384B:D10 


ES 206 


562498 


2066.G12.gz43_270576 


M00055384C:G07 


ES206 


56287C 


2066.G18.gz43_270672 


M00055384D:H06 


ES206 


55076« 


\ 2066.G20.gz43_270704 


M00055385C:C04 


ES206 


54904! 


i 2066.H06.gz43_270481 


M00055385C:F06 


ES206 


56132f 


5 2066.H08.gz43_270513 


M00055385C:G09 


ES 206 


45034S 


) 2066.H10.gz43_270545 


M00055385D:D03 


ES 206 


41862: 


I 2066.H14.gz43_270609 



863 




Table 13 



ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00055386A:G05 


ES 206 


562849 


2066.H21.gz43_270721 


M00055386D:GO2 


ES 206 


558297 


2066.11 l.gz43_270562 


M00055386D:H04 


ES 206 


557247 


2066.112.gz43_270578 


M00055387B:H12 


ES 206 


550829 


2066.122.gz43_270738 


M00055388A:A09 


ES 206 


553244 


2066J08.gz43_270515 


M00055388A:B06 


ES 206 


560948 


2066.J09.gz43_270531 


M00055388B:B02 


ES 206 


465836 


2066J13.gz43_270595 


M00055388B:E01 


ES 206 


636532 


2066.J17.gz43_270659 


M00055388B:H04 


ES 206 


557249 


2066.J20.gz43_270707 


M00055388C:D01 


ES 206 


635965 


2066J22.gz43_270739 


M00055388D:A01 


ES 206 


555681 


2066.J24.gz43_270771 


M00055388D:F11 


ES 206 


556793 


2066.K10.gz43_270548 


M00055389A:D08 


ES 206 


238196 


2066.K14.gz43_270612 


M00055389C:F12 


ES 206 


282015 


2066.K24.gz43_270772 


M00055390A:A05 


ES 206 


515115 


2066.L06.gz43_270485 


M00055390C:E06 


ES 206 


50604 


2066.L18.gz43_270677 


M00055391B:D05 


ES 206 


499690 


2066.M10.gz43_270550 


M00055391B:D07 


ES 206 


453508 


2066.Mll.gz43_270566 


M00055391B:H07 


ES 206 


418921 


2066.M 14.gz43_2706 1 4 


M00055391B:H08 


ES 206 


555639 


2066.M15.gz43_270630 


M00055392A:H06 


ES 206 


446242 


2066.N03 .gz43_270439 


M00055392C:G07 


ES 206 


551640 


2066.N1 1 .gz43_270567 


M00055392D:A06 


ES 206 


562701 


2066.N 1 3 .gz43_270599 


M00055393B:F04 


ES 206 


44015 


2066.N23.gz43_270759 


M00055393C:B02 


ES 206 


549889 


2066.N24.gz43_270775 


M00055394B:C06 


ES 206 


561457 


2066.O13.gz43_270600 


M00055394B:D08 


ES 206 


556011 


2066.O15.gz43_270632 


M00055394D:F03 


ES 206 


554908 


2066.P07.gz43_270505 


M00055395A:C02 


ES 206 


446531 


2066.P09.gz43_270537 


M00055395A.E09 


ES 206 


452808 


2066.P13.gz43_270601 


M00055395B:C04 


ES 206 


561487 


2066.P17.gz43_270665 


M00055396B:C06 


ES 206 


560003 


2067.All.gz43_270938 


M00055396B-.G02 


ES206 


561922 


2067.A14.gz43_270986 


M00055397A:B10 


ES 206 


562236 


2067.A23.gz43_271130 


M00055397A:C06 


ES 206 


154980 


2067.A24.gz43_27 1 146 


M00055397A:H07 


ES 206 


556380 


2067.B06.gz43_270859 


M00055397B:F12 


ES 206 


562736 


2O67.B08.gz43_270891 


M00055397D:A01 


ES 206 


562147 


2067.B12.gz43_270955 


M00055398A:C11 


ES 206 


561438 


2067.B20.gz43_271083 


M00055398B:A05 


ES 206 


469852 


2067.B21.gz43_271099 


M00055398B:C05 


ES 206 


45668"/ 


r 2067.B23.gz43_271131 


M00055398C:A11 


ES 206 


555882 


[ 2067.B24.gz43_271147 


M00055398C:D01 


ES 206 


448511 


[ 2067.C02.gz43_270796 


M00055398C-.F07 


ES 206 


51179: 


I 2067.C06.gz43_270860 



864 



Table 13 





ES No 


ClusterlD 


SequenceName 


M00055399CA08 


ES 206 


513715 


2067.C21.gz43_271100 


M0005 5400B H 1 2 


ES 206 


562029 


2067.D19.gz43_271069 


M00055400DG01 


ES 206 


556382 


2067E04.gz43_270830 


M00055401A:C08 


ES 206 


449258 


2067.E06.gz43_270862 


M00055401DE03 


ES 206 


551731 


2067.E21.gz43_271102 


M00055402A:A05 


ES 206 


561206 


2067.F02.gz43_270799 


M00055402A:H03 


ES 206 


98869 


2067.F06.gz43_270863 


M00055402C'C12 


ES 206 


551928 


2067.F22.gz43_271119 


M00055402DA11 


ES 206 


486834 


2067.G02.gz43_270800 


M0005 5402D H04 


ES 206 


562059 


2067.G06.gz43_270864 


M00055403AC07 


ES 206 


555856 


2067.Gll.gz43_270944 


M00055403BA05 


ES 206 


490060 


2067.G16.gz43_271024 


M00055403BA10 


ES 206 


558180 


2067.G18.gz43_271056 


M00055403BD04 


ES 206 


555726 


2067.G21.gz43_271104 


M00055403BD07 


ES 206 


553173 


2067.G22.gz43_271120 


M00055403BG09 


ES 206 


551675 


2067G23.gz43_271 136 


M00055403BG12 


ES 206 


561236 


2067.G24.gz43_271152 


M00055404AB10 


ES 206 


561325 


2067.H10.gz43_270929 


M00055404AD08 


ES 206 


553766 


2067.H12.gz43_270961 


M00055404CC11 


ES 206 


530715 


2067 .H23.gz43_271 137 


M00055405AA02 


ES 206 


561236 


2067.105.gz43_270850 


M00055405AC01 


ES 206. 


452761 


2067I06.gz43_270866 


M00055405AG1 1 


ES 206 


419489 


2067.107.gz43_270882 


M00055405BH05 


ES 206 


554742 


2067.110.gz43_270930 


M00055405BH06 


ES 206 


473617 


2067.11 l.gz43_270946 


M00055405CC04 


ES 206 


63669 


2067.11 3. gz43_270978 


M00055405CH07 


ES 206 


559102 


2067.1 14.gz43_270994 


M00055405DG05 


ES 206 


551617 


2067.120.gz43_271090 


M00055406BE07 


ES 206 


562584 


2067.J05.gz43_270851 


M0005 5406BF 1 0 


ES 206 


562369 


2067.J07.gz43_270883 


M00055406DA03 


ES 206 


491260 


2067.J13.gz43_270979 


M00055406DC10 


ES 206 


487893 


2067.J16.gz43_271027 


M00055406DG12 


ES 206 


557853 


2067J18.gz43_271059 


M0005 5407 AF08 


ES 206 


465828 


2067. J24.gz43_27 1155 


M00055407BG07 


ES 206 


550730 


2067.K02.gz43_270804 


M00055407CE04 


ES 206 


465284 


2067.K06.gz43_270868 


M00055407CG04 


ES 206 


556105 


2067.K08 .gz43_270900 


M00055407C:G11 


ES 206 


560252 


2067.K09.gz43_270916 


M00055408A:A05 


ES 206 


561212 


2067.K15.gz43_271012 


M00055408A:F12 


ES 206 


66014 


2067.K23.gz43_271140 


M00055408A:G09 


ES 206 


44665C 


1 2067.L01.gz43_270789 


M00055408B:G04 


ES 206 


44780C 


1 2067.L08.gz43_270901 


M00055408C:C04 


ES 206 


451938 


2067.Lll.gz43_270949 


M00055408C:E04 


ES 206 


559776 


2067.L13.gz43_270981 



865 




Table 13 



ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00055408D:E05 


ES 206 


548939 


2067L17.gz43_271045 


M00055408D:E11 


ES 206 


558720 


2067.L18.gz43_271061 


M00055409A:E06 


ES 206 


100821 


2067 L23.gz43_271141 


M00055409A:E10 


ES 206 


516043 


2067.L24.gz43_271157 


M00055410C:G08 


ES 206 


550135 


2067.N05.gz43_270855 


M00055410C:H11 


ES 206 


562001 


2067.N08 .gz43_270903 


M00055410D:B02 


ES 206 


288626 


2067.N09.gz43_2709 1 9 


M00055410D:G01 


ES 206 


633189 


2067.Nll.gz43_270951 


M00055411A:H04 


ES 206 


558583 


2067.N16.gz43_271031 


M00055411B:D12 


ES 206 


356058 


2067.N22.gz43_271127 


M00055411C:E02 


ES 206 


450060 


2067.003 .gz43_270824 


M00055412A:C05 


ES 206 


440833 


2067.0 14.gz43_27 1000 


M00055412A:F09 


ES 206 


556734 


2067O15.gz43_271016 


M00055412B:A07 


ES 206 


495958 


2067.O16.gz43_271032 


M00055412D:A12 


ES 206 


560838 


2067P03.gz43_270825 


M00055413A:A02 


ES 206 


540000 


2067P07.gz43_270889 


M00055413C:B09 


ES 206 


446171 


2067.P19.gz43_271081 










M00042583D:F03 


ES 207 


452204 


2078.A10.gz43_269168 


M00042583D:F11 


ES 207 


506901 


2078.All.gz43_269184 


M00042586B:A04 


ES 207 


451722 


2078.A22.gz43_269360 


M00042586B:A09 


ES 207 


451933 


2078. A23 .gz43_269376 


M00042586B:A10 


ES 207 


448453 


2078.A24.gz43_269392 


M00042586C:E01 


ES 207 


451923 


2078.B03.gz43_269057 


M00042586D:C07 


ES 207 


451868 


2078.B06.gz43_269105 


M00042587B:G07 


ES 207 


452260 


2078.B09.gz43_269153 


M00042588A:G10 


ES 207 


508088 


2078.B16.gz43_269265 


M00042588C:E07 


ES 207 


505858 


2078.B19.gz43_269313 


M00042589A:G06 


ES 207 


452236 


2078.B21.gz43_269345 


M00042589B:D04 


ES 207 


504007 


2078.B22.gz43_269361 


M00042589B:E03 


ES 207 


452066 


2078.B23.gz43_269377 


M00042589D:D08 


ES 207 


415825 


2078.C08.gz43_269138 


M00042589D:F02 


ES 207 


452182 


2078.C09.gz43_269 154 


M00042590B:G02 


ES 207 


507349 


2078.Cll.gz43_269186 


M00042590C:C09 


ES 207 


418340 


2078.C12.gz43_269202 


M00042621B:G01 


ES 207 


452257 


2078.C16.gz43_269266 


M00042621D:A03 


ES 207 


501401 


2078C19.gz43_269314 


M00042622C:H12 


ES 207 


452315 


2078.D03.gz43_269059 


M00042623B:B09 


ES 207 


451802 


2078. D06.gz43_269 107 


M00042623D:C02 


ES 207 


4472 10 


2078.D09.gz43_269155 


M00042624D:B05 


ES 207 


452462 


2078.D14.gz43_269235 


M00042625B:H10 


ES 207 


517247 


' 2078.D20.gz43_269331 


M00042625D:C07 


ES 207 


511746 


i 2O78.E06.gz43_269108 


M00042625D:E08 


ES 207 


51388? 


2078.E07.gz43_269124 



866 



# • 



Table 13 



ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00042626B:A12 \ 


ES 207 


452432 


2078.E10.gz43_269172 


M00042626D:D12 


ES 207 


452031 


2078.E16.gz43_269268 


M00042627B:A10 


ES 207 


452376 


2078.E18.gz43_269300 


M00042628B:G11 


ES207 


451401 


2078.F04.gz43_269077 


M00042628C:G10 


ES 207 


516522 


2078.F06.gz43_269109 


M00042628D:F12 


ES207 


447904 


2078.F08.gz43_269141 


M00042629A:E11 


ES 207 


452052 


2078.Fll.gz43_269189 


M00042630B:C04 


ES 207 


451885 


2078.F20.gz43_269333 


M00042630C:C12 


ES 207 


503499 


2078.F22.gz43_269365 


M00042951D:C05 


ES 207 


451841 


2078 G05 .gz43_269094 


M00042952A:H12 


ES207 


452324 


2078.G10.gz43_269174 


M00042952B:A08 


ES 207 


500853 


2078.Gll.gz43_269190 


M00042952B:C08 


ES 207 


451887 


2078.G12.gz43_269206 


M00042952C:H09 


ES 207 


452323 


2078.G16.gz43_269270 


M00042953B:D02 


ES 207 


504560 


2078.H01.gz43_269031 


M00042954A:F04 


ES 207 


452142 


2078.H12.gz43_269207 


M00042954D:D04 


ES 207 


451993 


2078.H18.gz43_269303 


M00042955D:C02 


ES207 


502815 


2078.102.gz43_269048 


M00042955D:H03 


ES 207 


448594 


2078.104.gz43_269080 


M00042956A:H02 


ES 207 


448090 


2078.105 .gz43_269096 


M00042957A:D06 


ES207 


451994 


2078.112.gz43_269208 


M00042957D:C09 


ES 207 


451929 


2078.118.gz43_269304 


M00042958B:H04 


ES 207 


452981 


2078.J02.gz43_269049 


M00042958C:D04 


ES207 


512721 


2078. J03 .gz43_269065 


M00042958C:G10 


ES207 


516018 


2078.J04.gz43_269081 


M00042959A:B07 


ES 207 


423578 


2078.J06.gz43_269113 


M00042959AE08 


ES 207 


514142 


2078J08.gz43_269145 


M00042959BE11 


ES 207 


514160 


2078. Jll.gz43_269 193 


M00042959CC06 


ES207 


452615 


2078.J12.gz43_269209 


M00042959DA05 


ES 207 


510169 


2078.J14.gz43_269241 


M00042960AB10 


ES 207 


448332 


2078.J17.gz43_269289 


M00042960DC11 


ES207 


512051 


2078.K03.gz43_269066 


M00042962A:G04 


ES207 


452899 


2078.K12.gz43_269210 


M00042962B:A03 


ES 207 


446438 


2078.K13.gz43_269226 


M00042962C:D05 


ES 207 


513155 


2078.K16.gz43_269274 


M00042962D:B09 


ES 207 


511351 


2078.K18.gz43_269306 


M00042963B:A02 


ES207 


452459 


2078.K23.gz43_269386 


M00042963B:E12 


ES 207 


514594 


2078.L02.gz43_26905 1 


M00042963D:F11 


ES 207 


452801 


2078.L07.gz43_269131 


M00042964C.D06 


ES 207 


513156 


2078.L16.gz43_269275 


M00042964C:D10 


ES 207 


513168 


2078.L17.gz43_269291 


M00042964D:C02 


ES207 


51205S 


) 2078.L21.gz43_269355 


M00042965A:B03 


ES 207 


452506 


i 2078.L23.gz43_269387 


M00042965A:G02 


ES 207 


51641! 


i 2078.M0i.gz43_269036 
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M00042965B:G08 


ES 207 


452898 


2078.M04.gz43_269084 


M00042965C:A05 


ES207 


452454 


2078. M06.gz43_269 116 


M00042965C:E06 


ES 207 


452775 


2078.M07.gz43_269132 


M00042967A:E06 


ES 207 


513585 


2078 .M 1 8 .gz43_2693 08 


M00042969B:E01 


ES 207 


505679 


2078.N04.gz43_269085 


M00042969B:G10 


ES207 


452279 


2078. N05.gz43_269 101 


M00042970D:D02 


ES 207 


452695 


2078.N16.gz43_269277 


M00042971A:B09 


ES 207 


510717 


2078.N17.gz43_269293 


M00042971A:D12 


ES 207 


452662 


2078.N19.gz43_269325 


M00042972C:F07 


ES207 


451618 


2078.O04.gz43_269086 


M00042972C:F09 


ES207 


373239 


2078.O05.gz43_269102 


M00042973B:B10 


ES 207 


452500 


2078.O09.gz43_269166 


M00042974D:B07 


ES207 


456545 


2078.O17.gz43_269294 


M00042975C:A08 


ES 207 


450805 


2078.O21.gz43_269358 


M00042975D:G07 


ES 207 


453124 


2078.P01.gz43_269039 


M00042976B:F05 


ES207 


506920 


2078.P03.gz43_269071 


M00042978B:F03 


ES207 


452833 


2078.P17.gz43_269295 


M00042978D:E02 


ES 207 


27534 


2078.P20.gz43_269343 


M00042982C:G02 


ES 207 


448687 


2079.A18.gz43_271818 


M00042983A:E09 


ES 207 


504880 


2079.A22.gz43_271882 


M00042983D:A03 


ES 207 


456756 


2079.B06.gz43_271627 


M00042985B:C05 


ES207 


448200 


2079.B14.gz43_271755 


M00042985B:F05 


ES 207 


506372 


2079.B15.gz43_271771 


M00042985C:B03 


ES 207 


451811 


2079.B16.gz43_271787 


M00042985C:D02 


ES 207 


504501 


2079.B17.gz43_271803 


M00042985C:D04 


ES 207 


451491 


2079.B18.gz43_271819 


M00042986B:E06 


ES 207 


447445 


2079.B22.gz43_271883 


M00042986C:B07 


ES 207 


501534 


2079.B24.gz43_271915 


M00042987C:E04 


ES 207 


505226 


2079.C06.gz43_27 1628 


M00042988D:G10 


ES 207 


452220 


2079.C13.gz43_271740 


M00042989C:A06 


ES 207 


510254 


2079.C15.gz43_271772 


M00042989C:B07 


ES 207 


511348 


2079.C16.gz43_271788 


M00042989D:A07 


ES 207 


509505 


2079.C20.gz43_271852 


M00042990A:E05 


ES 207 


448813 


2079.C21.gz43_271868 


M00042990B:A08 


ES 207 


500795 


2079.C23.gz43_271900 


M00042991B:G01 


ES 207 


452874 


2079 .D05 .gz43_27 1613 


M00042991C:C02 


ES 207 


238196 


2079.D06.gz43_271629 


M00042991D:C09 


ES 207 


452603 


2079.D09.gz43_27 1677 


M00042991D:F06 


ES 207 


452830 


2079.D12.gz43_271725 


M00042992B:B03 


ES 207 


451812 


2079.D15.gz43_271773 


M00042992B:B11 


ES207 


502343 


2079.D16.gz43_271789 


M00042992D:H02 


ES 207 


75212 


2079.D19.gz43_271837 


M00042993A:D12 


ES 207 


513178 


2079.D2 1 .gz43_27 1 869 


M00042993B:C12 


ES 207 


446520 


2079.D23.gz43_271901 
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M00042994C:C09 


ES 207 


503628 


2079.E05.gz43_271614 


M00042995C:E04 


ES 207 


455716 


2079.Ell.gz43_271710 


M00042996D:D12 


ES 207 


453804 


2079.E21.gz43_271870 


M00042997B:B07 


ES207 


451806 


2079.E23.gz43_271902 


M00042999A:D01 


ES 207 


403634 


2079.F07.gz43_271647 


M00043000C:H06 


ES 207 


509027 


2079F14.gz43_271759 


M00055413C:G09 


ES 207 


556126 


2067.P21.gz43_271113 


M00055414C:C02 


ES207 


456520 


2068.A13.gz43_271354 


M00055414D:G10 


ES207 


482425 


2068.A21.gz43_271482 


M00055415D:C12 


ES 207 


561500 


2068.B15.gz43_271387 


M00055415D:E10 


ES 207 


204557 


2068.B17.gz43_271419 


M00055416A:C04 


ES 207 


561497 


2068.B21.gz43_271483 


M00055416B:F11 


ES207 


561770 


2068.C07.gz43_271260 


M00055416D:B03 


ES 207 


562477 


2068.C12.gz43_271340 


M00055416D:D11 


ES 207 


558679 


2068.C14.gz43_271372 


M00055416D:H11 


ES207 


555880 


2068.C18.gz43_271436 


M00055417A:G11 


ES 207 


131130 


2068.C21.gz43_271484 


M00055417C:A05 


ES 207 


550166 


2068.D04.gz43_271213 


M00055417C:G03 


ES 207 


561112 


2068.D05.gz43_271229 


M00055417D:D08 


ES207 


557760 


2068. D08.gz43_27 1277 


M00055417D:H08 


ES 207 


470667 


2068.D10.gz43_271309 


M00055418A:C12 


ES207 


561454 


2068.D12.gz43_271341 


M00055418A:E07 


ES 207 


561682 


2068.D15.gz43_271389 


M00055418A:F03 


ES 207 


560252 


2068.D16.gz43_271405 


M00055418A:H04 


ES 207 


554774 


2068.D17.gz43_271421 


M00055418C:D08 


ES 207 


418562 


2068 .E05.gz43_27 1230 


M00055418D:A03 


ES 207 


552561 


2068.E10.gz43_271310 


M00055418D:B05 


ES 207 


630348 


2068 .Ell.gz43_27 1326 


M00055419D:D04 


ES 207 


561646 


2068.F04.gz43_271215 


M00055419D:H07 


ES207 


550018 


2068. F09.gz43_27 1295 


M00055420A:E12 


ES 207 


561707 


2068.F14.gz43_271375 


M00055420A:F01 


ES 207 


558958 


2068.F15.gz43_271391 


M00055420C:E08 


ES 207 


524736 


2068 .F22 .gz43_27 1503 


M00055421A:A09 


ES 207 


556793 


2068.G10.gz43_271312 


M00055421B:E05 


ES 207 


58680 


2068.G22.gz43J271504 


M00055421C:F06 


ES 207 


561837 


2068.H09.gz43_27 1297 


M00055421C:G07 


ES 207 


491728 


2068. HI l.gz43_27 1329 


M00055421D:G11 


ES 207 


559884 


2068.H16.gz43_271409 


M00055422B:B01 


ES 207 


554489 


2068 .H22 .gz43_27 1505 


M00055422C:E10 


ES 207 


554028 


2068.109.gz43_271298 


M00055422D:E12 


ES 207 


631966 


2068.112.gz43_271346 


M00055423A:A10 


ES 207 


561180 


2068.114.gz43_271378 


M00055423A:D02 


ES 207 


560118 


2068.115.gz43_271394 


M00055423A:G08 


ES 207 


449356 


2068.116.gz43_271410 
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M00055423B:A06 


ES 207 


553987 


2068.117.gz43_271426 


M00055423C:C11 


ES 207 


559514 


2068.J04.gz43_271219 


M00055423C:D05 


ES 207 


559385 


2068.J05.gz43_271235 


M00055424A:A08 


ES 207 


556511 


2068.J12.gz43_271347 


M00055424A:C10 


ES 207 


492982 


2068.J13.gz43_271363 


M00055424A:F04 


ES 207 


512392 


2068.J15.gz43_271395 


M00055424A:F06 


ES 207 


48977 


2068J16.gz43_271411 


M00055424B:D04 


ES 207 


559380 


2068. K01.gz43_27 1172 


M00055425A:H03 


ES 207 


554953 


2068.K14.gz43_271380 


M00055425B:D12 


ES 207 


561645 


2068.K17.gz43_271428 


M00055425B:F06 


ES 207 


493410 


2068.K20.gz43_271476 


M00055471C:A06 


ES 207 


412282 


2068.L13.gz43_271365 


M00055471C:B01 


ES 207 


492876 


2068.L14.gz43_271381 


M00055471C:D04 


ES 207 


447098 


2068.L16.gz43_271413 


M00055472A:B12 


ES 207 


561411 


2068.M05.gz43_271238 


M00055472A:F02 


ES 207 


468672 


2068 .M08.gz43_27 1286 


M00055472A:H01 


ES 207 


551166 


2068.M09.gz43_271302 


M00055472C:G11 


ES 207 


549511 


2068.M18.gz43_271446 


M00055472D:H09 


ES 207 


562017 


2068.N03.gz43_271207 


M00055473B:D01 


ES 207 


556490 


2068.N08.gz43_271287 


M00055473B:E10 


ES 207 


561718 


2068.N10.gz43_271319 


M00055473C:A05 


ES 207 


559076 


2068.N12.gz43_271351 


M00055473C:E06 


ES 207 


554181 


2068.N15.gz43_271399 


M00055473C:H05 


ES 207 


522220 


2068.N16.gz43_271415 


M00055473D:E01 


ES 207 


561753 


2068.N20.gz43_271479 


M00055474A:B05 


ES 207 


562302 


2068.N22.gz43_271511 


M00055474A:G06 


ES 207 


449795 


2068. 003.gz43_27 1208 


M00055474B:G02 


ES 207 


486512 


2068.O09.gz43_271304 


M00055474C:H12 


ES 207 


555933 


2068.O14.gz43_271384 


M00055474D:E07 


ES 207 


268197 


2068.O18.gz43_271448 


M00055475D:A05 


ES 207 


417426 


2068.P12.gz43_271353 


M00055475D:A10 


ES 207 


562137 


2068.P14.gz43_271385 


M00055475D:B07 


ES 207 


453715 


2068.P16.gz43_271417 


M00055475D:G08 


ES 207 


560700 


2068.P18.gz43_271449 










M00042611A:A01 


ES 208 


449068 


2089.A01.gz43_269708 


M00042612A:B06 


ES 208 


405102 


2089A06.gz43_269788 


M00042613A:H01 


ES 208 


453783 


2089.A15.gz43_269932 


M00042613C:F06 


ES 208 


453783 


2089.A18.gz43_269980 


M00042614A:C04 


ES 208 


520074 


2089.A22.gz43_270044 


M00042614A:H02 


ES 208 


524157 


2089. A23 .gz43_270060 


M00042614C:B09 


ES 208 


447446 


2089.A24.gz43_270076 


M00042614D:A12 


ES 208 


453220 


2089.B03 .gz43_26974 1 


M00042616A:D03 


ES 208 


527590 


2089.B10.gz43_269853 
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M00042617C:B07 


ES 208 


453385 


2089.B20.gz43_270013 


M00042618B:G04 


ES 208 


453893 


2089.C03 .gz43_269742 


M00043001A:C10 


ES 208 


451850 


2079.F16.gz43_271791 


M00043001B:C01 


ES 208 


503122 


2079.F17.gz43_271807 


M00043001B:E02 


ES 208 


452969 


2079.F18.gz43_271823 


M00043001B:H01 


ES 208 


452325 


2079.F19.gz43_271839 


M00043001C:C03 


ES 208 


451891 


2079.F20.gz43_271855 


M00043002A:G09 


ES 208 


507450 


2079.F23.gz43_271903 


M00043002B:E06 


ES 208 


454849 


2079.F24.gz43_271919 


M00043003A:H07 


ES 208 


452976 


2079.Gll.gz43_271712 


M00043003C:A02 


ES 208 


452392 


2079.G15.gz43_271776 


M00043003C:G10 


ES 208 


452866 


2079.G18.gz43_271824 


M00043003D:D10 


ES 208 


455132 


2079.G20.gz43_271856 


M00043004A:C08 


ES 208 


503625 


2079.G22.gz43_271888 


M00043004A:C10 


ES 208 


448381 


2079.G23.gz43_271904 


M00043005A:B06 


ES 208 


452504 


2079.H06.gz43_271633 


M00043007B:D12 


ES 208 


366607 


2079 .H24.gz43_27 1921 


M00043007D:F07 


ES 208 


452186 


2079.105.gz43_271618 


M00043008D:E12 


ES 208 


504812 


2079.115.gz43_271778 


M00043008D:H09 


ES 208 


508126 


2079!17.gz43_271810 


M00043009B:C09 


ES 208 


502984 


2079.119.gz43_271842 


M00043009B:F11 


ES 208 


452160 


2079.120.gz43_271858 


M00043010B:B02 


ES 208 


451794 


2079J09.gz43_271683 


M00043011B:D03 


ES 208 


504431 


2079J15.gz43_271779 


M00043011C:H09 


ES 208 


508125 


2079.J19.gz43_271843 


M00043011D:C12 


ES 208 


502614 


2079.J22.gz43_271891 


M00043012A:E02 


ES 208 


452110 


2079.K03.gz43_271588 


M00043012A:F06 


ES 208 


453572 


2079.K04.gz43_271604 


M00043012D:A06 


ES 208 


449510 


2O79.K10.gz43_271700 


M00043013B:A06 


ES 208 


500896 


2079.K13.gz43_271748 


M00043013C:A01 


ES 208 


455117 


2079.K16.gz43_271796 


M00043013D:F03 


ES 208 


455621 


2079.K18.gz43_271828 


M00043014B:G12 


ES 208 


454226 


2079.K22.gz43_271892 


M00043014C:F07 


ES 208 


505933 


2079.K23 .gz43_27 1908 


M00043014C:G06 


ES 208 


507066 


2079.K24 .gz43_27 1 924 


M00043017D:B06 


ES 208 


455855 


2079.L13.gz43_271749 


M00043020A:A03 


ES 208 


452440 


2079.L15.gz43_271781 


M00043020A:G12 


ES 208 


452922 


2079.L16.gz43_271797 


M00043021A:A09 


ES 208 


452445 


2079.L18.gz43_271829 


M00043021A:B06 


ES 208 


452528 


2079.L19.gz43_271845 


M00043021A:C04 


ES 208 


454286 


2079.L20.gz43_271861 


M00043021A:H06 


ES 208 


453078 


2079.L21.gz43_271877 


M00043021B:H03 


ES 208 


452973 


2079.L22.gz43_271893 


M00043021D:F10 


ES 208 


514824 


2079.M01.gz43_271558 
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M00043022D:A07 


ES 208 


500622 


2079.M06.gz43_271638 


M00043023D:D06 


ES 208 


513381 


2079.M13.gz43_271750 


M00043024B:H11 


ES 208 


453079 


2079.M20.gz43_271862 


M00043025A:C01 


ES 208 


456755 


2079.M22.gz43_271894 


M00043025A:D09 


ES 208 


452648 


2079.M23.gz43_271910 


M00043026D:D06 


ES 208 


452031 


2079.Nll.gz43_271719 


M00043027B:C04 


ES 208 


452618 


2079.N14.gz43_271767 


M00043027D:G12 


ES 208 


452873 


2079.N18.gz43_271831 


M00043028B:F08 


ES 208 


454487 


2079.N21.gz43_271879 


M00043028C:H09 


ES 208 


453038 


2079.N23.gz43_271911 


M00043029A:E11 


ES 208 


452759 


2079.O05.gz43_271624 


M00043029B:C09 


ES 208 


512432 


2079.O07.gz43_271656 


M00043029B:F09 


ES 208 


269927 


2079.O09.gz43_271688 


M00043029B:G10 


ES 208 


516799 


2079.O10.gz43_271704 


M00043029C:D01 


ES 208 


448550 


2079.01 l.gz43_271720 


M00043030C:B11 


ES 208 


452501 


2079.021. gz43_271880 


M00043030C:F03 


ES 208 


515127 


2079.O22.gz43_271896 


M00043030D:G03 


ES 208 


449242 


2079.P01.gz43_271561 


M00043031A:B01 


ES 208 


452523 


2079.P02.gz43_271577 


M00043032B:H01 


ES 208 


452957 


2079.Pll.gz43_271721 


M00043033C:C05 


ES 208 


452611 


2079.P21.gz43_271881 


M00043033C:D05 


ES 208 


452611 


2079.P23.gz43_271913 


M00043075A:B12 


ES 208 


519109 


2089.C14.gz43_269918 


M00043076A:A09 


ES 208 


518566 


2089.C22.gz43_270046 


M00043077B:H01 


ES 208 


448985 


2089.D07.gz43_269807 


M00043077D:E12 


ES 208 


417549 


2089.D09.gz43_269839 


M00043077D:F04 


ES 208 


522648 


2089.D10.gz43_269855 


M00043078C:C04 


ES 208 


519641 


2089.D14.gz43_269919 


M00043078C:H05 


ES 208 


523732 


2089.D16.gz43_269951 


M00043079C:D08 


ES 208 


453554 


2089.D19.gz43_269999 


M00043079D:G10 


ES 208 


523182 


2089.E01.gz43_269712 


M00043080A:C03 


ES 208 


451583 


2089.E02.gz43_269728 


M00043080B:B05 


ES 208 


453297 


2089.E03 .gz43_269744 


M00043080B:C11 


ES 208 


519988 


2089E04.gz43_269760 


M00043081D:A10 


ES 208 


446614 


2089.E09.gz43_269840 


M00043082D:B05 


ES 208 


454562 


2089.E17.gz43_269968 


M00043085C:A03 


ES 208 


453160 


2089.E24.gz43_270080 


M00043086A:C02 


ES 208 


453470 


2089.F03 .gz43_269745 


M00043086D:B09 


ES 208 


453248 


2089.F08.gz43_269825 


M00043087B:D10 


ES 208 


449430 


2089.F13.gz43_269905 


M00043088B:D07 


ES 208 


395536 


2089F16.gz43_269953 


M00043089A:D06 


ES 208 


520616 


2089.F21.gz43_270033 


M00043090B:H06 


ES 208 


524470 


2089.F24.gz43_270081 


M00043090D:H07 


ES 208 


524478 


2089.G03 .gz43_269746 
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SequenceName 


M00043091C:H05 


ES 208 


530656 


2089.G07.gz43_269810 


M00043091C:H08 


ES 208 


454910 


2089.G08.gz43_269826 


M00043091D:C01 


ES 208 


454374 


2089.G09.gz43_269842 


M00043091D:F03 


ES 208 


402242 


2089.Gll.gz43_269874 


M00043092D:D06 


ES 208 


454531 


2089.G18.gz43_269986 


M00043093A:A06 


ES 208 


454177 


2089.G20.gz43_2700 1 8 


M00043093D:F12 


ES 208 


454701 


2089.H02.gz43_26973 1 


M00043094A:F01 


ES 208 


529219 


2089.H03 .gz43_269747 


M00043094C:A12 


ES 208 


525023 


2089.H06.gz43_269795 


M00043096A:B02 


ES 208 


449202 


2089.H12.gz43_269891 


M00043096A:E01 


ES 208 


528134 


2089.H13.gz43_269907 


M00043096C:D02 


ES 208 


454509 


2089.H16.gz43_269955 


M00043096C:H04 


ES 208 


451972 


2089.H17.gz43_269971 


M00043097A:D11 


ES 208 


527873 


2089.H21.gz43_270035 


M00043097A:F06 


ES 208 


387530 


2089.H22.gz43_270051 


M00043097D:B12 


ES 208 


454226 


2089.102.gz43_269732 


M00043100C:D08 


ES 208 


453533 


2089.115. gz43_269940 


M00043100D:C12 


ES 208 


520057 


2089.117.gz43_269972 


M00043101A:F12 


ES 208 


522548 


2089.120.gz43_270020 


M00043101C:F12 


ES 208 


453846 


2089.122.gz43_270052 


M00043102A:B10 


ES 208 


453364 


2089 JO Lgz43_2697 1 7 


M00043102A:G12 


ES 208 


523590 


2089J04.gz43_269765 


M00043102B:F05 


ES 208 


453761 


2089 J05 .gz43_26978 1 


M00043102D:C05 


ES 208 


446728 


2089J09.gz43_269845 


M00043102D:F11 


ES 208 


453766 


2089. J 1 Lgz43_269877 


M00043103A:G05 


ES 208 


449335 


2089J12.gz43_269893 


M00043104B:C09 


ES 208 


453494 


2089J20.gz43_270021 


M00043105A:F02 


ES 208 


453809 


2089.K0 1 .gz43_26971 8 


M00043106B:F07 


ES 208 


450287 


2089.K1 l.gz43_269878 


M00043106C:D05 


ES 208 


453572 


2089.K12.gz43_269894 


M00043107A:E07 


ES 208 


453726 


2089.K17.gz43_269974 


M00043107D:H04 


ES 208 


450566 


2089.K2 1 .gz43_270038 


M00043108B:A01 


ES 208 


453132 


2089.K23.gz43_270070 


M00043108B:D12 


ES 208 


453549 


2089.L0 1 .gz43_2697 19 


M00043109C:F04 


ES 208 


454720 


2089.L06.gz43_269799 


M00043131B:A11 


ES 208 


454134 


2089.L07.gz43_269815 


M00043131B:G10 


ES 208 


454825 


2089.L1 l.gz43_269879 


M00043131C:A11 


ES 208 


451391 


2089.L13.gz43_26991 1 


M00043131D:B02 


ES 208 


525719 


2089.L15.gz43_269943 


M00043132C:D02 


ES 208 


454483 


2089.L22.gz43_270055 


M00043134C:D06 


ES 208 


454518 


2089.M09.gz43_269848 


M00043135C:E07 


ES 208 


454550 


2089.M12.gz43_269896 


M00043135D:A11 


ES 208 


454126 


2089.M13.gz43_269912 


M00043135D:C07 


ES 208 


526575 


2089.M14.gz43_269928 
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ClonelD 


ESNo 


ClusterlD 


SequcnccNamc 




M00043136A:D03 


ES 208 


527361 


2089.M17.gz43_269976 




M00043137C:D02 


ES 208 


452936 


2089.N04.gz43_269769 




M00043137D:D10 


ES 208 


454438 


2089.N06.gz43_269801 




M00043138A:H03 


ES 208 


523753 


2089.N09.gz43_269849 




M00043138B:B08 


ES 208 


407275 


2089.N10.gz43_269865 




M00043138B:F02 


ES 208 


93125 


2089N12.gz43_269897 




M00043138B:G11 


ES 208 


437064 


2089.N13.gz43_269913 




M00043138C:D09 


ES 208 


449394 


2089.N15.gz43_269945 




M00043139C:A05 


ES 208 


524622 


2089.N23.gz43_270073 




M00043139D:A06 


ES 208 


524624 


2089.O02.gz43_269738 




M00043140C:D03 


ES 208 


527446 


2089.O04.gz43_269770 




M00043140C:H11 


ES 208 


530919 


2089O07.gz43_269818 




M00043141C:C12 


ES 208 


415326 


2089.01 0.gz43_269866 




M00043141D:A12 


ES 208 


454129 


2089.013 gz43_2699 1 4 




M00043144D:H01 


ES 208 


454050 


2089.P03.gz43_269755 


u 


M00043146C:D10 


ES 208 


520595 


2089.P09.gz43_269851 




M00043146C:F10 


ES 208 


453756 


2089.P10.gz43_269867 




M00043146D:H03 


ES 208 


455941 


2089.P13.gz43_269915 


fl I 


M00043147D:H03 


ES 208 


524363 


2089P15.gz43_269947 




M00043148C:E01 


ES 208 


453692 


2089.P17.gz43_269979 


s 4 


M00043149B:A01 


ES 208 


453202 


2089.P20.gz43_270027 




M00043149D:F02 


ES 208 


522220 


2090.A03 .gz43_273939 


S 


M00043150A:B12 


ES 208 


518949 


2090.A04.gz43_273955 




M00043151B:D02 


ES 208 


454460 


2090.A12.gz43_274083 




M00043152A:F10 


ES 208 


454731 


2090.A17.gz43_274163 


i if? 


M00043152A:G08 


ES 208 


456723 


2090.A18.gz43_274179 




M00043152B:H04 


ES 208 


530939 


2090.A23 .gz43_274259 




M00043153B:B09 


ES 208 


519378 


2090.B01.gz43_273908 




M00043156C:E05 


ES 208 


528404 


2090.C03.gz43_273941 




M00043158A:F03 


ES 208 


522869 


2090.C 12.gz43_274085 




M00043159A:C01 


ES 208 


526449 


2090.C18.gz43_274181 




M00043160B:E05 


ES 208 


521840 


2090.D02.gz43_273926 




M00043162D:E06 


ES 208 


453730 


2090.D17.gz43_274166 




M00043168C:F03 


ES 208 


446768 


2090.F05.gz43_273976 




M00043169A:F05 


ES 208 


453804 


2090.F09.gz43_274040 




M00043169A:H08 


ES 208 


524100 


2090.F1 l.gz43_274072 




M00043169C:D10 


ES 208 


453569 


2090.F15.gz43_274136 




M00043171B:G05 


ES 208 


523602 


2090.G12.gz43_274089 




M00043171D:G08 


ES 208 


450784 


2090.G17.gz43_274169 




M00043172A:D08 


ES 208 


401160 


2090.G18.gz43_274185 




M00043172C:B05 


ES 208 


234270 


2090.G23 .gz43_274265 




M00043172C:G06 


ES 208 


453946 


2090.H01.gz43_273914 




M00043172D:H03 


ES 208 


128749 


2090.H06.gz43_273994 




M00043173B:F03 


ES 208 


453354 


2090.Hll.gz43_274074 
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ClonelD 


ESNo 


ClusterlD 


SequenceName 


M00043173C:B05 


ES 208 


453256 


2090H13.gz43_274106 


M00043173C:D12 


ES 208 


520599 


2090.H15.gz43_274138 


M00043174A:G04 


ES 208 


454810 


2090.H1 7.gz43_274 1 70 


M00043174B:B06 


ES 208 


413693 


2090.H18.gz43_274186 


M00043174C:C06 


ES 208 


526733 


2090.H20.gz43_2742 1 8 


M00043176C:A01 


ES 208 


525315 


2090.11 l.gz43_274075 


M00043176C:E12 


ES 208 


454664 


2090.113.gz43_274107 










M00042592A:H02 


ES 209 


539142 


2092.A07.gz43_274486 


M00042594C:D02 


ES 209 


455405 


2092.A22.gz43_274726 


M00042595A:B07 


ES 209 


447278 


2092.B01 .gz43_274391 


M00042599D:E07 


ES 209 


455460 


2092.B15.gz43_274615 


M00042600D:B08 


ES 209 


455117 


2092.B20.gz43_274695 


M00042600D:E11 


ES 209 


452392 


2092.B21.gz43_274711 


M00042637C:E12 


ES 209 


536171 


2092.B22.gz43_274727 


M00042637D:B12 


ES 209 


455814 


2092.B23.gz43_274743 


M00042638D:G10 


ES 209 


455784 


2092.C02.gz43_274408 


M00042639D:H04 


ES 209 


455880 


2092.C09.gz43_274520 


M00042640C:C10 


ES 209 


455201 


2092.Cll.gz43_274552 


M00042640D:D01 


ES 209 


455375 


2092.C12.gz43_274568 


M00043178C:C01 


ES 209 


454324 


2090.122.gz43_274251 


M00043178C:G06 


ES 209 


529742 


2090.124.gz43_274283 


M00043180C:B02 


ES 209 


452325 


2090.J08.gz43_274028 


M00043181C:C10 


ES 209 


526539 


2090.J14.gz43_274124 


M00043181C:F06 


ES 209 


529037 


2090.J15.gz43_274140 


M00043182B:C02 


ES 209 


454311 


2090.J18.gz43_274188 


M00043183A:C04 


ES 209 


454363 


2090.K02.gz43_273933 


M00043183C:B08 


ES 209 


525781 


2090.K06.gz43_273997 


M00043184D:A02 


ES 209 


447536 


2090K17.gz43_274173 


M00043184D:G06 


ES 209 


432159 


2090.K20.gz43_27422 1 


M00043185B:D02 


ES 209 


527679 


2090.L01.gz43_273918 


M00043186C:A11 


ES 209 


524721 


2090.L07.gz43_274014 


M00043186D:A06 


ES 209 


524706 


209O.L09.gz43_274046 


M00043186D:B09 


ES 209 


425455 


2090.L10.gz43_274062 


M00043187B:G03 


ES 209 


530094 


2090.L12.gz43_274094 


M00043187C:E06 


ES 209 


528369 


2090.L13.gz43_274110 


M00043187D:H04 


ES 209 


530971 


2090.L16.gz43_274158 


M00043188D:B07 


ES 209 


525456 


2090.L17.gz43_274174 


M00043189C:F08 


ES 209 


528981 


2090.M02.gz43_273935 


M00043189D:B11 


ES 209 


452231 


2090.M05 .gz43_273983 


M00043190A:B10 


ES 209 


454202 


2090.M07.gz43_274015 


M00043191C:G05 


ES 209 


404081 


2090.M17.gz43_274175 


M00043192B:H06 


ES 209 


453983 


2090.M20.gz43_274223 


M00043193C:G11 


ES 209 


523674 


2090.N04.gz43_273968 
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ES No 


ClusterlD 


SequcnceName 


M00043193C:H09 


ES 209 


452775 


2090.N06.gz43_274000 


M00043194A:G06 


ES 209 


453890 


2090.Nll.gz43_274080 


M00043194C:A05 


ES 209 


453177 


2090.N14.gz43_274128 


M00043194D:E10 


ES 209 


289316 


2090.N 16.gz43_274 1 60 


M00043195D:A05 


ES 209 


518172 


2090.N20.gz43_274224 


M00043197D:H12 


ES 209 


454007 


2090.O09.gz43_274049 


M00043198A:F01 


ES 209 


453818 


2090.01 l.gz43_274081 


M00043199A:F03 


ES 209 


452182 


2090.O14.gz43_274129 


M00043201D:D03 


ES 209 


454463 


2090.P0 1 .gz43_273922 


M00043203B:E07 


ES 209 


528616 


2090.P10.gz43_274066 


M00043210C:E08 


ES 209 


454629 


2090.P22.gz43_274258 


M00043417A:H12 


ES 209 


539804 


2092.C18.gz43_274664 


M00043417B:F12 


ES 209 


455601 


2092.C20.gz43_274696 


M00043417C:F12 


ES 209 


447380 


2092.C21.gz43_274712 


M00043418A:A06 


ES 209 


422223 


2092.C23 .gz43_274744 


M00043420C:C02 


ES 209 


455289 


2092.D09.gz43_27452 1 


M00043421C:G07 


ES 209 


449067 


2092.D 12.gz43_274569 


M00043422B:C03 


ES 209 


455162 


2092.D13.gz43_274585 


M00043425C:H1 1 


ES 209 


539452 


2092.E07.gz43_274490 


M00043427C:E11 


ES 209 


544355 


2092.E10.gz43_274538 


M00043428C:A08 


ES 209 


531461 


2092E15.gz43_274618 


M00043428D:C10 


ES 209 


455220 


2092.E17.gz43_274650 


M00043428D:E02 


ES 209 


536038 


2092.E18.gz43_274666 


M00043430D:C01 


ES 209 


455254 


2092.E20.gz43_274698 


M00043433A:F02 


ES 209 


537451 


2092.F08.gz43_274507 


M00043434A:H02 


ES 209 


452128 


2092.F10.gz43_274539 


M00043434B:D06 


ES 209 


535129 


2092.Fll.gz43_274555 


M00043434B:E04 


ES 209 


452801 


2092.F12.gz43_274571 


M00043438B:E10 


ES 209 


404461 


2092.G04.gz43_274444 


M00043438C:D12 


ES 209 


535436 


2092.G05 .gz43_274460 


M00043439C:D05 


ES 209 


535123 


2092.G08.gz43_274508 


M00043441D:A09 


ES 209 


455132 


2092.G17.gz43_274652 


M00043442A:D02 


ES 209 


534519 


2092.G18.gz43_274668 


M00043446B:H01 


ES 209 


456020 


2092.H09.gz43_274525 


M00043446C:E04 


ES 209 


455808 


2092.Hll.gz43_274557 


M00043446C:E08 


ES 209 


400258 


2092.H12.gz43_274573 


M00043446C:E10 


ES 209 


456530 


2092.H13.gz43_274589 


M00043446C:G09 


ES 209 


547652 


2092.H14.gz43_274605 


M00043447A:F02 


ES 209 


455572 


2092.H15.gz43_274621 


M00043447C:A06 


ES 209 


454994 


2092.H1 8gz43_274669 


M00043448B:E08 


ES 209 


455501 


2092.H22.gz43_274733 


M00043448C:D05 


ES 209 


456742 


2092.H23.gz43_274749 


M00043448C:G07 


ES 209 


538582 


2092.H24.gz43_274765 


M00043448D:H09 


ES 209 


451023 


2092.104.gz43_274446 
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ESNo 


ClusterlD 


SequenceName 


M00043449C:H09 


ES 209 


448946 


2092.109.gz43_274526 


M00043449D:A06 


ES 209 


447534 


2092.110.gz43_274542 


M00043449D:E09 


ES 209 


215366 


2092.11 l.gz43_274558 


M00043450B:C11 


ES 209 


456249 


2092.114.gz43_274606 


M00043450B:H05 


ES 209 


456783 


2092.11 5. gz43_274622 


M00043450C:F11 


ES 209 


454563 


2092.117.gz43_274654 


M00043451A:B02 


ES 209 


456103 


2092.120.gz43_274702 


M00043451B:D08 


ES 209 


448250 


2092.12 l.gz43_2747 18 


M00043451C:H03 


ES 209 


447238 


2092.124.gz43_274766 


M00043452D:D05 


ES 209 


452830 


2092J08.gz43_274511 


M00043453B:C06 


ES 209 


456254 


2092.Jll.gz43_274559 


M00043453B:F02 


ES209 


546121 


2092.J12.gz43_274575 


M00043453C:A06 


ES 209 


446866 


2092.J13.gz43_274591 


M00043453D.D02 


ES 209 


543855 


2092.J19.gz43_274687 


M00043455B:G11 


ES 209 


546838 


2092.K04.gz43_274448 


M00043455C:G07 


ES 209 


450914 


2092 .K07.gz43_274496 


M00043457C:B12 


ES 209 


454621 


2092.K12.gz43_274576 


M00043459A:B08 


ES 209 


541901 


2092.K17.gz43_274656 


M00043460D:C03 


ES 209 


534054 


2092.L08.gz43_274513 


M00043460D:H01 


ES 209 


539353 


2092.L09.gz43_274529 


M00043462A:H06 


ES 209 


455834 


2092.L14.gz43_274609 


M00043462C:E12 


ES 209 


536225 


2092.L17.gz43_274657 


M00043462D:C09 


ES 209 


415326 


2092.L19.gz43_274689 


M00043465B:G08 


ES 209 


162851 


2092.M08.gz43_2745 14 


M00043468C:D08 


ES 209 


455379 


2092 .M 1 7 .gz43_27465 8 


M00043470C:A01 


ES 209 


456001 


2092.N05.gz43_274467 


M00043472A:E06 


ES 209 


536415 


2092.Nll.gz43_274563 


M00043473C:B11 


ES 209 


37186 


2092.N15.gz43_274627 


M00043473D:D11 


ES 209 


452618 


2092N18.gz43_274675 


M00043474C:H05 


ES 209 


455864 


2092.N20.gz43_274707 


M00043475C:G08 


ES 209 


446866 


2092.N23.gz43_274755 


M00043478B:D01 


ES 209 


450724 


2092.O06.gz43_274484 


M00043481A:B01 


ES 209 


532904 


2092.O14.gz43_274612 


M00043481A:G02 


ES 209 


402534 


2092.O16.gz43_274644 


M00043483B:G01 


ES 209 


455808 


2092.O22.gz43_274740 


M00043483B:G11 


ES 209 


455814 


2092.023. gz43_274756 


M00043484C:E12 


ES 209 


455492 


2092 .P05 .gz43_274469 


M00043484D:H08 


ES 209 


455855 


2092.P07.gz43_274501 


M00043485A:A04 


ES 209 


452910 


2092.P08.gz43_274517 


M00043485A:C04 


ES 209 


450658 


2092.P09.gz43_274533 


M00043485B:C09 


ES 209 


455256 


2092.P10.gz43_274549 


M00043486B:D02 


ES 209 


543429 


2092.P13.gz43_274597 


M00043486C:D02 


ES 209 


543431 


2092.P15.gz43_274629 


M00043486C:F07 


ES 209 


456567 


2092.P17.gz43_274661 
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' SequenceName 


M00043489C:H06 


ES 209 


44687: 


J 2092.P20.gz43 274709 


M00043490A:F03 


ES 209 


45657' 


2092.P24.gz43 274773 


M00063157B:B09 


ES 209 


46479] 


2102.A16.gz43 275283 


M00063165C:F10 


ES 209 


44920f 


y 2116.A13.gz43 306321 


M00063457A:B12 


ES 209 


55814' 


' 2102.B18.gz43 275316 


M00063493D:G07 


ES 209 


64492'y 


' 2102.F08.gz43 275160 


M00063496B:F07 


ES 209 


55890C 


> 2102.F14.gz43 275256 


M00063507B:B08 


ES 209 


621081 


2102.G10.gz43 275193 


M00063514B:E04 


ES 209 


498509 


» 2102.H02.gz43 275066 


M00063546B:F01 


ES209 


730600 


2116.D21.gz43 306452 


M00063552B:B06 


ES209 


89082 


2116.E15.gz43 306357 


M00063580A:A07 


ES 209 


649744 


2116.I06.gz43 306217 


M00063592B:E09 


ES 209 


378453 


2116.J09.gz43 306266 


M00063601D.C05 


ES 209 


379154 


2102.I24.gz43 275419 


M00063803B:F11 


ES 209 


402353 


2103.B13.gz43 275620 


M00063861C:F09 


ES 209 


544229 


2103.E13.gz43 275623 


M00063864A:H10 


ES 209 


380514 


2103.E17.gz43 275687 


M00063865A:F01 


ES 209 


427540 


2103.E21.gz43 275751 


M00063866B:H02 


ES209 


643609 


2103.F01.gz43_275432 


M00063900B:B04 


ES 209 


730845 


2103.H23.gz43 275786 


M00063923B.-A04 


ES209 


402941 


2103.J21.gz43 275756 


M00063927A:B08 


ES209 


554395 


2103.K10.gz43 275581 


M00063943B:G12 


ES 209 


377696 


2103.M06.gz43 275519 


M00063943B:G12 


ES 209 


377696 


RTA22200255F.f.l5.1.P 


M00063970A:D09 


ES 209 


642263 


2116.M13.gz43 306333 


M00063980B:A08 


ES 209 


378447 


2116.N09.gz43 306270 


M00063988A:C02 


ES 209 


404453 


2116.022.gz43 306479 


M00063994B:D10 


ES 209 


535955 


2116.P08.gz43 306256 


M00064064D:D11 


ES209 


554032 


2104.A21.gz43 297640 


M00064077B:H02 


ES 209 


639578 


2104.C08.gz43 297434 


M00064081A:D04 


ES 209 


52644 


2104.C19.gz43 297610 


M00064082C:D11 


ES 209 


505275 


2104.D01.gz43 297323 


M00064085B:A12 


ES 209 


649035 


2104.Dll.gz43 297483 


M00064101B:E12 


ES209 


376559 


2104.E08.gz43 297436 


M00064104B.A01 


ES 209 


558382 


2104.E17.gz43 297580 


M00064107C:E03 


ES 209 


463217 


2104.E23.gz43 297676 


M00064112A:G03 ] 


ES209 


646187 


2104.F12.gz43 297501 


M00064131B:A09 


ES 209 


647586 


2104.Hll.gz43 297487 


M00064147B:G08 


ES209 


454622 


2104.I20.gz43 297632 


M00064194B:A02 


ES209 


11379 


2 104.N0 l.gz43 297333 


M00064195C:B02 


ES 209 


446397 


2104.N03.gz43 297365 


M00064196D:C10 


ES 209 


469367 


2104.N05.gz43 297397 


M00064201A:C08 


ES 209 


727888 


2104.N13.gz43 297525 


M00064220B:E01 


ES 209 


418763 


2104.P04.gz43 297383 
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Table 13 



CIonelD 


ES No 


ClusterlD 


SequenceName 


MUUUo4JU /CE12 


ES 209 


404453 


2117.D05.gz43 306580 


JVlUUUo4 J / iD.hO 1 


¥"•0 tAA 

ES 209 


728687 


2117.J15.gz43 306746 


MUUUo435iB:B04 


ES 209 


551960 


2117.K19.gz43 306811 


JVluuUo4oi5 /A:H05 


ES 209 


447461 


2117.L05.gz43 306588 


M00064391C:D09 


ES 209 


4 / 1 jD4 


2117.L18.gz43 306796 


M00064394A:C02 


ES 209 


416886 


2117.M03.gz43 306557 


M00064446D:C08 


ES 209 


446397 


2118.A09.gz43 307025 


M00064534D:H04 


ES 209 


730238 


2118.H24.gz43 307272 


M00064592D:F05 


ES 209 


177443 


21 18.M09.gz43_307037 


M00064601C:H06 


ES 209 


644919 


2118.N03.gz43_306942 
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